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RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigelman USSN 60/358,580 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigelman USSN 60/408,378 filed September 5, 2002, of Beigelman USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

10 Field Of The Invention 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
15 interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
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evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA, The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be folly characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
10 kinase PKR and 2 f ,5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease HI 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et al, 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al, 2001, Science, 293, 

20 834), The RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al, 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 
2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
30 Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 
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(Elbashir et al, 2001, EMBO J., 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 21 -nucleotide siRNA duplexes 
are most active when containing S'-terminal dinucleotide overhangs. Furthermore, 
5 complete substitution of one or both siRNA strands with 2'-deoxy (2 f -H) or 2'-0-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the 3'-terminal siRNA 
overhang nucleotides with 2-deoxy nucleotides (2-H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
10 target RNA is defined by the 5'-end of the siRNA guide sequence rather than the 3 f -end of 
the guide sequence (Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have 
indicated that a 5'-phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the S'-phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell 107, 309). 

15 Studies have shown that replacing the 3 '-terminal nucleotide overhanging segments 

of a 21-mer siRNA duplex having two -nucleotide 3 '-overhangs with 
' deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbashir et al, 2001, EMBO J., 20, 6877). In addition, Elbashir et al, 
supra, also report that substitution of siRNA with 2-O-methyl nucleotides completely 
abolishes RNAi activity. Li et al, International PCT Publication No. WO 00/44914, and 
Beach et al, International PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any further guidance or examples of such modified siRNA. 
Kreutzer et al, Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA-dependent protein kinase PKR, specifically 2 f -amino or 2-0- 
methyl nucleotides, and nucleotides containing a 2-0 or 4'-C methylene bridge. 
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However, Kreutzer et al similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 

Paxrish et al, 2000, Molecular Cell, 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C elegans using long (>25 nt) siRNA 
5 transcripts. The authors describe the introduction of thiophosphate residues into these 
siRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further, Pairish et al. reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id. at 1081. The 
authors also tested certain modifications at the 2'-position of the nucleotide sugar in the 
long siRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id. In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aminoallyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyl)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example, Beach et al, 
International PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et al, 

25 International PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem. Biochem., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al., International PCT Publication No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zernicka-Goetz et al, International PCT Publication No. WO 01/36646, 
describe certain methods for inhibiting the expression of particular genes in mammalian 
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cells using certain dsRNA molecules. Fire et al, International PCT Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et al, International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et al, 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et al, International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et al, 
10 International PCT Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. Driscoll et 
al, International PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 

15 Parrish et al, 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siRNA constructs targeting the unc-22 gene of C. elegans. Grossniklaus, International 
PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et al, International PCT 
Publication No. WO 01/42443, describe certain .methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs. Cogoni et al, International PCT 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and uses thereof. Reed et al, International PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et al, 
International PCT Publication No. WO 01/70944, describe certain methods of drug 

25 screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et al, International PCT Publication No. WO 01/72774, describe certain 
Drosophila-d&ived gene products that may be related to RNAi in Drosophila. Aindt et 
al, International PCT Publication No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et al, 

30 International PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constructs. Pachuk et al, International PCT Publication No. WO 00/63364, and 
Satishchandran et al, International PCT Publication No. WO 01/04313, describe certain 
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methods and compositions for inhibiting the function of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et al, International PCT Publication No. WO 02/38805, 
describe certain C elegans genes identified via RNAi. Kreutzer et al, International PCT 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1144623 Bl describes certain 
5 methods for inhibiting gene expression using RNAi. Graham et al t International PCT 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et al, US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAi. 



10 SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- 

15 RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 
expression in cells by RNA inference (RNAi). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 

20 uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural, target 
validation, genomic discovery, genetic engineering and pharmacogenomic applications. 

In a non-limiting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 

25 vivo stability and bioavailability inherent to native RNA molecules that are delivered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 

30 acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even if the activity of a chemically modified 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 

10 gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 

15 distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 

20 protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 

25 sequences or from partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene function analysis, 
mRNA function analysis, or translational analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 
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toward pharmaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology. In one embodiment, the gene family comprises epidermal 
growth factor (e.g., EGFR, such as HER1, HER2, HER3, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFR1, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HIV-1 and HIV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

3 0 target gene or a portion thereof. 

8 
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In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

La one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
15 nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
Tegion each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a . 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
10 wherein pyrimidine nucleotides in the sense region are 2-O-methyl pyrimidine 
nucleotides, 2-deoxy nucleotides, and/or 2 f -deoxy-2'-fluoro pyrimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 

15 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a terminal cap moiety at the 
5'-end, the 3-end, or both of the 5' and 3' ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 

20 moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 

25 sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2 ! -deoxy- purine 

30 nucleotides. In another embodiment, the antisense region comprises a phosphorothioate 
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internucleotide linkage at the 3 1 end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3' end of the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 

10 at least two 3' terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two 3' terminal nucleotides of each fragment of the siNA 
molecule are 2'-deoxy-pyrimidines, such as 2 , -deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 

15 complementary nucleotides of the other fragment of the siNA molecule. In another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the RNA encoded by 

20 the endogenous mammalian target gene. In another embodiment, the 5'-end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endothelial growth factor receptor (such as VEGFR1, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, PTP1B, BACE, CHK1, PKC-alpha, or EGFR), 
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wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 In one embodiment, the invention features a medicament comprising a siNA 

molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammalian target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 number in Table V. In another embodiment, siRNA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

In another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 



In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA construct, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonucleases in vivo. 

15 Studies have shown that replacing the 3 '-overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3' overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et al., 2001, 

20 EMBO J., 20, 6877). In addition, Elbashir et al, supra, also report that substitution of 
siRNA with 2'-0-methyl nucleotides completely abolishes RNAi activity. Li et aL, 
International PCT Publication No. WO 00/44914, and Beach et al, International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Kreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2'-amino or 2'-0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4'-C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 



In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 
5 molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate internucleotide linkages, 2'-0-methyl 
ribonucleotides, 2'-deoxy-2'-fluoro ribonucleotides, 2'-deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 

10 incorporation. These chemical modifications, when used in various siNA constructs, are . 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et al„ supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 

1 5 serum stability for modified siNA constructs. 

In one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 

20 nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 

25 present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 

30 the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 
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pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate internucleotide linkage at the 3 ! -end of said antisense region. The 
antisense region can comprise about one to about five phosphorothioate internucleotide 
linkages at the 5'-end of said antisense region. The 3'-terminal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The S'-terminal 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The 3 f - 
terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 
mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 
regions. The siNA molecule can comprise a single strand having complementary sense 
*and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified internucleotide linkage having Formula I: 

Z 

ii 

Ri X P Y R 2 

W 
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wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently 0, S, N, alkyl, or substituted alkyl, each Z and W is independently 0, S, N, 
alkyl, substituted alkyl, O-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
5 are optionally not all O. 

The chemically-modified intemucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oligonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
10 comprise one or more (e.g, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified intemucleotide linkages having Formula I at the 3 -end, the 5 ! -end, or both of 
the 3' and 5 f -ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
{e.g., about 1, 2, 3, 4, 5, or more) chemically-modified intemucleotide linkages having 
15 Formula I at the 5'-end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified intemucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
20 an exemplary siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
intemucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having intemucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
25 nucleotide having any of Formulae I- VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
30 having Formula II: 
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B 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
5 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, 0- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aininoalkylaniino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, SO, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

1 5 The chemically-modified nucleotide or non-nucleotide of Formula II can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula II at 
the 3'-end, the 5'-end, or both of the 3' and S'-ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5'-end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula II at the 3'- 
end of the sense strand, the antisense strand, or both strands, 
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In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
5 having Formula HI: 



wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 

10 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 

15 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
nitroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

20 The chemically-modified nucleotide or non-nucleotide of Formula HI can be 

present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
m at the 3 -end, the 5-end, or both of the 3' and 5-ends of the sense strand, the antisense 

25 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
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modified nucleotide(s) or non-nucleotide(s) of Formula HI at the 5-end of the sense 
strand, the antisense strand, or both strands. In anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more (e.g., 
about 1, 2, 3, 4, 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 IE at the 3'-end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or HI, wherein the nucleotide having Formula II or HI is in an inverted 
configuration. For example, the nucleotide having Formula II or IH is connected to the 
siNA construct in a 3'-3 ! , 3 , -2\ 2'-3', or 5 ! -5* configuration, such as at the 3'-end, the 5- 
1 0 end, or both of the 3' and 5-ends of one or both siNA strands. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5'- 
terminal phosphate group having Formula IV: 



15 W 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently 0, S, N, alkyl, substituted alkyl, O-alkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a 5 f -terminal 
20 phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5'-terminal phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g., about 1, 2, or 3) 
25 nucleotide 3 ! -terminal nucleotide overhangs having about 1 to about 4 (e.g., about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3'-end of one or both strands. In another embodiment, 
a 5-tenninal phosphate group having Formula IV is present on the target-complementary 
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strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Formulae I- VII. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
5 or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate internucleotide linkages. For example, in a non-limiting example, 
the invention features a chemically-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate internucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 

10 interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate internucleotide linkages in both siNA strands. The phosphorothioate 
internucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate internucleotide 

15 linkages at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate internucleotide linkages at the 5'-end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 

20 siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate internucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) purine phosphorothioate internucleotide linkages in the sense strand, the 

25 antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2 , -deoxy-2 , -fluoro, and/or about one or more 
30 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3*-end, the 5'-end, or both of the 3'- and 5 ! -ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

20 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2 f -deoxy, 2-O-methyl, 2 l -deoxy-2 , -fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
5 cap molecule at the 3'-end, the 5-end, or both of the 3 f - and 5'-ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2-deoxy, 2-O-methyl and/or 2 , -deoxy-2 , -fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 
10 phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3 -end, 
the 5'-end, or both of the 3- and 5 '-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
internucleotide linkages, and/or one or more (e.g. 9 about 1, 2, 3, 4, 5, or more) 2-deoxy, 

15 2-O-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3-end, 
the 5-end, or both of the 3 - and 5'-ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2-deoxy, 2'-0-methyl, 2'-deoxy-2 -fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5-end, or both of the 3 - and 5'-ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2 , -0-methyl and/or 2 , -deoxy-2 , -fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'- 
end, the 5'-end, or both of the 3 ! - and Spends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 
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4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 
{e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5-end, or both of the 3'- and S'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

5 more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate 
internucleotide linkages, and/or one or more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2 f -deoxy, 2 ! -0-methyl, 2-deoxy-2'-fluoro, and/or one or more {e.g., about 1, 2, 3, 4, 

5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the 3'-end, the S'-end, or both of the 3'- and 5'-ends of the antisense 

10 strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2'-deoxy, 2'-0-methyl and/or 2 t -deoxy-2 , -fluoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3 -end, 

15 the S'-end, or both of the 3' and Spends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate internucleotide linkages, and/or one or more {e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) 2 ! -deoxy, 2-O-methyl, 2'-deoxy-2'-fluoro, and/or one or more 

20 {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3-end, the S'-end, or both of the 3'- and 5-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages, 
and/or one or more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2 , ~0-methyl, 

25 2 , -deoxy-2'-fluoro, and/or one or more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3' -end, 
the 5'-end, or both of the 3'- and S'-ends of the antisense strand. In another embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2 ! -deoxy, 2'-0- 

30 methyl and/or 2 t -deoxy-2'-fluoro nucleotides, with or without about 1 to about 5, for 
example about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages and/oT a 



22 



WO 03/074654 PCT/US03/05028 

terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends, being 
present in the same or different strand. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
5 more phosphorothioate internucleotide linkages in each strand of the siNA molecule. 

In another embodiment, the invention features a siNA molecule comprising 2'-5 ! 
internucleotide linkages. The 2'-5' internucleotide linkage(s) can be at the 3'-end, the 5 f - 
end, or both of the 3'- and 5-ends of one or both siNA sequence strands. In addition, the 
2 ! -5 f internucleotide linkage(s) can be present at various other positions within one or both 
10 siNA sequence strands, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every internucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2'-5' internucleotide linkage, or about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more including every internucleotide linkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2 f -5 f internucleotide linkage. 

15 In another embodiment, a chemically-modified siNA molecule of the invention 

comprises a duplex having two strands, one or both of which can be chemically-modified, 
wherein each strand is about 18 to about 27 {e.g. y about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 {e.g, about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 

20 structure having any of Formulae I- VII. For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I-VII or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3' -terminal nucleotide overhang, and wherein the duplex has 

25 about 19 base pairs. In another embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 {e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 {e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a structure having any of Formulae I-VII or any combination 

30 thereof. For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 {e.g., about 42, 43, 44, 45, 
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46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Formulae I-VH or any combination thereof, wherein the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2-nucleotide 
3' -terminal nucleotide overhang. In another embodiment, a linear hairpin siNA molecule 
5 of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is designed such that degradation of the loop portion of the siNA molecule in vivo can 
generate a double-stranded siNA molecule with 3 f -terminal overhangs, such as 3 f -terminal 
nucleotide overhangs comprising about 2 nucleotides. 

10 In another embodiment, a siNA molecule of the invention comprises a circular 

nucleic acid molecule, wherein the siNA is about 38 to about 70 (e.g., about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I-VII or any 

15 combination thereof. For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 (e.g., 
about 42, 43, 44, 45, 46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I- VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped structure having about 19 base pairs 

20 and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double-stranded siNA 
25 molecule with 3-terminal overhangs, such as 3-terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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R 10 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, ainiaoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
10 about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) inverted abasic moiety, for example a 
compound having Formula VI: 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
15 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 
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either R2, R3, R8 or R13 serve as points of attachment to the siNA molecule of the 
invention. 

In another embodiment, a siNA molecule of the invention comprises at least one 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
5 example a compound having Formula VII: 

R, n>r n R 3 
R 2 

wherein each n is independently an integer from 1 to 12, each Rl, R2 and R3 is 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 
OCF3, OCN, O-alkyl, S-alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
10 OSH, alkyl-OH, O-alkyl-OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl- 
O-alkyl, ON02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O- 
aminoalkyl, O-aminoacid, O-aminoacyl, heterocycloalkyl, heterocycloalkaryl, 
aminoalkylamino, polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

15 In another embodiment, the invention features a compound having Formula VII, 

wherein Rl and R2 are hydroxyl (OH) groups, n = 1, and R3 comprises 0 and is the point 
of attachment to the 3 '-end, the 5 ? -end, or both of the 3' and 5'-ends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 

20 example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VII of the 
invention is at the 3-end, the 5'-end, or both of the 3' and 5-ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3-end, the 5-end, or both of the 3' and 5'-ends of the antisense strand, the sense strand, or 
25 both antisense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VII can be present at the 3-end or the 5-end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3'-3', 3'-2', T-3', or 5'-5' configuration, such as at the 
3'-end, the 5'-end, or both of the 3' and 5'-ends of one or both siNA strands. 

In one embodiment, a siNA molecule of the invention comprises one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5'-end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
{e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5'- 
end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemicaUy-modified siNA 
comprises a sense region, where any (e.g., one or more or all) pvrimidine nucleotides 
present in the sense region are 2'-deoxy-2'-fluoro pvrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 
deoxy purine nucleotides (e.g„ wherein all purine nucleotides are 2"-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 
deoxy purine nucleotides (e.g, wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
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nucleotides), wherein any nucleotides comprising a 3'-terminal nucleotide overhang that 
are present in said sense region are 2-deoxy nucleotides. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
5 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
10 antisense region are 2-O-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2-O-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2- 
O-methyl purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

1 5 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2 ? -fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2 ? -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2 ! -fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 

20 antisense region are 2-O-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2-O-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2 f - 
O-methyl purine nucleotides), wherein any nucleotides comprising a 3'-terminal 
nucleotide overhang that are present in said antisense region are 2-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
25 nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 f -deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine 
'30 nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 
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2-deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2-deoxy 
purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
5 (RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2-fluoro pyrimidine nucleotides), and one or more 

10 2'-deoxy purine nucleotides {e.g., wherein all purine nucleotides are 2 f -deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3- 
end, the 5-end, or both of the 3' and Spends of the sense region. The sense region 
optionally further comprises a 3-terminal overhang having about 1 to about 4 (e.g., about 

15 1, 2, 3, or 4) 2 f -deoxyribonucleotides. The antisense region comprises one or more T- 
deoxy-2-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2 f - 
deoxy-2-fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides 
are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 2-O-methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2-O-methyl purine nucleotides or 

20 alternately a plurality of purine nucleotides are 2'-0-methyl purine nucleotides). A 
terminal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3 f -end, the 5-end, or both of the 3' and 5-ends of the 
antisense sequence. The antisense region optionally further comprises a 3'-terminal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) T- 

25 deoxynucleotides, wherein the overhang nucleotides can further comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate intemucleotide linkages. Non-limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNAi) inside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2'-deoxy- 
2-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2'-deoxy-2 ! - 
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fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2'- 
deoxy-2-fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are purine ribonucleotides) and wherein the antisense region comprises 
5 one or more 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides), and one or more 
2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2'-0-methyl purine 

10 nucleotides). Inverted deoxy abasic modifications are optionally present at the 3 '-end, the 
5-end, or both of the 3' and 5 f -ends of the sense region. The sense region optionally 
further comprises a 3'-terminal overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 
4) 2'-deoxyribonucleotides. A tenninal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3'-end, the 5'-end, or 

15 both of the 3' and 5-ends of the antisense sequence, The antisense region optionally 
further comprises a 3 f -terminal nucleotide overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2-deoxynucleotides, wherein the overhang nucleotides can further comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide linkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 

20 IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 

25 comprises one or 2'-deoxy-2'-fluoro pyrimidine nucleotides {e.g., wherein all pyrimidine 
nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2 , -methoxyethyl nucleotides, 4*-thionucleotides, and T~ 

30 O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4 , -thionucleotides, and 2'-0-methyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2 , -methoxyethyl nucleotides, 4'- 
thionucleotides, and 2 J -0 -methyl nucleotides) and wherein the antisense region comprises 
one or more 2'-deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 

5 nucleotides are 2'-deoxy-2-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 f -fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 

10 consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2 , -methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides). Inverted deoxy abasic modifications are 

15 optionally present at the 3 f -end, the 5 f -end, or both of the 3 1 and 5'-ends of the sense 
region. The sense region optionally further comprises a 3'-terminal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2'-deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3-end, the 5'-end, or both of the 3 1 and 5'-ends of the antisense 

20 sequence. The antisense region optionally further comprises a 3-terminal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2 ! -deoxynucleotides, wherein 
the overhang nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate intemucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g., Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure, Springer-Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0,4'-C-methylene-(D-ribofuranosyl) nucleotides); 2'- 
5 methoxyethoxy (MOE) nucleotides; 2 , -methyl-thio-ethyl, 2 , -deoxy-2 , -fluoro nucleotides, 
2'-deoxy-2'-chloro nucleotides, 2'-azido nucleotides, and 2'-0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 

10 covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3- 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 

15 the 5'-end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3 f -end and 5'-end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 

20 facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 

25 chemically-modified siNA molecules are described in Vargeese et al, U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the ability of the siNA to mediate RNAi activity. As such, one 

30 skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 
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maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 

5 nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 

10 molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Alternately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. The target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 

15 a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. This is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example, Gold et aL, 1995, Annu. Rev. Biochem., 64, 763; 
Brody and Gold, 2000, J. BiotechnoL, 74, 5; Sun, 2000, Curr. Opin. Mol. Ther., 2, 100; 

20 Kusser, 2000, J. Biotechnol, 74, 27; Hermann and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistry, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic Acids Res. 
1987, 75:3113; Cload and Schepartz, J. Am. Chem. Soc. 1991, 773:6324; Richardson and 
Schepartz, J. Am. Chem. Soc. 1991, 773:5109; Ma et aL, Nucleic Acids Res. 1993, 
27:2585 and Biochemistry 1993, 32:1751; Durand et aL, Nucleic Acids Res. 1990, 

30 75:6353; McCurdy et aL, Nucleosides & Nucleotides 1991, 70:287; Jschke et aL, 
Tetrahedron Lett. 1993, 34:301; Ono et aL, Biochemistry 1991, 30:9914; Arnold et aL, 
International Publication No. WO 89/02439; Usman et aL, International Publication No. 
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WO 95/06731; Dudycz et al., International Publication No. WO 95/11910 and Ferentz 
and Verdine, */. Am. Chem. Soc. 1991, 775:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 

10 molecule capable of mediating RNA interference (RNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 

15 (e.g., nucleotides having a 2'-OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2'-OH group) present in the oligonucleotide. 

20 Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2'-hydroxyl group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, n, HI, IV, V, VI, or VH or any combination thereof 

25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a S'-terminal phosphate group. In another 
embodiment, the single stranded siNA molecule of the invention comprises a 5' -terminal 
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phosphate group and a SMerminal phosphate group (e.g., a 2', 3'-cyclic phosphate). In 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
5 nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I-VII, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 

10 molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 

15 pyrimidine nucleotides are 2 f -deoxy-2 f -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2-O-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2*-0-methyl purine nucleotides or alternately a 
plurality of purine nucleotides are 2'-0-methyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 

20 optionally present at the 3'-end, the 5'-end, or both of the 3 1 and 5'-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2-deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 

25 phosphate group, such as a S'-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
30 the siNA are 2 ! -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2 , -deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2 ! -deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2 , -deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 

5 the 3-end, the 5-end, or both of the 3' and 5'-ends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal 2- 
deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 

1 0 such as a 5'-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 

15 the siNA are 2'-deoxy-2 ! -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 

20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3-end, the 5-end, or both of the 3' and 5-ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2'-deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 

25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5' -terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2 f -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-methoxyethyl purine nucleotides or alternately 
5 a plurality of purine nucleotides are 2'-methoxyethyl purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3'-end, the 5 -end, or both of the 3' and 5 f -ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3' -end of the siNA molecule, wherein the terminal 
10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5* -terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g., Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure, Springer-Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell under conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
10 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
1 5 suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
from an organism or subject that later receives the explant, or can be derived from another 

20 organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 

25 the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting 0 , or treatment of 

30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 



38 



WO 03/074654 PCT/US03/05028_ 

coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 

15 to modulate the expression of the gene in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism under conditions 
suitable to modulate the expression of the genes in that organism. 

5 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 
10 organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
15 the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein the siNA comprises a single stranded 
20 sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
25 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
30 of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
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invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 
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In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising contacting the organism with a siNA molecule of the 
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invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the siNA molecules of the invention are used to target various RNAs corresponding to a 

10 target gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s), post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 

15 specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 

20 form of the protein. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 

25 using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, mRNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vitro systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constructs having a predetermined complexity, such as of 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4 19 ); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein. In another embodiment, the assay can comprise a cell culture system in which 

5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 

10 systems, and by cellular expression in in vivo systems, 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

15 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 (eg., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
5 molecule of the invention, which can be chemically-modified, in a pharmaceutically 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 

10 preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention under conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 

15 subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) determining the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By biological system" is meant, material, in a purified or unpurified form, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for RNAi 
acitivity. The term biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitro setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 proliferation, motility, protein expression or RNA expression or other physical or 
° chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system, hi another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

In one embodiment, the invention features a cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell. In yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oligonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first oligonucleotide sequence strand of the siNA 

10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 

15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example under hydrolysis conditions 

20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
linker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 

25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 

30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

In another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 

10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 

15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oligonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex. 
In one embodiment, cleavage of the linker molecule in (c) above takes place during 

20 deprotection of the oligonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a solid support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 

25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the solid support derivatized linker, such that cleavage of the solid support derivatized 
linker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 

30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oligonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5 ! -protecting group, 
for example, a 5'-0-dimethoxytrityl group (5'-ODMT) remains on the oligonucleotide 
5 having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oligonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

1 0 In another embodiment, the method of synthesis of siNA molecules of the invention 

comprises the teachings of Scaringe et al, US Patent Nos. 5,889,136; 6,008,400; and 
6,1 1 1,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
15 modifications, for example, one or more chemical modifications having any of Formulae 
I- VII or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
20 having any of Formula I-VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
25 modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-VII or 
30 any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 
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step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
10 strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 In one embodiment, the invention features siNA constructs that mediate RNAi in a 

cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA construct. 
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In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constructs. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 

30 a gene, chromosome, or portion thereof. 
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In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
10 against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non-limiting examples of 
15 such conjugates are described in Vargeese et al, U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the structure of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived from 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
5 isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
10 one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using lipids and other methods of transfection 
known in the art, see for example Beigelman et al, US 6,395,713). The kit can be used 
15 for target validation, such as in determining gene function and/or activity, or in drug 
optimization, and in drug discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instructions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 

20 molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, International 

25 PCT Publication No. WO 00/44895; Zemicka-Goetz et al, International PCT Publication 
No. WO 01/36646; Fire, International PCT Publication No. WO 99/32619; Plaetinck et 
al, International PCT Publication No. WO 00/01846; Mello and Fire, International PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, International PCT Publication 
No. WO 99/07409; and Li et al, International PCT Publication No. WO 00/44914; 

30 Allshirq, 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237; 
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Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et al, 2002, RNA 9 8, 
842-850; Reinhart et al, 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables II, m, and IV herein. For example the siNA can be a 
5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portion 
thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof. The siNA can be assembled from two separate 

10 oligonucleotides, where one strand is the sense strand and the other is the antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the other 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 

15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 

20 means of a nucleic acid based or non-nucleic acid-based linker(s). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 

25 target nucleic acid sequence or a portion thereof. The siNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 

30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi. The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a 5 '-phosphate (see for example Martinez et al, 2002, Cell, 110, 563-574 and 
Schwarz et aL 9 2002, Molecular Cell, 10, 537-568), or 5 ',3 '-diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently linked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15 manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleotides. Li certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2- 
hydroxy (2-OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a 2- 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g., nucleotides having a 
2-OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with 2'-OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 

5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre-transcriptional level. In a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result from siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; Jenuwein, 

10 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or "reduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed in the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not limited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof. The cell containing the target gene can be 
10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterium, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gymnosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non-limiting examples of fungi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a plasmid, viral vector or other vectors or from virus, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA, 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g., Turner 
et al, 1987, CSHSymp. Quant. Biol. LII pp,123-133; Frier et al, 1986, Proc. Nat Acad. 

25 ScL USA 83:9373-9377; Turner et al, 1987, /. Am. Chem. Soc. 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 



58 



WO 03/074654 PCT/US03/05028 

residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
5 infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 In one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about 18, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs {e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 {e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
{e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 {e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table n. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a fully differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infusion pump or stent, with or 
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without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-II and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defined in 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the 2 1 position of a (3-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
v isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinantly produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
15 nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or mammalian cells. In another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an internucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate internucleotide 
linkages. 



60 



WO 03/074654 



The term "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyrrole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 2001, Nucleic Acids Research, 29, 2437-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

1 0 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et al, 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et al, 2002, Nature 
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Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, advance online 
publication doi:10.1038/nm725. 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invention. 

5 In yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a RNA molecule referred to 
by a Genbank Accession number in Table III. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule, having complementarity to a RNA molecule referred to by 
10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 

15 RNA molecules referred to by Genbank Accession number in Table HI) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 

20 described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via RNA interference (RNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 
10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 
15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3'-TT termini. T J4 values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2'-0-methyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2'-0-methyl and 2'- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3'-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 

15 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table L 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 

25 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
5 concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table L In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. . 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3' -terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
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number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table L 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

5 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3'-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

10 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table! 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA construct 
15 consisting of all ribonucleotides except for two terminal thymidine residues using a 
luciferase reporter system. 

Figure 17 shows a non-limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (MRP) from foreign single-stranded RNA, for 

20 example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additional RNA by RNA-dependent RNA 

25 polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
30 substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5'- and 3'-terminal internucleotide linkages, wherein the two terminal 3- 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2 ! -0-methyl or 2 , -deoxy-2 , -fluoro modified nucleotides except for (N N) 
5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3-terminal glyceryl moiety and wherein the two terminal 
3 '-nucleotides are optionally complementary to the target RNA sequence, and having one 
3'-terminal phosphorothioate internucleotide linkage and four 5 ! ~terminal 
10 phosphorothioate internucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2'-deoxy-2 f -fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3 -nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2'-0-methyl or 2 , -deoxy-2 f -fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3-tenninal glyceryl moiety and wherein.the two terminal 
20 3 ! -nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2 r -deoxy-2-fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
25 cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2-O-methyl or 2-deoxy-2 f - 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3 1 - 
30 terminal glyceryl moiety and wherein the two terminal 3-nucleotides are optionally 
complementary to the target RNA sequence, and having one 3 -terminal phosphorothioate 
internucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2 f - 
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deoxy-2'-fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5 - and 3'- terminal 
5 cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2 l -fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2'-deoxy nucleotides. The 

10 antisense strand comprises 21 nucleotides, optionally having a 3 ! -terminal glyceryl moiety 
and wherein the two terminal 3-nucleotides are optionally complementary to the target 
RNA sequence, and having one 3'-terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2 ! -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2 , -0-methyl modified 

15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
cap moieties wherein the two terminal 3 f -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2 t -fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3-terminal glyceryl moiety 
and wherein the two terminal 3-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2-deoxy- 

25 2-fluoro modified nucleotides and all purine nucleotides that may be present are 2-0- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5 - and 3 - terminal 
30 cap moieties wherein the two terminal 3-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
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nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxymicleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3 -terminal glyceryl moiety 
and wherein the two terminal 3 ! -nucleotides are optionally complementary to the target 
5 RNA sequence, and having one 3 '-terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 , -deoxy-2 t -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2 f -deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxymicleotides, universal bases, or other chemical modifications described herein. The 
10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18 A-F to a representative siNA sequence targeting the EGFR (HER1). 

15 Figure 20 shows non-limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biodegradable linker that results in the formation of construct 
1 in vivo and/or in vitro. In another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constructs can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 
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messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
5 into cells, (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
10 that can be used, for example, to stabilize the 3'-end of siNA sequences of the invention, 
including (1) [3-3']-inverted deoxyribose; (2) deoxyribonucleotide; (3) [5'-31-3'- 
deoxyribonucleotide; (4) [5'-3']Hribonucleotide; (5) [S'O'J-S'-O-methyl ribonucleotide; (6) 
3'-glyceryl; (7) P'-S^'-deoxyribonucleotide; (8) [3'-3']-deoxyribonucleotide; (9) [5'-2']- 
deoxyribonucleotide; and (10) [5-3*]-dideoxyribonucleotide. In addition to modified and 
15 unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula L In addition, the 2 f -deoxy nucleotide shown 5' 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I- VII 
20 or any combination thereof. 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFR1 RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
25 concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the ability to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2 , -mofications, 
30 base modifications, backbone modifications, terminal cap modifications etc). The 
modified construct in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 

10 nM unmodified siNA with a 3 '-terminal dithymidine cap (RPI#28266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. In addition, A549 
cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPI#30444/30445) for site 

15 2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

25 Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 

293T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 

30 and cells transfected with lipid alone (transfection control). As shown in the figure, three 

71 



WO 03/074654 PCT/US03/05028 

of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 



Figure 28 shows a non-limiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mRNA. A549 cells were 
5 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPK30998/31074) was 
tested along with a chemically modified siNA construct comprising 2 , -deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 

10 strand comprises a 3'-terminal phosphorothioate internucleotide linkage 
(RPI#3 1368/3 1369), which was also compared to a matched chemistry inverted control 
(RPK31370/31371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 

15 antisense strand comprises a 3'-terminal phosphorothioate internucleotide linkage 
(RPK31372/31373) which was also compared to a matched chemistry inverted control 
(RPI#3 1374/3 1375). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 

20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non-limiting example of reduction of CHK-1 mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-1 mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 

25 construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#31003/31079) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 

30 (RPI#3 1302/3 1303), were compared to a matched chemistry inverted control 
(RPI#31314/31325). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
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and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mRNA in A549 
5 cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scram 1 and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
1 0 significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 

15 (RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#31304/31305), which was also compared to a matched chemistry inverted control 

20 (RPI#31316/31317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non-limiting example of reduction of PTP-1B mRNA in A549 
25 cells mediated by chemically-modified siNAs that target PTP-1B mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPK31018/31307) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
30 strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
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(RPI#3 1306/3 1307), which was also compared to a matched chemistry inverted control 
(RPI#31318/31319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
5 siNA constructs show significant reduction of PTP-1B RNA expression. 

Figure 33 shows a non-limiting example of reduction of ERG2 mRNA in DLD1 
cells mediated by siNAs that target ERG2 mRNA. DLD1 cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3'-terminal dithymidine caps was compared to untreated 
10 cells, scrambled siNA control constructs (Scraml and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 

15 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and S'-terminal dithymidine caps (RPI#31035/31111) was 
compared to a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense 

20 strand comprises a S'-terminal phosphorothioate internucleotide linkage 
(RPI#3 131 0/313 11), which was also compared to a matched chemistry inverted control 
(RPI#3 1322/3 1323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 

25 siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
30 and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo; therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi" or "improved 
5 RNAi activity" is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention. In this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides. In some cases, the activity or stability of the 
10 siNA molecule can be decreased (i.e., less than ten-fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo. 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
15 transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
20 in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
25 from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2', 5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease EI 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
30 pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translational 
control (Hutvagner et al, 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siKNA, commonly referred to as an RNA-induced 

5 silencing complex (RISC), which mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA. Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et al, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 

10 mechanisms that regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 
2002, Science, 297, 1833-1837; Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 

15 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 

20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 

25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3- 
terminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2-deoxy or 2 ! -0-methyl nucleotides abolishes RNAi activity, whereas substitution of 
3 ! -terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 

30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5 f -end of the siRNA guide sequence rather than the 3-end 
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(Elbashir et al, 2001, EMBO 1, 20, 6877). Other studies have indicated that a 5- 
phosphate on the target-complementary strand of a siRNA duplex is required for siRNA 
activity and that ATP is utilized to maintain the 5-phosphate moiety on the siRNA 
(Nykanen et al, 2001, Cell, 107, 309); however, siRNA molecules lacking a 5'-phosphate 
5 are active when introduced exogenously, suggesting that S'-phosphorylation of siRNA 
constructs may occur in vivo. 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g., individual siNA oligonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to invade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides {e.g., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et al., 1992, Methods in Enzymology 211, 3-19, 

20 Thompson et al, International PCT Publication No. WO 99/54459, Wincott et al., 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et al, 1997, Methods Mol Bio., 74, 59, 
Brennan et al., 1998, Biotechnol Bioeng., 61, 33-45, and Brennan, U.S. Pat. No. 
6,001,31 1 . All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5 -end, and phosphoramidites at the 3'-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 nmol scale protocol with a 2.5 min coupling step for 2-0- 
methylated nucleotides and a 45 sec coupling step for 2*-deoxy nucleotides or 2 , -deoxy-2 ! - 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 nmol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 |iL of 0. 1 1 
M = 6.6 pnol) of 2-O-methyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 nL of 0.25 M = 15 nmol) can be vised in each coupling cycle of 2 ? -0-methyl residues 
relative to polymer-bound 5-hydroxyl. A 22-fold excess (40 nL of 0.11 M = 4.4 ^mol) 
5 of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 [iL of 0.25 M = 
10 nmol) can be used in each coupling cycle of deoxy residues relative to polymer-bound 
5'-hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 

10 include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); and.oxidation solution is 16.9 mM fc, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 

15 acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent, 
(3H-l,2-Benzodithiol-3-one 1,1 -dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
20 and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After 
cooling to -20 °C, the supernatant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant 
is then added to the first supernatant The combined supernatants, containing the 
oligoribonucleotide, are dried to a white powder. 

25 The method of synthesis used for RNA including certain siNA molecules of the 

invention follows the procedure as described in Usman et al, 1987, 1 Am. Chem. Soc, 
109, 7845; Scaringe et al, 1990, Nucleic Acids Res., 18, 5433; and Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et al, 1997, Methods Mol Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 

30 dimethoxytrityl at the 5-end, and phosphoramidites at the 3 f -end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 [imol scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 min coupling step for 2 -O-methylated nucleotides. Table 
II outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 jxmol scale can be done on a 96-well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 \iL of 0.11 M = 6.6 jimol) of 2'-0-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 jxL of 0.25 M = 15 junol) 
can be used in each coupling cycle of 2-O-methyl residues relative to polymer-bound 5- 
hydroxyl. A 66-fold excess (120 ^iL of 0.1 1 M = 13.2 ^mol) of alkylsilyl (ribo) protected 
phosphoramidite and a 150-fold excess of S-ethyl tetrazole (120 fiL of 0.25 M = 30 nmol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5- 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with .16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM I2, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 

20 Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C, the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to the first 
supernatant. The combined supernatants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 of a solution of 1.5 mL N-methylpyrrolidinone, 750 \xL 
TEA and 1 mL TEA*3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1.5 h, the oligomer is quenched with 1 .5 M NH4HCO3. 
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Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The 
vial is brought to rt TEA-3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
5 min. The sample is cooled at -20 °C and then quenched with 1 .5 M NH4HCO3. 

For purification of the trityl-on oligomers, the quenched NH4HCO3 solution is 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
10 salt exchanged with 1 M NaCl and washed with water again. The oligonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et al, 1995 
Nucleic Acids Res. 23,2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
1 5 above including but not limited to 96-well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et al, 1992, Science 256, 9923; Draper et al, International PCT publication No. 
WO 93/23569; Shabarova et al, 1991, Nucleic Acids Research 19, 4247; Bellon et al, 
20 1997, Nucleosides & Nucleotides, 16, 951; Bellon et al, 1997, Bioconjugate Chem. 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
25 cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
5 includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2'-amino, 
2'-C-allyl, 2'-fluoro, 2 , -0-methyl, 2'-H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163). siNA constructs can 
10 be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et al, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
1 5 be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

20 Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et al, International Publication No. WO 
92/07065; Perrault et al, 1990 Nature 344, 565; Pieken et al, 1991, Science 253, 314; 

25 Usman and Cedergren, 1992, Trends in Biochem. Sci. 17, 334; Usman et al, International 
Publication No. WO 93/15187; and Rossi et al, International Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et al, U.S. Pat. No. 6,300,074; and 
Burgin et al, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 

30 phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 
5 modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2'-amino, 2 ? -C-allyl, 2-fluoro, 2-O-methyl, 2'-0- 
allyl, 2 ? -H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 

10 TIBS. 17, 34; Usman et aL, 1994, Nucleic Acids Symp. Ser. 31, 163; Burgin et aL, 1996, 
Biochemistry, 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et aL, International Publication PCT No. 
WO 92/07065; Perrault et aL Nature, 1990, 344, 565-568; Pieken et al Science, 1991, 
253, 314-317; Usman and Cedergren, Trends in Biochem. Sci. , 1992, 17, 334-339; 

15 Usman et aL International Publication PCT No. WO 93/15187; Sproat, U.S. Pat. No. 
5,334,711 and Beigelman et aL, 1995, J. BioL Chem., 270, 25702; Beigelman et aL, 
International PCT publication No. WO 97/26270; Beigelman et aL, U.S. Pat No. 
5,716,824; Usman et aL, U.S. Pat. No. 5,627,053; Woolf et aL, International PCT 
Publication No. WO 98/13526; Thompson et aL, USSN 60/082,404 which was filed on 

20 April 20, 1998; Karpeisky et aL, 1998, Tetrahedron Lett, 39, 1131; Eamshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 1998, Annu. 
Rev. Biochem., 67, 99-134; and Burlina et aL, 1997, Bioorg. Med. Chem., 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 

25 incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used as described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of siNA to 
promote RNAi is cells is not significantly inhibited. 

30 While chemical modification of oligonucleotide interaucleotide linkages with 

phosphorothioate, phosphorodithioate, and/or 5-methylphosphonate linkages improves 
stability, excessive modifications can cause some toxicity or decreased activity. 
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Therefore, when designing nucleic acid molecules, the amount of these internucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

Short interfering nucleic acid (siNA) molecules having chemical modifications that 
maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid. Accordingly, the in vitro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 
within cells until translation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et aL, 1995, Nucleic Acids Res. 23, 2677; Caruthers et aL, 1992, Methods 
in Enzymology 21 1,3-19 (incorporated by reference herein)) have expanded the ability to 
modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 
hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Chem. Soc, 120, 8531- 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 
nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more (e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2', 4'-C 
methylene bicyclo nucleotide (see for example Wengel et aL, International PCT 
Publication No. WO 00/66604 and WO 99/14226). 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
5 activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 

10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 

15 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sulleriger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

20 The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 

nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 

25 for a particular purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2 , -0-methyl, 2'-fluoro, 2 , -amino, 2 , -0-amino, 
2'-C-allyl, 2'-0-allyl, and other 2'-modified or base modified nucleotides. The 

30 biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The term "biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The term "biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming oligonucleotides, 2,5 -A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or pharmacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphorus-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules (e.g., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vitro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
(e.g., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 

10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5' and/or 
a 3 - cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
1 5 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotide (see, for example, Adamic et al, U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the S'-terminus (5 -cap) or at the 3- 
terminal (3 -cap) or may be present on both termini. In non-limiting examples, the 5-cap 
is selected from the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
^'-methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4'-thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; f/ireopentofuranosyl nucleotide; 
acyclic S'^'-seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, S^Mnverted nucleotide moiety; 3 f -3 ! -inverted abasic 
moiety; 3 , -2 t -inverted nucleotide moiety; 3'-2'-inverted abasic moiety; 1,4-butanediol 
phosphate; 3-phosphoramidate; hexylphosphate; aminohexyl phosphate; 3'-phosphate; 3- 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 
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In non-limiting examples, the 3'-cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4 f ,5 ! -methylene nucleotide; l-(beta-D- 
erythrofuranosyl) nucleotide; 4-thio nucleotide, carbocyclic nucleotide; 5-amino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 
5 phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
tfireo-pentofuranosyl nucleotide; acyclic S'^'-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5'-5'-inverted nucleotide moiety; 5'-5 f - 
inverted abasic moiety; 5'-phosphoramidate; 5-phosphorothioate; 1,4-butanediol 
10 phosphate; 5 f -amino; bridging and/or non-bridging 5-phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and 5-mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks a base at the 1-position. 

20 An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight- 

chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, N02 or N(CH3)2, 

25 amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 

30 substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2, halogen, 
N(CH3)2, amino, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
5 When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
N02 or N(CH3)2, amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 

10 heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocyclic aryl groups are groups wherein the ring atoms on the aromatic ring 

15 are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include furanyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 

20 refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR', where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the T position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 

25 and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, supra; Eckstein et al, International PCT 
Publication No. WO 92/07065; Usman et al, International PCT Publication No. WO 

30 93/15187; Uhlman & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et al., 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
88 



WO 03/074654 



PCT7US03/05028 



limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5 5-halouridine (e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et al, 1996, Biochemistry, 35, 14090; 
Uhlman & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at 1' position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
10 phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
15 Analogues: Synthesis and Properties, in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et al. t 199 4, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the 1' position, see for example Adamic et al, U.S. Pat. No. 
20 5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the 1' carbon of P-D-ribo-furanose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Formulae I- VII 
and/or other modifications described herein. 

In connection with 2'-modified nucleotides as described for the present invention, 
by "amino" is meant 2'-NH2 or 2'-0- NH2, which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et al, U.S. Pat. No. 5,672,695 
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and Matulic-Adamic et al, U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utility of these molecules. Such modifications will enhance shelf-life, half-life in vitro, 
5 stability, and ease of introduction of such oligonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the ability to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 

10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutical^ acceptable formulations. Methods for the delivery of 

15 nucleic acid molecules are described in Akhtar et al, 1992, Trends Cell Bio., 2, 139; 
Delivery Strategies for Antisense Oligonucleotide Therapeutics, ed. Akhtar, 1995, Maurer 
et al., 1999, Mol Membr. Biol, 16, 129-140; Hofland and Huang, 1999, Handb. Exp. 
Pharmacol, 137, 165-192; and Lee et al, 2000, ACS Symp. Ser., 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et al, U.S. Pat. No. 6,395,713 

20 and Sullivan et al, PCT WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 

25 such as hydrogels, cyclodextrins (see for example Gonzalez et al, 1999, Bioconjugate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an infusion pump. Direct injection of the nucleic acid 

30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Conry et al, 1999, Clin. Cancer Res., 5, 2330-2337 and Bany 
et al, International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 
199%, Neuroscience Letters, 257, 135-138, D'Aldinetf al, 1998, Mol Brain Research, 55, 
5 151-164, Dryden et al, 1998, J. Endocrinol, 157, 169-175, Ghirnikar et al, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et al, 1997, Neurosurg. 
Focus, 3, article 4). Other routes of delivery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 
10 et al, supra, Draper et al, PCT W093/23569, Beigelman et al, PCT WO99/05094, and 
Klimuk et al, PCT WO99/04819 all of which have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

15 In addition, the invention features the use of methods to deliver the nucleic acid 

molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et al, 1998, 7. 
Phamacol. Exp. Ther., 285(2), 920-928; Kronenwett et al, 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys. Acta., 1329(2), 345-356; Ma and Wei, 1996, 

20 Leuk Res., 20(11/12), 925-930; and Bongartz et al, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fusogenic peptides, for the transfection of hematopoietic cells with 

25 oligonucleotides. 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered {e.g., KNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
30 buffers, and the like, to form a pharmaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 
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tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceuticaliy acceptable formulations of the 
5 compounds described. These formulations include salts of the above compounds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
benzene sulfonic acid 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 

10 or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell (i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 

15 factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without limitation: 

20 intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 

25 localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 

30 such as cells producing excess MDR. 
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By "pharmaceutical^ acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
5 the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of drugs into the CNS (Jolliet-Riant and Tillement, 1999, Fundam. Clin. 
Pharmacol., 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et al, 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 

10 nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms {Prog 
Neuropsychophannacol Biol Psychiatry, 23, 941-949, 1999). Other non-limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et al, 1998, 1 Pharm. Set, 87, 1308-1315; Tyler et 

15 al, 1999, FEES Lett., 421, 280-284; Pardridge et al, 1995, PNAS USA., 92, 5592-5596; 
Boado, 1995, Adv. Drug Delivery Rev. t 15, 73-107; Aldrian-Herrada et al, 1998, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et al, 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 

20 liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic et al Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Pharm. Bull 1995, 

25 43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al, Science 1995, 267, 1275-1276; Oku et al, 1995, Biochim. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 

30 liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol 
Chem. 1995, 42, 24864-24870; Choi et al, International PCT Publication No. WO 
96/10391; Ansell et al, International PCT Publication No. WO 96/10390; Holland et al, 
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International PCT Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

administration that include a pharmaceutically effective amount of the desired compounds 
in a pharmaceutical^ acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 

10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters ofp-hydroxybenzoic acid. In addition, antioxidants and suspending agents can 
be used. 

A pharmaceutically effective dose is that dose required to prevent, inhibit the 
15 occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The pharmaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
20 Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 

25 adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 

30 association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a form suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method 
5 known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 
10 These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, com starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 
15 techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffin or olive oil. 

Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 

25 agents, for example sodium carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 

30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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polyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffin. The oily suspensions can contain a thickening agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occurring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanediol. Among the acceptable vehicles and solvents that can be employed are water, 
5 Ringer's solution and isotonic sodium chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
10 suppositories, e.g., for rectal administration of the drug. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
15 medium. The drug, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 
20 0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
25 a variety of factors including the activity of the specific compound employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
30 animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 

10. the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, 1 Biol Chem. 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-tenninal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 

15 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, Biol. Chem., 257 \ 939-945). Lee and Lee, 1987, 
Glycoconjugate J., 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, which has higher affinity for the receptor, 

20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of maimosyl-terminating glycoproteins or glycoconjugates (Ponpipom et al, 
1981, J. Med. Chem., 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 

25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al, USSN 10/201,394, filed August 13, 

30 2001; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters (e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGarry and Lindquist, 1986, Proc. Natl. Acad. ScL, USA 83, 399; Scanlon et al, 

1991, Proc. Natl. Acad. Sci. USA, 88, 10591-5; Kashani-Sabet et al, 1992, Antisense Res. 
Dev., 2, 3-15; Dropulic et al, 1992, J. Virol, 66, 1432-41; Weerasinghe et al, 1991, J. 
Virol, 65, 5531-4; Ojwang et al, 1992, Proc. Natl. Acad. Sci. USA, 89, 10802-6; Chen 
etal, 1992, Nucleic Acids Res., 20, 4581-9; Siavetetal, 1990 Science, 247, 1222-1225; 
Thompson et al, 1995, Nucleic Acids Res., 23, 2259; Good et al, 1997, Gene Therapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release from the primary transcript by a enzymatic nucleic acid 
(Draper et al, PCT WO 93/23569, and Sullivan et al, PCT WO 94/02595; Ohkawa et al, 

1992, Nucleic Acids Symp.Ser., 27, 15-6; Taira et al, 1991, Nucleic Acids Res., 19,5125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, J. Biol. 
Chem., 269, 25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 
to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol m based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 
transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mRNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture etal, 1996, TIG., 12,510). 
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In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et al, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et al, 2002, Nature Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region (e.g., eukaryotic pol I, II or IH initiation region); b) a 
transcription termination region (e.g., eukaryotic pol I, II or HI termination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5' side or the 3'-side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol II), or RNA polymerase HI 
(pol HI). Transcripts from pol II or pol IE promoters are expressed at high levels in all 
cells; the levels of a given pol II promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc. Natl. Acad. Sci. USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber et al., 1993, Methods Enzymol, 217, 47-66; Zhou et al, 1990, Mol 
Cell. Biol, 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammalian cells (e.g. Kashani- 
30 Sabet et al, 1992, Antisense Res. Dev., 2, 3-15; Ojwang et al, 1992, Proc. Natl. Acad. 
Sci. USA, 89, 10802-6; Chen et al, 1992, Nucleic Acids Res., 20, 4581-9; Yu et al, 
1993, Proc. Natl. Acad. Sci. USA, 90, 6340-4; L'Huillier et al, 1992, EMBO 1, 11, 
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4411-8; Lisziewicz et al, 1993, Proc. Natl Acad, Set U. S. A, 90, 8000-4; Thompson et 
al t 1995, Nucleic Acids Res., 23, 2259; Sullenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived from genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
5 generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et al, supra; Couture and Stinchcomb, 1996, supra; Noonberg et al, 1994, 
Nucleic Acid Res., 22, 2830; Noonberg et al, U.S. Pat. No. 5,624,803; Good et al, 1997, 
Gene Titer., 4, 45; Beigelman et al, International PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
10 introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
15 acid sequence encoding at least one of the siNA molecules of the invention in a maimer 
that allows expression of that siNA molecule. The .expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
20 that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3 ? -end of the open reading frame and wherein the sequence is 

25 operably linked to the initiation region, the open reading frame and the termination region 
in a maimer that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription termination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 

30 the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably linked to the 3'-end of the open reading frame and 
5 wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
delivery of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
10 and activity of nucleic acids of the instant invention. 

Example 1: Tandem synthesis of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides RNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-column or multi-well 
synthesis platforms. 

After completing a tandem synthesis of a siNA oligo and its complement in which 
the S'-terminal dimethoxytrityl (5 r -0-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the 5-O-DMT group while the complementary 
strand comprises a terminal 5-hydroxyl. The newly formed duplex behaves as a single 
molecule during routine solid-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a CI 8 cartridge. 
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Standard phosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIP A) and/or DMAP in the presence of an activator reagent such 
as Bromotripyrrolidinophosphoiiiumhexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5-O-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
10 with a suitable buffer, for example with 50mM NaOAc or 1.5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters C18 SepPak lg cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 CV of 1% aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV 1M NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA construct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated from separately synthesized oligonucleotide sequence strands. 

Example 2: Serum stability of chemically modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oligonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
5 containing two thymidine nucleotide overhangs have a half-life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
10 was in duplex form). Duplexed siNA constructs were then tested for stability by 
incubating at a final concentration of 2|uM siNA (strand 2 concentration) in 90% mouse 
or human serum for time-points of 30sec, lmin, 5min, 30min, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

15 Internal labeling was performed via kinase reactions with polynucleotide kinase 

(PNK) and 32 P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in from the 3* side. Ligation of the remaining 8-mer fragments with T4 RNA 
ligase resulted in the full length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 

20 5min followed by slow cooling to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time-points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 

25 an siNA construct having all ribonucleotides except a 3'-terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3: Identification of potential siNA target sites in any RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
30 In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 

104 



WO 03/074654 



PCI7US03/05028 



the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

1 5 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, MacVector, or the GCG Wisconsin Package 
can be employed as well. 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homolog. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the normal sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be further analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
1 5 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker, internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have runs of GGG or CCC in the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3 ! -end of the 
sequence, and/or AA on the 5 f -end of the sequence (to yield 3' UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen from the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
5 nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3 1 terminal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

10 The siNA molecules are screened in an in vitro, cell culture or animal model system 

to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 

15 The general strategy used in this approach is shown in Figure 21. A non-limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 

20 gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
from cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 

25 target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5: RNAi activity of chemically modified siNA constructs 

Short interfering nucleic acid (siNA) is emerging as a powerful tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utility 
30 as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2 , -0-methyl nucleotides, or 2'-fluoro (F) 
5 nucleotides in one or both siNA strands and various 3'-end stabilization chemistries, 
including 3'-glyceryl, 3'-inverted abasic, 3'-inverted Thymidine, and/or Thymidine. 
Active siNA containing stabilizing modifications such as described herein should prove 
useful for in vivo applications. 

A luciferase reporter system was utilized to test RNAi activity of chemically 
1 0 modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 raM potassium acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90°C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
1 5 were purchased from Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MEM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 

20 was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 

25 expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPW in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 

30 standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the S'-terminus 



WO 03/074654 



PCT/US03/05028 



which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA construct 
consisting of all ribonucleotides at every position except the 3' -terminus which comprises 
two thymidine nucleotide overhangs. For example, Figure 4 shows results obtained from 
5 a screen using phosphorothioate modified siNA constructs; the RPI 27654/27659 
construct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 construct contains 5 terminal 3' -phosphorothioate 
substitutions in each strand, the RPI 27649/27658 construct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 and RPI 
10 27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constructs show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA construct. 

Figure 6 shows results obtained from a screen using 2'-0-methyl modified siNA 
constructs in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2'-0-methyl substitutions, both with comparable activity to the control 
siNA construct. 

Figure 7 shows results obtained from a screen using 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified siNA constructs compared to a control construct consisting of all 
ribonucleotides at every position except the 3' -terminus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA construct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3* end 
and a single phosphorothioate is present at the 5' end of each strand. This motif shows 
very similar activity to the control siNA construct consisting of all ribonucleotides at 
30 every position except the 3Menninus which comprises two thymidine nucleotide 
overhangs. 
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Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3'-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
construct consisting of all ribonucleotides at every position except the 3 '-terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including 3'-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithyraidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the Figure, the 3'-terminal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constructs retain significant RNAi activity 
compared to the control siNA construct. It should be noted that RPI 30433/30430 is a 
siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an 
inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having S'-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table L In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 
RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 
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Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
5 lOnM concentration using an all RNA siNA control (siGL2) having having 3' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
1 0 are shown in Table L As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constructs retain significant 
RNAi activity compared to the control siNA construct. 

Figure IS shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

15 compared to a fixed antisense strand chemistry. . These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3' -terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constructs all demonstrate greater activity compared to 
the control siNA (siGL2) construct. 

25 Example 6: RNAi activity titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA construct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA construct comprising 5 phosphorothioate internucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constructs were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control 

Example 7: siNA design 

5 siNA target sites were chosen by analyzing sequences of the target RNA and 

optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 

10 each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 

15 duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 

20 delivery properties while preserving the ability to mediate RNAi activity, Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 

25 using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 

30 RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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Example 8: Chemical Synthesis and Purification of siNA 

siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 

5 described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 

10 Usman et al, US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et al, US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in their entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of 5'-0- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, 3'-0-2-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2-isobutyryl guanosine). Alternately, 2'-0-Silyl Ethers can be 
used in conjunction with acid-labile 2'-0-orthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing V chemistries can require different 
protecting groups, for example 2'-deoxy-2'-amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et al, US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
30 washed and any unreacted 5 '-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 
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then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5'-0-protecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et al., US 5,831,071, US 6,353,098, US 6,437,1 17, and Bellon et al, 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2'-deoxy-2 , -fluoro nucleotides can degrade 

15 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35°C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65°C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell free system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et al, 1999, Genes and Development, 13, 3191-3197 and Zamore et al, 2000, 
Cell 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90°C followed by 1 hour at 37°C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifuged and the supernatant isolated. The assay comprises a reaction 
5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 urn GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 
10 100 mM. The reactions are pre-assembled on ice and preincubated at 25° C for 10 
minutes before adding RNA, then incubated at 25° C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1.25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, internally-labeled target RNA for the assay is prepared by in vitro 

transcription in the presence of [alpha- 32 p] CTP, passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without further purification. Optionally, 
target RNA is 5'-3 2 P-end labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 

20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 

cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vivo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
5 transcipt. First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PCR monitoring of amplification (eg., ABI 7700 Taqman®). A 

10 comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 

1 5 addition, a cell-plating format can be used to determine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at 1x10^ cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic lipid (e.g., final concentration 2ng/ml) are complexed in 

20 EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 
indicated. For initial optimization experiments, cells are seeded, for example, at lxlO 3 in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 

25 are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Liehtcvcler quantification of mRNA 

Total RNA is prepared from cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5'-end and the quencher dye TAMRA conjugated to the 3-end. 
One-step RT-PCR amplifications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 jxl reactions consisting of 10 \il total RNA, 100 nM forward 
5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PCR reaction buffer (PE- 
Applied Biosystems), 5.5 mM MgCl 2 , 300 nM each dATP, dCTP, dGTP, and dTTP, 10U 
RNase Inhibitor (Promega), 1.25U AmpliTaq Gold (PE-Applied Biosystems) and 10U M- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at 95°C, followed by 40 cycles of 15 sec at 95°C and 1 min at 60°C. 

10 Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to 6-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PCR product can be measured in glass capillary tubes 

15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research, 19, 2499). Protein 

20 extracts from supernatants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifugation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Cellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 

25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°C. Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Exam ple 11: Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 

5 a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFR1, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 

10 study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this normally avascular tissue (Pandey et al, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 

15 delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et al, 1995 Proc. Natl 
Acad. Set USA. 92: 905-909; Shweiki etaL, 1992 J. Clin. Invest. 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
20 corneal vessel formation following corneal injury (Burger et al, 1985 Cornea 4: 35-41; 
Lepri, et al, 1994 J. Ocular Pharmacol 10: 273-280; Ormerod et al, 1990 Am. J. 
Pathol 137: 1243-1252) or intracorneal growth factor implant (Grant et al, 1993 
Diabetologia 36: 282-291; Pandey et al 1995 supra; Zieche et al, 1992 Lab. Invest. 
67: 71 1-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
IS al, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et al, 1993 Clin. Invest 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et al, 
1994 Cell 79: 315-328; Senger et al, 1993 Cancer and Metas. Rev. 12: 303-324; 
Takahasi et al, 1994 Cancer Res. 54: 4233-4237; Kim et al, 1993 supra), and transient 
30 hypoxia-induced neovascularization in the mouse retina (Pierce et al, 1995 Proc. Natl 
Acad. Set USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model This model involves an 
avascular tissue into which vessels are recruited by a stimulating agent (growth factor, 
thermal or alkalai burn, endotoxin). The corneal model would utilize the intrastromal 
5 corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself. This 
avascular cornea as well as the Matrigel model provide for low background assays. 
10 While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et al., supra) is a non-tissue model which utilizes 
Matrigel, an extract of basement membrane (Kleinman et al., 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 

15 form prior to injection. Upon subcutaneous administration at body temperature, the 
Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 
or Millipore® filter disk is used to recruit vessels within the matrix of the Matrigel or 
Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor VIE antigen) immunohistochemistry, Trichrome-Masson stain, or 

20 hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 
however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 
are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 

25 problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immunodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
30 16 melanoma models involve subcutaneous implantation of approximately 10 6 tumor 
cells from metastatically aggressive tumor cell lines (Lewis lung lines 3LL or D122, LLc- 
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LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly i.v.. In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 

5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 

10 latency as well as the number of micro- and macroscopic metastatic lung foci or number 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

In the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a 
15 wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 
20 (i e. target RNA reduction). 

In utilizing these models to assess siNA activity, VEGFR1, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFR1, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PCR. siNA molecules that block VEGFR1, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFR1, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Exam ple 12: siNA-mediated inhibition of angiogenesis in vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFR1 in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et al, supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk with 

30 \xM VEGF which is implanted within the corneal stroma. This dose yields 
reproducible neovascularization stemming from the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

1 5 production of VEGF receptors using simultaneous administration of anti-VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 ^iM in 82 mM Tris-Cl, pH 6.9 

siNA, 1.67 jiG/jiL, SITE 2340 (SEQ ID NO: 2; SEQ ID NO: 6) sense/antisense 

siNA, 1.67 nG/nL, INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 

25 siNA 1.67 \ig/\iL, Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
45 males, 5 animals per group. 
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Husbandry 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 which are in accordance with the 1996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table m. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H2O at 

1.67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 
duplexed siNA. For the 20|ig/eye treatment, 6 uLs of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared from 
0.45 nm pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 nL of 75 \iM VEGF in 82 mM Tris'HCl (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Corneal surgery 
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The rat corneal model used in this study was a modified from Koch et ah Supra 
and Pandey et al, supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
5 above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately after disk insertion, the tip of a 40-50 nm OD injector (constructed in 
our laboratory) was inserted within the conjunctival tissue 1 mm away from the edge of 

10 the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 nL/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 

15 maintained using microaneurism clips until the animal began to recover gross motor 
activity. Following treatment, animals were wanned on a heating pad at 37°C. 

Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
20 administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
25 limbus. The number of pixels corresponding to the blood-filled corneal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

30 Statistics 
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After determining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kramer (all other group mean comparisons) at 
alpha = 0.05. Statistical analyses were performed using JMP v.3.1.6 (SAS Institute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFR1 site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFR1 site 4229 active siNA comprising a sense strand having 
2 , -deoxy-2 , -fluoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2'- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal 3'-phosphorothioate 
internucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 
capable of significantly inhibiting angiogenesis in vivo. 

Example 13: RNAi mediated inhibition of EGFR (HERD RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HER1) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^1/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 \xl Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared from each well. Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 
for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target mRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 

Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and S'-terminal dithymidine caps (RPI#30988/31064) was compared to a 
5 chemically modified siNA construct comprising 2 , -deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-tenninal phosphorothioate internucleotide linkage (RPI#31300/31301), 
which was also compared to a matched chemistry inverted control (RPK313 12/3 1313). 
10 In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Example 14: RNAi mediated inhibition of PKC-alpha RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96-well plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 

20 the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 \il Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 

25 prepared from each well of treated cells. The supernatants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 

30 data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
5 generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and S'-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2 , -deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 

10 comprises a S'-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 

1 5 (transfection control). 

Example 15: RNAi mediated inhibition of Mvc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293T cells. 293T cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 

20 transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 

30 polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
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the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 

Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 16: RNAi mediated inhibition of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well and 

15 incubated for 20 min, at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supernatants with the 

20 transfection mixtures are first removed and discarded, then the cells are lysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The triplicate data is averaged and the standard deviations determined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 

25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#30998/31074) was tested along with a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
30 purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3' -terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorothioate internucleotide linkage (RPI#3 1368/3 1369), which was also 
compared to a matched chemistry inverted control (RPI#3 1 370/3 1371) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine and 2'-deoxy-2 > - 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 
5 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
terminal phosphorothioate internucleotide linkage (RPI#3 1372/3 1373) which was also 
compared to a matched chemistry inverted control (RPI#31374/31375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inhibition of CHK-1 RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 pl/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPK3 1003/3 1079) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
5 and 3'-terminal inverted deoxyabasic caps and in which the antisense strand comprises a 
3'-terminal phosphorothioate internucleotide linkage (RPI#3 1302/3 1303), were compared 
to a matched chemistry inverted control (RPI#31314/31325). In addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls, Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of BACE RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing BACE RNA expression 
15 in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
20 siNA concentration of 25 nM in a volume of 150 \il Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared from each 
well of treated cells, The supematants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared from each well. Target gene 
25 expression following treatment is evaluated by RT-PCR for the target gene and for a control 
gene (36B4, an RNA polymerase subunit) for normalization. The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

30) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3'-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2*-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 19: RNAi mediated inhibi tion of cvclin Dl RNA exp ression 

15 siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 nl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siNA construct comprising 
ribonucleotides and 3'-terminal ^thymidine caps (RPI#30988/31064) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#3 1300/3130), 
which was also compared to a matched chemistry inverted control (RPI#3 1 3 12/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: RNAi mediated inhihiri nn of PTP-1B RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PTP-1B RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RP1#31018/31094) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#31306/31307), 
which was also compared to a matched chemistry inverted control (RPI#3 13 18/31319). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-1B RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 2 1 : RNAi mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
in, for example in DLD1 cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 

In a non-limiting example, siNA constructs were screened for activity (see Figure 
33) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3' -terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2 , -deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3Merminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

15 Example 22: RNAi mediated inhibition of PCNA RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 [il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 

20 with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 

25 24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 

30 standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of tbis study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and S'-terminal dithymidine caps (RPI#3 1 03 5/3 1111) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 

5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31310/31311), 
which was also compared to a matched chemistry inverted control (RPI#31322/31323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 

10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
15 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fungal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D50483.1, L38318 and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AF100308.1), Human Immunodeficiency Virus type 1 
(HIV-1, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Virus (WNV 
for example GenBank accession No. NC_001563), cytomegalovirus (CMV for example 
GenBank Accession No. NC_001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NQ001781), influenza virus (for example example GenBank 
Accession No. AF037412, rhinovirus (for example, GenBank accession numbers: 
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D00239, X02316, X01087, L24917, M16248, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC_001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 

5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not limited to 5'-Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 

10 will enable efficient inhibition of viral replication in diverse patient populations and may 
ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 
due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 

15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 

20 No. XM 067723, VEGFr-2 for example GenBank Accession No. AF063658), HER1, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NMJ)05228, 
NMJ)04448, NM_001982, and NM_005235 respectively), telomerase (TERT, for 
example GenBank Accession No. NM_003219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 

25 NM_005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM_015620), RAS (for example GenBank Accession 
No. NM 004283), RAF (for example GenBank Accession No. XM_033884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NMJ)03219), CLCA1 (for example GenBank Accession No. NM_001285) , 

30 phospholamban (for example GenBank Accession No. NM 002667), PTP1B (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table HI. 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vitro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules (i.e., those that cleave 
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only wild-type forms of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules (i.e. 9 those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 

5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 

10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylamide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
of mRNA whose protein product is implicated in the development of the phenotype (i.e., 

15 disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
30 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 
5 skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
10 and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 

15 disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of, and "consisting of f may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of description and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 

20 or portions thereof, but it is recognized that various modifications are possible within the 
scope of the invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 

25 the scope of this invention as defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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Table H 



Reagent 


Equivalents 


Amount 


Wait Time* DNA 


Wait Time* 2 , -0-methyl 


WaitTime*RNA 


Phosphoramidites 


6.5 


163 pL 


45 sec 


2.5 mln 


7.5 mln 


S-Ethyl Tetrazole 


23.8 


238 pL 


45 sec 


2.5 min 


7.5 min 


Acetic Anhydride 


100 
_ 


233 pL 


5 sec 


5 sec 


5 sec 


/V-Methyi 
Imidazole 




233 pL 


5 sec 


5 sec 


5 sec 


TCA 


176 


2.3 mL 


21 sec 


21 sec 


21 sec 


Iodine 


11.2 


1.7 mL 


.45 sec 


45 sec 


45 sec 


Beaucage 


12.9 


645 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


6.67 mL 


NA 


NA 


NA 



B. 0.2 umol Synthesis Cycle ABI 394 Instrument 



Reagent 


Equivalents 


Amount 


Wait Time* DNA 


Wait Time* 2'-0-methyl 


Wait Time*RNA 


Phosphoramidites 


15 


31 pL 


45 sec 


233 sec 


465 sec 


S-Ethyl Tetrazoie 


38.7 


31 pL 


45 sec 


233 min 


465 sec 


Acetic Anhydride 


655 


124 uL 


5 sec 


5 sec 


5 sec 


A/-Methyl 
Imidazole 


1245 


124 pL 


5 sec 


5 sec 


5 sec 


TCA 


700 


732 uL 


10 sec 


10 sec 


10 sec 


Iodine 


20.6 


244 pL 


15 sec 


15 sec 


15 sec 


Beaucage 


7.7 


232 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


2.64 mL 


NA 


NA 


NA 




C. 0.2 umol Synthesis Cycle 96 well Instrument 




Reagent 


Equivalents:DNA/ 
r-O-methyl/RIbo 


Amount: DNA/2'-0- 
methyl/Ribo 


Wait Time* DNA 


Wait Time* 2'-0- 
methyl 


Wait Time* Ribo 


Phosphoramidites 


22/33/66 


40/60/120 pL 


60 sec 


180 sec 


360sec 


S-Ethyl Tetrazole 


70/105/210 


40/60/120 pL 


60 sec 


180 min 


360 sec 


Acetic Anhydride 


265/265/265 


50/50/50 pL 


10 sec 


10 sec 


10 sec 


A/-Methyl 
Imidazole 


502/502/502 


50/50/50 pL • 


10 sec 


10 sec 


10 sec 


TCA 


238/475/475 


250/500/500 pL 


15 sec 


15 sec 


15 sec 


iodine 


6.8/6.8/6.8 


80/80/80 pL 


30 sec 


30 sec 


30 sec 


Beaucage 


34/51/51 


80/120/120 


100 sec 


200 sec 


200 sec 


Acetonitrile 


NA 


1150/1150/1150 pL 


NA 


NA 


NA 



• Wait time does not include contact time during delivery. 

• Tandem synthesis utilizes double coupling of linker molecule 
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Table m 



Group' 


Solution on 
, Fitter (1.0 

i*' uL) v; 


Stock VEGF 
concentration - 

.jii'i'.'iv' . '■ •«*'**" ">*- ; 


"Number 

v Of* . ' 

Animals 


•Injectate,, 

• ". 


•'Dose. 


, Cone. 
' injectate 


1 


Tris-ClpH 
6.9 


NA 


5 


water 


NA 


NA 


2 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 ug/uL 


5 


water 


NA 


NA 


3 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 ug/uL 


5 


Site 2340 
Stabl 
siRNA 


10 
fig/ eye 


1.67 
ug/uL 


4 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 ug/uL 


5 


Site 2340 
Stabl 
siRNA 


3 

ug/eye 


0.5 
Ug/uL 


5 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53ug/uL 


5 


Site 2340 
Stabl 
siRNA 


1 

ug/eye 


0.167 ! 
. Ug/uL 


6 


R&D Systems 
VEGF-carrier 
free 
75 \xM 


3.53 ug/uL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


10 
ug/eye 


1.67 
ug/uL 


7 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 ug/uL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


3 

Ug/eye 


0.5 
ug/uL 


8 


R&D Systems 
VEGF-carrier 
free 
75 \xM 


3.53 ug/uL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


1 

ug/eye 


0.167 
ug/uL 
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Table IV 



Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



Chemistry 


pyrimidine 


Purine 


cap 


p=S 


Strand 


"Stab 1" 


Ribo 


Ribo 


- 


5at5'-end 
1 at 3 '-end 


S/AS 


"Stab 2» 


Ribo 


Ribo 


- 


All 
linkages 


Usually AS 




l -iiuoro 


Ribo 




4 at 5 '-end 
4at3'-end 


Usually S 


"Stab 4" 


2 , -fluoro 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 5" 


2'-fluoro 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 6" 


2'-0-Methyl 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 7" 


2'-fiuoro 


2'-deoxy 


5' and 3'- 
ends 




Usually S 


"Stab 8" 


2'-fluoro 


2'-0- 
Methyl 




1 at 3 '-end 


Usually AS 


"Stab 9" 


Ribo 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 10" 


Ribo J 


Ribo 




1 at3'-end 


Usually AS 


"Stab 11" 

PAD = 


2'-fluoro 


2'-deoxy 




1 at 3 '-end 


Usually AS 



CAP = any terminal cap, see for example Figure 10. 



All Stab 1-11 chemistries can comprise 3'-terminal thymidine (TT) residues 

All Stab 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 
herein. 

S = sense strand 

AS = antisense strand 
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Table V 



Acc# 


Description 


NM_002825 


Homo sapiens pleiotrophin (heparin binding growth factor 8, neurite growth- 
promoting factor 1) (PTN), mRNA 


NM 033418 


Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA 


NM 033111 


Homo sapiens LOC88523 (LOC88523), mRNA 


NM.032564 


Homo sapiens diacylglycerol O-acyltransferase homolog 2 (mouse) (DGAT2), 
mRNA 


NM 032311 


Homo sapiens KIAA1649 protein (KIAA1649), mRNA 


NM 022130 


Homo sapiens golgi phosphoprotein 3 (coat-protein) (GOLPH3), mRNA 


NM 021980 


Homo sapiens optineurin (OPTN), mRNA 


NM_000660 


Homo sapiens transforming growth factor, beta 1 (Camurati-Engelmann disease) 
(TGFBl),mRNA 


NMJ)20423 


Homo sapiens hypothetical protein LOC57147 (LOC57147), mRNA 


NM_020351 


Homo sapiens smooth muscle cell-expressed and macrophage conditioned 
medium-induced protein smag-64 (LOC57086), mRNA 


NM 019556 


Homo sapiens hypothetical protein dJ473B4 (DJ473B4), mRNA 


NM_018676 


Homo sapiens TMTSP for transmembrane molecule with thrombospondin 
module (LOC55901), mRNA 


NMJH6265 


Homo sapiens GIOT-3 for gonadotropin inducible transcription repressor-3 
(GIOT-3),mRNA 


NM 016531 


Homo sapiens Kruppel-like factor 3 (basic) (KLF3), mRNA 


NM 016372 


Homo sapiens seven transmembrane domain orphan receptor (TPRA40) mRNA 


NM_016211 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


NM 014933 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


NM_014706 


Homo sapiens squamous cell carcinoma antigen recognised by T cells 3 
(SART3), mRNA 


NM 014463 


Homo sapiens Lsm3 protein (LSM3), mRNA 


NM_014288 


Homo sapiens mtegrin beta 3 binding protein (beta3-endonexin) (TTGB3BP), 
mRNA 


NMJU3443 


Homo sapiens CMP-NeuAC:(beta)-N-acetylgalactosaminide (alpha)2,6- 
sialyltransferase member VI (VI), mRNA 


NM 012404 


Homo sapiens pp32 related 2 (PP32R2), mRNA 


NM 012403 


Homo sapiens pp32 related 1 (PP32R1), mRNA 


NMJ)06710 | 


Homo sapiens COP9 homolog (COP9), mRNA 


NM 006117 


Homo sapiens peroxisomal D3,D2-enoyl-CoA isomerase (PECI), mRNA 


NM 005839 


Homo sapiens serine/arginine repetitive matrix 1 (SRRM1), mRNA 


NMJ)04264 


Homo sapiens SRB7 suppressor of RNA polymerase B homolog (yeast) 
(SURB7), mRNA 


NM 003714 


Homo sapiens stanmocalcin 2 (STC2), mRNA 


NMJ)03122 


Homo sapiens serine protease inhibitor, Kazal type 1 (SPINK1), mRNA 


NM_003690 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent activator (PRKRA), mRNA 


NM_0 15526 


Homo sapiens CLIP-170-related protein (CLIPR-59), mRNA 


NM 033401 


Homo sapiens cell recognition protein CASPR4 (CASPR4), mRNA 


NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


NMJ)21817 


Homo sapiens brain linkprotein-1 (BRAL1), mRNA 


NM 016222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 


NM 032682 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NMJ)03681 


Homo sapiens pyridoxal (pyridoxine, vitamin B6) kinase (PDXK), mRNA 
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XTTVvT An 1 /Of 

NM_001685 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit F6 (ATP5J), mRNA 


NM 017954 


Homo sapiens hypothetical protein FU20761 (FLJ20761), mRNA 


NM 015626 


Homo sapiens SOCS box-containing WD protein SWiP-1 fWSBl) mRNA 1 


JNM 130795 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 030877 


Homo sapiens chromosome 20 open reading frame 33 (C20orf33) mRNA 


NM 080830 


Homo sapiens cystatin 1 1 (CST1 1), mRNA 


NM 032329 


Homo sapiens p28 ING5 (ING5), mRNA 


NM 022917 


Homo sapiens nucleolar RNA-associated protein (Nrap), mRNA 


NMJ30787 


Homo sapiens adantor-related nrntein rnrrmlpv 9 alalia i c.nkim;+ ( k too a i\ 
mRNA " 


XTX K t\*\ A*^ A A 

NM 024744 


Homo sapiens (ALS2CR8), mRNA 


NM 018984 


Homo sapiens slmgshot 1 (hSSH-1), mRNA 


NM_106552 


Homo sapiens hypothetical protein FU14249 similar to HS1 binding protein 3 
(FLJ14249), transcript variant 2, mRNA 


NMJ)22460 

J.VX 1 J v/*t*tO 


Homo sapiens hypothetical protem FLJ14249 similar to HS1 binding protein 3 
(FU14249), transcript variant 1 , mRNA 


NM 020314 


Homo sapiens kelch-like protein KLHL6 (KLHL6), mRNA 

Homo sapiens esophageal cancer associated protein (MGC16824), mRNA 


NMJ30395 


Homo sapiens Werner hehcase interacting protein (WHIP), transcript variant 2 ' 
mRNA ' 


NM_020135 

NM 130388 
NM_130387 


Homo sapiens Werner hehcase mteracting protein (WHIP), transcript variant 1 
mRNA 

Homo sapiens ankynn repeat and SOCS box-containing 12 (ASB12), mRNA 
Homo sapiens ankynn repeat and SOCS box-containing 14 (ASB14), mRNA 


NM 007191 
NM_052950 
NMJ)25042 


Homo sapiens WNT inhibitory factor 1 (WIF1), mRNA 
Homo sapiens WD40- and FYVE-domain containing protein 2 (WDF2) mRNA 
Homo sapiens Williams-Beuren syndrome chromosome region 23 (WBSCR23) 
mRNA " 


NM_080706 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 3, mRNA 


NM_080705 


Homo sapiens transient receptor potential cation channel, subfamily V member 
1 (TRPV1), transcript variant 4, mRNA 


NM_080704 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 1, mRNA 


NM_0 18727 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcnpt variant 2, mRNA 


JNM 080879 


Homo sapiens SOCS box containing protein RAR2A (RAR2A) mRNA 


JNM 080871 


Homo sapiens ankynn repeat and SOCS box-containing 10 (ASB10), mRNA 


XTX>T AOAOTA 

NM 080870 


Homo sapiens DPCR1 protein (DPCR1), mRNA 


NM 080834 


Homo sapiens chromosome 20 open readmg frame 152 (C20orfl52) mRNA 


XTX# A O AO A 

NM 080829 


Homo sapiens chromosome 20 open reading frame 175 (C20orfl75) mRNA 


XTXiT A OA On O 

NM 080828 


Homo sapiens chromosome 20 open reading frame 173 (C20orfl73) mRNA 


NM 080819 


Homo sapiens G protein-coupled receptor 78 (GPR78) mRNA 


NM 080752 


xxuiuu bdpiens cnromosome z\) open reading frame 164 (C20orfl64) mRNA | 


NM 080749 


Homo sapiens chromosome 20 open reading frame 163 (C20orfl63) mRNA 


NM 080745 


Homo sapiens ring finger protein 36 (RNF36), mRNA 


NMJ)80738 


Homo sapiens EDAR-associated death domain (EDARADD) mRNA 


NM. 014970 


Homo sapiens kinesin-associated protein 3 (KIFAP3) mRNA 


NM 021058 


Homo sapiens H2B histone family, member R (H2BFR) mRNA 


NM 021064 


Homo sapiens H2A histone family, member P (H2AFP) mRNA 


NM 080491 


Homo sapiens GRB2-associated bmding protein 2 (GAB21 transcript variant 1, 
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**>T>XTA 
ITUUNA 


NM_0 12296 


UrtrnA onnionc mJ"D9 ocenr>ia+t*A Ui-nr^irtrr nrr\tpin 9 f AR9^ trnn sprint variant 9 

Jtiomo sapiens uivJDZ-associaiea Dinaing protein z ^vj/vdzj, uaii&uixpi vaiiant 

♦WDXTA 
niKJNA 


JNM_(JU /24 / 


riomo Sapiens J\r 1 gamma SUOUlul Dinning protein i v.rvr i vjjjx ij, uaiioviipt 
variant 1, mRNA 


JNM_UolD j 1 


Homo Sapiens /vr 1 gaiuilla suounit Dinamg pruLcm i \/\r ikjxjxt lj, uauaisiipi 


XTTV/T ORO^O 


W/vmn coni pn c API aarrrma <ji ibi in i t hin di n it nrotein 1 ( AP 1 GBP IV tranSCTiDt 

variant 2, mRNA 


>jm oooqr9 


TTfvmn canifTK rihrisnmal nrntein T,91 fRPT,21^ mRNA 


iNivi 


u nm n samVnQ Qerine/thrermine-nrotein kinase PRP4 homoloc (PRP4V mRNA 


MM 00947^ 


T-Inmn canipn^ mvfisin liffht chain 1 slow a fMLClSAV mRNA 


NM 009790 


TTnmn sanipns hpmatnnoieticallv exoressed homeobox (HHE30, mRNA 


NM 005893 


Homo sapiens calicin (CCIN), mRNA 


JNM Ul /jyj 


TTnmrt camVnc Virvmnlna nfmnnQp T^lVTP-9 inHimihle ldnai?e rBUCE^ mRNA 


NM 032027 


Homo sapiens beta-amyloid binding protein precursor (BBP), mRNA 


NM_0U4U5 1 


xiomo sapiens j-nyozoxyDuiyraic uenyarogcnaoc ^ncari, uu tuwuuiiuiiai^ v jj - l/ ' lj vj 

nucicaT J^cnc cilvUUJJig iii.i.LU^iiuiiuiiai pivjiciii, xiuvL^rT 


JNM UUoD/o 


riomo sapiens auviiiiu ^avilj, nuvrNrv 


XTN/f 01177*; 
JNJYl UlJJ/0 


"PTntrirt oarkip-nc TAX A-V»inHincr nTntPin-ninHintr nrntein ( ABXl^ mRNA 
xiomo sapiens i/\.i/\~uinujiig piuiciu^uiiiuuig uiulwiu v k - r * JJ A A /> aiaavl^z-i. 


JNM UDo/iy 


riomo sapiens numoiug oi yeobt iiiisj.n/\ uaiiouuxi xeguiaiui j ^ivixxvj^, iiaavj.^^. 


NM_058237 


Homo sapiens HEAT-like repeat-containing protein (KIAA1622), transcript 

irofi'attl 1 ml? XT A 

variant 1, roxviNA 


NM 020958 


Homo sapiens HEAT-like repeat-containing protein (KIAA1622), transcript 
van ant z, mivtNA 


NM 004702 


Homo sapiens cyclin E2 (CCNE2), transcript variant 3, mRNA 


NM 057749 


Homo sapiens cyclin liz ^L/iNJtizj, uranscnpi vanani i, mxvi^/\ 


NM 057735 


Homo sapiens cyclin E2 (CCNE2), transcript variant 2, mRNA 


NM 002013 


Homo sapiens riouo Dmcing prorem j ^zdkjjj jrivrjr jj, itu\j.n/\ 


NM_004724 


Homo sapiens ZW10 homolog, centromere/kinetochore protein (Drosophila) 

frm 1 } f\\ w»t> xt A 
(Z»W 1U), mdKJNA 


NM_057159 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, z ^liijuzj, Transcript vanani z, iiuvina 


XTX K t\C\ 1 ilAI 

NM_0G1401 


Homo sapiens enaotneiiai Qinerennaiion, lysopnospnaucnc acio vj-proiem- 
coupled receptor, 2 (EDG2), transcript variant 1, mRNA 


NM_015084 


Homo sapiens mitocnonanai noosomai protein oz / ^jvlkx oz / ), nuciedr gene 
encodmg mitocnonanai protem, nu\iN/v 


NM_Ujj2o1 


Homo sapiens mitocnononai noosomai proiem ojo ^iyu\xoju^, nuuicoi gene 
encoding mitochondrial protein, mRNA 


NM_00553U 


Homo sapiens mitocnononai noosomai proiem od l ^ivjLiNjrDJi^, nuv/icai gene 
encouing imiocnoncmai proiem, ixu\i>rv 


NM UlzUoz 


Homo sapiens aynanun i-iuvc ^i^iMiviiij^, uonburipL vaiiani i, luium 


NM_005648 


Homo sapiens transcription elongation factor B (SET), polypeptide 1 (15kD, 
elongin C) (TCEB1), mRNA 


NM 007070 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 2, mRNA 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 1, mRNA 


NM 054113 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 3 (KIP3), mRNA 


NM 003726 


Homo sapiens sre family associated phosphoprotein 1 (SCAP1), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXL1 1), mRNA 


NM_030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 
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NM 021163 


Homo sapiens RB-associated KRAB repressor (RBAK), mRNA 


NM 033632 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcript variant 1 , mRNA 


NM018315 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcript variant 2, mRNA 


NM 012168 


Homo sapiens F-box only protein 2 (FBX02), mRNA 


NM_033332 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 3, mRNA 


NM 033331 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 2, mRNA 


NM_003671 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 1, mRNA 


NM_033307 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant delta, mRNA 


NMJ)33306 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant gamma, mRNA 


NM_001225 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant alpha, mRNA 


NM 002948 


Homo sapiens ribosomal protein L15 (RPL15), mRNA 


NM 033228 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant gamma, mRNA 


NM_033227 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant beta, mRNA 


NMJXH656 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant alpha, mRNA 


NM 021203 


Homo sapiens APMCF1 protein (APMCF1), mRNA 


NMJH2095 


Homo sapiens adaptor-related protein complex 3, mu 1 subunit (AP3M1), 
mRNA 


NM 001025 


Homo sapiens ribosomal protein S23 (RPS23), mRNA 


NM 032989 


Homo sapiens BCL2-antagonist of cell death (BAD), transcript variant 2, mRNA 


NM 004322 


Homo sapiens BCL2-antagonist of cell death (BAD), transcript variant 1, mRNA 


NM 014326 


Homo sapiens death-associated protein kinase 2 (DAPK2), mRNA 


NM_012430 


Homo sapiens sec22 homolog (SEC22A), mRNA 


NM 031216 


Homo sapiens secl3-like protein (SEC13L), mRNA 


NM 002927 


Homo sapiens regulator of G-protein signalling 13 (RGS13), mRNA 


NM 031274 


Homo sapiens testis expressed sequence 13 A (TEX13A), mRNA 


NM_001730 


Homo sapiens Kruppel-like factor 5 (intestinal) (KLF5), mRNA 


NM_032674 


Homo sapiens leucine rich repeat (in FLU) interacting protein 1 (LRRFIP1), 
mRNA 


NMJ)31361 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(COL4A3BP), transcript variant 2, mRNA 


NM 031266 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 1 , mRNA 


NMJ)04499 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 2, mRNA 


NM 004990 


Homo sapiens methionine-tRNA synthetase (MARS), mRNA 


NM__031244 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 2, mRNA 


Nlvl - 012241 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 1, mRNA 


NMJ)06845 


Homo sapiens kinesin-like 6 (mitotic centromere-associated kinesin) (KNSL6), 
mRNA 
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NM 030920 


Homo sapiens lecuine-rich acidic protein-like protein (LANP-L), mRNA 


NMJH6228 


Homo sapiens L-kynuremne/alpha-aminoadipate aminotransferase (KATE), 
mRNA 


NM 017951 


Homo sapiens hypothetical protein FU20297 (FU20297), mRNA 


NM 000778 


Homo sapiens cytochrome P450, subfamily IVA, polypeptide 1 1 (CYP4A1 1), 
mRNA 


NMJ)06582 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 
transcript variant 1, mRNA 


NM_024482 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 
transcript variant 2, mRNA 


NM 024885 


Homo sapiens TAF7-like RNA polymerase n, TATA box binding protein 
(TBP)-associated factor, 50 kD (TAF7L), mRNA 


NMJ)05736 


Homo sapiens ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) 
(ACTR1A), mRNA 


NM 014031 


Homo sapiens VLCS-H1 protein (VLCS-H1), mRNA 


NM_022334 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1A), 
transcript variant 2, mRNA 


NM 007036 


Homo sapiens endothelial cell-specific molecule 1 (ESM1), mRNA 


NM 006817 


Homo sapiens chromosome 12 open reading frame 8 (C12orf8), mRNA 


NM 022802 


Homo sapiens C-termmal binding protein 2 (CTBP2), transcript variant 2, 
mRNA 


NM 001951 


Homo sapiens E2F transcription factor 5, pl30-binding (E2F5), mRNA 


NM 022142 


Homo sapiens epididymal sperm binding protein 1 (ELSPBP1), mRNA 


NM_012200 


Homo sapiens beta-l,3-glucuronyltransferase 3 (glucuronosyltransferase D 
(B3GAT3), mRNA 


NM 022375 


Homo sapiens oculomedin (OCLM), mRNA 


NM_004962 


Homo sapiens growth differentiation factor 10 (GDF10), mRNA 


NM_007372 


Homo sapiens RNA helicase-related protein (RNAHP), mRNA 


NM 005613 


Homo sapiens regulator of G-protein signalling 4 (RGS4), mRNA 


NMJ)06083 


Homo sapiens IK cytokine, down-regulator of HLA II (IK), mRNA 


NM 012426 


Homo sapiens splicing factor 3b, subunit 3, 130kD (SF3B3), mRNA 


NM 018164 


Homo sapiens hypothetical protein FLJ10637 (FLT10637), mRNA 


NM 006367 


Homo sapiens adenylyl cyclase-associated protein (CAP), mRNA 


NM 021106 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM_021082 


Homo sapiens solute carrier family 15 (H+/peptide transporter), member 2 
(SLC15A2),mRNA 


NM 016578 


Homo sapiens HBV pX associated protein-8 (LOC51773), mRNA 


NMJ)06671 


Homo sapiens solute carrier family 1 (glutamate transporter), member 7 
(SLClA7),mRNA * 


NM 020650 


Homo sapiens hypothetical protein LOC57333 (LOC57333), mRNA 


NM_015990 


Homo sapiens lymphocyte activation-associated protein (LOC51088), mRNA 


NM 020905 


Homo sapiens PAN2 protein (PAN2), mRNA 


NM_020685 


Homo sapiens HT021 (HT02 1), mRNA ~^ 


NM 020682 


Homo sapiens Cytl9 protein (Cytl9), mRNA 


NM 020678 


Homo sapiens HT017 protein (HT017), mRNA 


NM 020669 


Homo sapiens uncharacterized gastric protein ZA52P (LOC57399), mRNA 


NM_003760 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 (EIF4G3), 
mRNA 


NM 020412 


Homo sapiens CHMP1.5 protein (CHMP1.5), mRNA 


NM_020411 


Homo sapiens XAGE-1 protein (XAGE-1), mRNA 


NM 020408 


Homo sapiens CGI-203 protein (CGI-203), mRNA 


NM 020395 


Homo sapiens hypothetical nuclear factor SBBI22 (LOC571 17), mRNA 
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NM 020387 
NM 020371 
NM 020362 
NM 020307 
NMJJ07187 


Homo sapiens CATX-8 protein (CATX-8), mRNA 

Homo sapiens cell death regulator aven (LOC57099), mRNA 

Homo sapiens HT014 (HT014), mRNA 

Homo sapiens cyclm L ania-6a (LOC57018), mRNA 

Homo sapiens WW domain binding protein 4 (fonnin binding protein 21) 

(WBP4),mRNA * P ' 


NM_005644 

NM 020150 
NM 020167 


Homo sapiens TAF12 RNA polymerase II, TATA box binding protein (TBP)- 

associated factor, 20 kD (TAF12), mRNA 

Homo saDiens SARI nrntpin ^aph mp\rA 

Homo sapiens neuromedin U receptor 2 (NMU2R), mRNA 


NM 020233 
NM 020232 
NMJ)20247 


Homo sapiens x 006 protein (MDS006), mRNA 

Homo sapiens x 003 protein (MDS003), mRNA 

Homo sapiens hypothetical protein, clone 

Telethondtaly B41) Strait02270 FL142 (LOC56997), mRNA 


NM_020213 
NM 020153 


Homo sapiens hypothetical protein from EUROIMAGE 1977056 (LOC56965) 
mRNA " 

Homo sapiens hypothetical protein (LOC56912), mRNA 


NM_020149 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog 2 
(mouse) (MEIS2), mRNA 


NM_020120 

NM 020190 
NM 020242 
NM 020194 


Homo sapiens UDP-glucose cerarmde glucosyltransferase-like 1 (UGCGL1) 
mRNA 

Homo sapiens HNOEL-iso protein (HNOEL-iso), mRNA 
Homo sapiens kinesin-like 7 (KNSL7), mRNA 
Homo sapiens GL004 protein (GL004), mRNA 


NM 020193 
NM 020189 
NMJ)20188 
NM_020134 

NM 019893 
NM_019846 
NM 019852 
NMJH3338 


Homo sapiens GL002 protein (GL002), mRNA 
Homo sapiens DC6 protein (DC6), mRNA 

Homo sapiens DC 1 3 protein (DC 1 3), mRNA — 
Homo sapiens collapsm response mediator protein-5; CRMP3-associated 
molecule (CRMP5), mRNA 

Homo sapiens mitochondrial ceramidase (ASAH2), mRNA 
Homo sapiens CC chemokine CCL28 (SCYA28), mRNA 

HOlllO S&UienS DlltatlVe ■mptVlvltrflric'ft*roe#» f\A& A\ «,D\TA ~ 

Homo sapiens Alg5, S. cerevisiae, homolog of (ALG5), mRNA 


NM 013341 
NM 013318 
NM 013302 
NM 013299 
NMJH3347 

NM 019011 


Homo sapiens hypothetical protein (PTD004), mRNA 

Homo sapiens hypothetical protein (LQFBS-1), mRNA 

Homo sapiens elongation factor-2 kinase (HSU93850) mRNA 

Homo sapiens protein predicted by clone 23627 (HSU79266), mRNA 

Homo sapiens replication protem A complex 34 kd subunit homoloe Rna4 

(HSU24186) 5 mRNA 


NM^O 18965 j 

NM 019043 
NM 019006 
NM 019101 
NM 019049 
NM 018992 
NM 019033 
NM. 019045 I 
NM 019079 
NM 019073 
NM_014298 


Homo sapiens TRIAD3 protein (TRIAD3), mRNA 

Homo sapiens triggenng receptor expressed on myeloid cells 2 (TREM2), 

mRNA 

.lomo sapiens similar to proline-rich protein 48 (LOC54518) mRNA 

Homo sapiens protein associated with PRK1 (AWP1), mRNA 

nurao sapiens aponpoprotem M (Cj3 A), mRNA 

Homo sapiens hypothetical protein (FLJ20054), mRNA 

Homo sapiens hypothetical protein (FU20040), mRNA 

Homo sapiens hypothetical protein (FIJI 1235), mRNA 

Homo sapiens similar to rabl 1 -binding protein (FLJ1 1116) mRNA 

Homo sapiens hypothetical protein (FLJ10884), mRNA 

Homo sapiens hypothetical protein (FLJ10007), mRNA 

Homo sapiens quinolinate phosphotransferase (nicotmate-nucleotide 
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pyrophosphorylase (carboxylating)) (QPRT), mRNA 


NMJH2413 


Homo sapiens glutaminyl-peptide cyclotransferase (glutaminyl cyclase) (QPCT), 
mRNA 


NM 018836 


Homo sapiens hypothetical protein (MOT8), mRNA 


NMJH8643 


Homo sapiens triggering receptor expressed on myeloid cells 1 (TREM1), ! 
mRNA 


NM 018647 


Homo sapiens tumor necrosis factor receptor superfamily, member 19 
(TNFRSF19), mRNA 


NM 018664 


Homo sapiens Jun dimerization protein p21SNFT (SNFT), mRNA 


NM 018540 


Homo sapiens hypothetical protein PR0283 1 (PR0283 1), mRNA 


NM 018630 


Homo sapiens hypothetical protein PR02577 (PR02577), mRNA 


NM 018527 


Homo sapiens hypothetical protein PR02435 (PR02435), mRNA 


NM 018625 


Homo sapiens hypothetical protein PR02289 (PR02289), mRNA 


NM 018515 


Homo sapiens hypothetical protein PR02176 (PR02176), mRNA 


NM 018615 


Homo sapiens hypothetical protein PRO2032 (PRO2032), mRNA 


NM 018614 


Homo sapiens hypothetical protein PRO2012 (PRO2012), mRNA 


NM 018608 


Homo sapiens hypothetical protein PRO 1905 (PRO 1905), mRNA 


NM 018509 


Homo sapiens hypothetical protein PR01855 (PR01855), mRNA 


NM 018505 


Homo sapiens hypothetical protein PR01728 (PR01728), mRNA 


NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 


NM 018442 


Homo sapiens PC326 protein (PC326), mRNA 


NM 018698 


Homo sapiens hypothetical protein PI 5-2 (PI 5-2), mRNA 


NMJ) 18466 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS031 (MDS031), mRNA 


NM 018465 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS030 (MDS030), mRNA 


NM 018463 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS028 (MDS028), mRNA 


NM 018650 


Homo sapiens MAP/microtubule affinity-regulating kinase 1 (MARK1), mRNA 


NM 018678 


Homo sapiens lipopolysaccharide specific response-68 protein (LSR68), mRNA ! 


NM 018695 


Homo sapiens erbb2 interacting protein (ERBB2P), mRNA 


NM 018683 


Homo sapiens zinc finger protein 313 (ZNF313), mRNA 


NM 018660 


Homo sapiens papillomavirus regulatory factor PRF-1 (LOC55893), mRNA 


NM_018484 


Homo sapiens solute carrier family 22 (organic anion/cation transporter), 
member 1 1 (SLC22A1 1), mRNA 


NMJ)18445 


Homo sapiens AD-015 protein (LOC55829), mRNA 


NM 017571 


Homo sapiens hypothetical protein (LOC55580), mRNA 


NM 017542 


Homo sapiens KIAA1513 protein (KIAA1513), mRNA 


NM 018473 


Homo sapiens uncharacterized hypothalamus protein HT012 (HT012), mRNA j 


NM 018480 


Homo sapiens uncharacterized hypothalamus protein HT007 (HT007), mRNA 


NM 017583 


Homo sapiens DIPB protein (HSA249128), mRNA 


NM 017567 


Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA 


NM 018487 


Homo sapiens hepatocellular carcinoma-associated antigen 112 (HCA1 12), 
mRNA 


NM 017548 


Homo sapiens hypothetical protein (H41), mRNA 


NM 017547 


Homo sapiens hypothetical protein (H17), mRNA 


NM_017966 | 


Homo sapiens hypothetical protein FU20847 (FLF20847), mRNA 


NM_017955 ) 


Homo sapiens hypothetical protein FLJ20764 (FLJ20764), mRNA 


NM 017948 


Homo sapiens hypothetical protein FU20736 (FLJ20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ20730), mRNA 


NM 017944 


Homo sapiens hypothetical protein FLJ20727 (FLJ20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FU207 18 (FLJ20718), mRNA 
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NM 017924 


Homo sapiens hypothetical protein FU20671 (FLJ20671), mRNA 


NM 017923 


Homo sapiens hypothetical protein FIJ20668 (FLJ20668), mRNA 


NM 017922 


Homo sapiens hypothetical protein FLJ20666 (FU20666), mRNA 


NM 017908 


Homo sapiens hypothetical protein FLJ20626 (FU20626), mRNA 


NM 017906 


Homo sapiens hypothetical protein FLJ20624 (FU20624), mRNA 


NM 017904 


Homo sapiens hypothetical protein FLJ20619 (FLJ20619), mRNA 


NM 017890 


Homo sapiens hypothetical protein FLJ205 83 (FU20583), mRNA 


NM 017887 


Homo sapiens hypothetical protein FLJ20580 (FLJ20580), mRNA 


NM 017886 


Homo sapiens hypothetical protein FU20574 (FLJ20574), mRNA 


NM 017880 


Homo sapiens hypothetical protein FU20558 (FLJ20558), mRNA 


NM 017878 


Homo sapiens HRAS-like suppressor 2 (HRASLS2), mRNA 


NM 017877 


Homo sapiens hypothetical protein FLJ20555 (FLJ20555), mRNA 


NM 017875 


Homo sapiens hypothetical protein FLJ20551 (FLJ20551), mRNA 


NM 017870 


Homo sapiens hypothetical protein FLJ20539 (FU20539), mRNA 


NM 017867 


Homo sapiens hypothetical protein FLF20534 (FLJ20534), mRNA 


NM 017864 


Homo sapiens hypothetical protein FLJ20530 (FLJ20530), mRNA 


NM 017857 


Homo sapiens slingshot 3 (SSH-3), mRNA 


NM 017852 


Homo sapiens NALP2 protein (NALP2), mRNA 


NM 017850 


Homo sapiens hypothetical protein FU20508 (FU20508), mRNA 


NM 017846 


Homo sapiens tRNA selenocysteine associated protein (SECP43), mRNA 


NM 017841 


Homo sapiens hypothetical protein FLJ20487 (FLJ20487), mRNA 


NM 017839 


Homo sapiens hypothetical protein FLJ20481 (FU20481), mRNA 


NM 017837 


Homo sapiens hypothetical protein FLJ20477 (FLJ20477), mRNA 


NM 017832 


Homo sapiens hypothetical protein FLJ20457 (FU20457), mRNA 


NM 017827 


Homo sapiens hypothetical protein FLJ20450 (FLJ20450), mRNA 


NM 017826 


Homo sapiens hypothetical protein FLJ20449 (FLJ20449), mRNA 


NM 017823 


Homo sapiens hypothetical protein FU20442 (FU20442), mRNA 


NM 017822 


Homo sapiens hypothetical protein FLF20436 (FLJ20436), mRNA 


NM 017821 


Homo sapiens hypothetical protein FLJ20435 (FLJ20435), mRNA 


NM 017815 


Homo sapiens hypothetical protein FLJ20424 (FLJ20424), mRNA 


NM_017811 


Homo sapiens hypothetical protein FLF20419 (FLF20419), mRNA 


NM 017810 


Homo sapiens hypothetical protein FU20417 (FU20417), mRNA 


NM_017802 


Homo sapiens hypothetical protein FU20397 (FLJ20397), mRNA 


NMJH7792 


Homo sapiens hypothetical protein FLJ20373 (FLJ20373), mRNA 


NM 017790 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM J) 17786 


Homo sapiens hypothetical protein FU20366 (FLT20366), mRNA i 


NM 017785 


Homo sapiens hypothetical protein FLJ20364 (FLJ20364), mRNA 


NM 017775 


Homo sapiens hypothetical protein FU20343 (FLJ20343), mRNA [ 


NM 017774 


Homo sapiens hypothetical protein FU20342 (FLJ20342); mRNA 


NM 017772 


Homo sapiens hypothetical protein FLJ20337 (FTJ20337), mRNA 


NMJH7770 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-like 2 (ELOVL2), mRNA 


NM_017762 


Homo sapiens hypothetical protein FU20313 (FU20313), mRNA 


NM 017759 


Homo sapiens hypothetical protein FU20309 (FLJ20309), mRNA 


NM 017756 


Homo sapiens hypothetical protein FU20306 (FU20306), mRNA 


NM 017753 


Homo sapiens hypothetical protein FLT20300 (FU20300), mRNA 


NM_017751 J 


Homo sapiens hypothetical protein FU20297 (FLJ20297), mRNA 


NM 017748 


Homo sapiens hypothetical protein FU20291 (FLJ20291), mRNA 


NM 017744 


Homo sapiens hypothetical protein FLJ2G284 (FLT20284), mRNA 


NM 017740 


Homo sapiens hypothetical protein FU20279 (FU20279), mRNA 


NM 017738 


Homo sapiens hypothetical protein FLJ20276 (FLJ20276), mRNA 
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NM 017736 


Homo sapiens hypothetical protein FLJ20274 (FU20274), mRNA 


NM 017735 


Homo sapiens hypothetical protein FU20272 (FU20272), mRNA 


NM 017719 


Homo sapiens hypothetical protein FLJ20224 (FU20224), mRNA 


NM 017718 


Homo sapiens hypothetical protein FLJ20220 (FU20220), mRNA 


NM_017716 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 12 4- 
domains, subfamily A, member 7 (MS4A12), mRNA 


NM 017711 


Homo sapiens hypothetical protein FU20207 (FU20207), mRNA 


NM 017709 


Homo sapiens hypothetical protein FLJ20202 (FU20202), mRNA 


NM 017704 


Homo sapiens hypothetical protein FU20189 (FLJ20189), mRNA 


NM 017699 


Homo sapiens hypothetical protein FU20174 (FU20174), mRNA 


NM 017697 


Homo sapiens hypothetical protein FU20171 (FU20171), mRNA 


NM 017687 


Homo sapiens hypothetical protein FLJ20147 (FU20147), mRNA 


NM_017686 


Homo sapiens ganglioside induced differentiation associated protein 2 (GDAP2), 
mRNA 


NM 017678 


Homo sapiens hypothetical protein FU20127 (FU20127), mRNA 


NM 017677 


Homo sapiens hypothetical protein FLJ20126 (FU20126), mRNA 


NM 017676 


Homo sapiens hypothetical protein FU20125 (FU20125), mRNA 


NM 017670 


Homo sapiens hypothetical protein FLJ201 13 (FLJ201 13), mRNA 


NM 017669 


Homo sapiens hypothetical protein FLJ20105 (FU20105), mRNA 


NM 017665 


Homo sapiens hypothetical protein FU20094 (FU20094), mRNA 


NM 017659 


Homo sapiens hypothetical protein FU20084 (FU20084), mRNA 


NM 017657 


Homo sapiens hypothetical protein FU20080 (FU20080), mRNA 


NM 017645 


Homo sapiens hypothetical protein FU20060 (FU20060), mRNA 


NM 017640 


Homo sapiens hypothetical protein FLJ20048 (FLJ20048), mRNA 


NM 017637 


Homo sapiens hypothetical protein FLJ20043 (FU20043), mRNA 


NMJH7636 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
4 (TRPM4), mRNA 


NM 017634 


Homo sapiens hypothetical protein FU20038 (FU20038), mRNA 


NM 017629 


Homo sapiens hypothetical protein FU20033 (FU20033), mRNA 


NM 017622 


Homo sapiens hypothetical protein FU20014 (FLJ20014), mRNA 


NM 017620 


Homo sapiens hypothetical protein FU2001 1 (FU2001 1), mRNA 


NM 018396 


Homo sapiens putative methyltransferase (METL), mRNA 


NM 018381 


Homo sapiens hypothetical protein FUl 1286 (FU1 1286), mRNA 


NM 018371 


Homo sapiens hypothetical protein FUl 1264 (FIJI 1264), mRNA 


NM 018368 


Homo sapiens hypothetical protein FUl 1240 (FUl 1240), mRNA 


NM 018367 


Homo sapiens phytoceramidase, alkaline (PHCA), mRNA 


NM 018364 


Homo sapiens hypothetical protein FUl 1220 (FUl 1220), mRNA 


NM 018363 


Homo sapiens hypothetical protein FUl 1218 (FUl 1218), mRNA 


NM 018361 


Homo sapiens hypothetical protein FUl 1210 (FUl 1210), mRNA 


NM 018358 


Homo sapiens hypothetical protein FUl 1 198 (FUl 1 198), mRNA 


NM 018353 


Homo sapiens hypothetical protein FUl 1 186 (FUl 1 186), mRNA 


NM 018352 


Homo sapiens hypothetical protein FUl 1 184 (FUl 1 184), mRNA 


NM 018340 


Homo sapiens hypothetical protein FUl 1151 (FUl 1151), mRNA 


NM 018339 


Homo sapiens hypothetical protein FUl 1 149 (FUl 1 149), mRNA 


NM 018336 


Homo sapiens hypothetical protein FUl 1 136 (FUl 1 136), mRNA 


NM 018333 


Homo sapiens hypothetical protein FU20666 (FU20666), mRNA 


NM 018332 


Homo sapiens hypothetical protein FUl 1 126 (FUl 1 126), mRNA 


NM 018330 


Homo sapiens KIAA1598 protein (KIAA1598), mRNA 


NM 018322 


Homo sapiens hypothetical protein FUl 1 101 (FUl 1 101), mRNA 


NM 018318 


Homo sapiens hypothetical protein FUl 1088 (FUl 1088), mRNA 


NM018310 


Homo sapiens BRF2, subunit of RNA polymerase m transcription initiation 
factor, BRFMike (BRF2). mRNA 
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NM 018303 


Homo sapiens hypothetical protein FIJI 1026 (FLJ1 1026), mRNA 


NM 018298 


Homo sapiens hypothetical protein FUl 1006 (FIJI 1006), mRNA 


NM 018287 


Homo sapiens hypothetical protein FU10971 (FLJ10971), mRNA 


NM 018286 


Homo sapiens hypothetical protein FU10970 (FU10970), mRNA 


NM 018283 


Homo sapiens hypothetical protein FU10956 (FU10956), mRNA 


NM 018281 


Homo sapiens hypothetical protein FLJ10948 (FU10948), mRNA 


NM 018278 


Homo sapiens hypothetical protein FLJ10933 (FLJ10933), mRNA 


NM 018276 


Homo sapiens slingshot 3 (SSH-3), mRNA 


NM 018273 


Homo sapiens hypothetical protein FIJI 0922 (FU10922), mRNA 


NM 018272 


Homo sapiens hypothetical protein FIJI 0921 (FIJI 0921), mRNA 


NM 018268 


Homo sapiens hypothetical protein FLJ10904 (FU10904), mRNA 


NM 018265 


Homo sapiens hypothetical protein FLJ10901 (FU10901), mRNA 


NM 018254 


Homo sapiens hypothetical protein FLJ10876 (FLJ10876), mRNA 


NM 018253 


Homo sapiens hypothetical protein FU10875 (FU10875), mRNA 


NM 018252 


Homo sapiens hypothetical protein FIJI 0874 (FIJI 0874), mRNA 


NM 018245 


Homo sapiens hypothetical protein FU10851 (FU10851), mRNA 


NM 018241 


Homo sapiens hypothetical protein FU10846 (FLJ10846), mRNA 


NM 018239 


Homo sapiens hypothetical protein FU10751 (FU10751), mRNA 


NM 018230 


Homo sapiens nucleoporin 133kD (NUP133), mRNA 


NMJ) 18223 


Homo sapiens checkpoint with forkhead and ring finger domains (CHFR) 
mRNA 


NM 018219 


Homo sapiens hypothetical protein FU10786 (FU10786), mRNA 


NM 018217 


Homo sapiens chromosome 20 open reading frame 3 1 (C20orf3 1), mRNA 


NM018212 


Homo sapiens likely ortholog of mouse NPC derived proline rich protein 1 
(FLJ10773), mRNA 


NM_018211 


Homo sapiens hypothetical protein FLJ10770 (KIAA1579), mRNA 


NM 018207 


Homo sapiens hypothetical protein FU10759 (FLJ10759), mRNA 


NM 018205 


Homo sapiens hypothetical protein FUl 0751 (FUl 0751), mRNA 


NM 018192 


Homo sapiens hypothetical protein FU10718 (FU10718), mRNA 


NM 018188 


Homo sapiens hypothetical protein FU10709 (FU10709), mRNA 


NM 018187 


Homo sapiens hypothetical protein FLJ10707 (FLJ10707), mRNA 


NM_018186 


Homo sapiens hypothetical protein FU10706 (FLJ10706), mRNA 


NM 018184 


Homo sapiens hypothetical protein FIJI 0702 (FLJ10702), mRNA 


NM 018179 


Homo sapiens hypothetical protein FIJI 0688 (FLJ10688), mRNA 


NM_018178 


Homo sapiens hypothetical protein FLJ10687 (FLJ10687), mRNA 


NM 018169 


Homo sapiens hypothetical protein FLJ10652 (FU10652), mRNA 


NM 018161 


Homo sapiens hypothetical protein FU1063 1 (FIJI 063 1), mRNA 


NM 018159 


Homo sapiens hypothetical protein FL J 10628 (FU10628), mRNA 


NM 018147 


Homo sapiens hypothetical protein FLJ10582 (FU10582), mRNA 


NM 018142 


Homo sapiens hypothetical protein FIJI 0569 (FIJI 0569), mRNA 


NMJU8137 


Homo sapiens protein arginine N-methyltransferase 6 (PRMT6), mRNA 


NM 018136 


Homo sapiens hypothetical protein FLF10517 (FLJ10517), mRNA 


NM 018133 


Homo sapiens hypothetical protein FLJ10546 (FIJI 0546), mRNA 


NM 018122 


Homo sapiens hypothetical protein FLJ10514 (FU10514), mRNA 


MM 01ol20 


Homo sapiens hypothetical protein FLJ105 1 1 (FU1051 1), mRNA 


NM_018ll9 


Homo sapiens hypothetical protein FLJ10509 (FIJI 0509), mRNA 


NM 018116 


Homo sapiens misato (FLJ10504), mRNA 


NM 018112 


Homo sapiens hypothetical protein FUl 0493 (FUl 0493), mRNA 


NM_018106 


Homo sapiens hypothetical protein FLJ10479 (FU10479), mRNA 


NMJJ18101 


Homo sapiens hypothetical protein FU10468 (FLJ10468), mRNA 


NM 018100 


Homo sapiens hypothetical protein FU10466 (FU10466), mRNA | 


NM 018099 


Homo sapiens hypothetical protein FUl 0462 (FUl 0462), mRNA 
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NM 018097 


Homo sapiens hypothetical protein FJJ10460 (FTJ10460), mRNA 


NM 018093 


Homo sapiens hypothetical protein FIJI 0439 (FLJ10439), mRNA 


NM 018092 


Homo sapiens hypothetical protein FIJI 0430 (FIJI 0430), mRNA 


NM 018091 


Homo sapiens hypothetical protein FLJ10422 (FU10422), mRNA 


NM 018090 


Homo sapiens hypothetical protein FIJI 0420 (FU10420), mRNA 


NM 018087 


Homo sapiens hypothetical protein FU10407 (FIJ10407), mRNA 


NM 018086 


Homo sapiens fidgetin (FIGN), mRNA 


NM 018078 


Homo sapiens hypothetical protein FLJ10378 (FLJ10378), mRNA 


NM 018076 


Homo sapiens hypothetical protein FU10376 (FU10376), mRNA 


NM 018075 


Homo sapiens hypothetical protein FLJ10375 (FLJ10375), mRNA 


NM 018072 


Homo sapiens hypothetical protein FU10359 (FU10359), mRNA 


NM 018070 


Homo sapiens hypothetical protein FLJ10355 (FU10355), mRNA 


NM 018060 


Homo sapiens hypothetical protein FLJ10326 (FLJ10326), mRNA 


NM 018054 


Homo sapiens homolog of rat nacfrin (RICH1), mRNA 


NM 018052 


Homo sapiens hypothetical protein FLT10305 (FLJ10305), mRNA 


NM 018051 


Homo sapiens hypothetical protein FU10300 (FU10300), mRNA 


NM 018047 


Homo sapiens hypothetical protein FLJ10290 (FLJ10290), mRNA 


NM 018043 


Homo sapiens hypothetical protein FLJ10261 (FLJ10261), mRNA 


NM 018040 


Homo sapiens hypothetical protein FIJI 0252 (FIJI 0252), mRNA 


NM 018039 


Homo sapiens hypothetical protein FLJ10251 (FLJ10251), mRNA 


NM 018038 


Homo sapiens hypothetical protein FLJ10246 (FU10246), mRNA 


NM 018035 


Homo sapiens hypothetical protein FIJI 0241 (FLJ10241), mRNA 


NM 018034 


Homo sapiens hypothetical protein FIJI 0233 (FIJI 0233), mRNA 


NM 018033 


Homo sapiens hypothetical protein FLJ10232 (FIJI 0232), mRNA 


NM 018026 


Homo sapiens hypothetical protein FLJ10209 (FU10209), mRNA 


NM 018025 


Homo sapiens hypothetical protein FIJ10206 (FLJ10206), mRNA 


NM 018011 


Homo sapiens hypothetical protein FU10154 (FLJ10154), mRNA 


NM 018009 s 


Homo sapiens hypothetical protein FIJI 0143 (FU10143), mRNA 


NM 018008 


Homo sapiens hypothetical protein FLJ10142 (FLJ10142), mRNA 


NM 018001 


Homo sapiens hypothetical protein FU10120 (FU10120), mRNA 


NM 017994 


Homo sapiens hypothetical protein FIJI 0099 (FIJI 0099), mRNA 


NM 017993 


Homo sapiens hypothetical protein FLJ10094 (FLJ10094), mRNA 


NM 017988 


Homo sapiens hypothetical protein FIJ10074 (FIJI 0074), mRNA J 


NM_017987 


Homo sapiens Run- and FYVE-domain containing protein (Rabip4R), mRNA 


NM_017976 


Homo sapiens hypothetical protein FIJI 0038 (FLJ10038), mRNA 


NMJM8409 


Homo sapiens hypothetical protein DKFZp761O01 13 (DKFZp761O01 13), 
mRNA 


NM 017601 


Homo sapiens hypothetical protein DKF2p761H221 (DKFZp761H221) mRNA 


NM 018713 


Homo sapiens hypothetical protein DKFZp547M236 (DKFZp547M236), mRNA 


NM_0 17606 


Homo sapiens hypothetical protein DKFZp434K1210 (DKFZp434K1210) 
mRNA 


NM 017546 


Homo sapiens hypothetical protein (C40), mRNA 


NM 018458 


Homo sapiens uncharacterized bone marrow protein BM042 (BM042), mRNA 


NM 018456 


Homo sapiens uncharacterized bone marrow protein BM040 (BM040) mRNA 




Homo sapiens uncharacterized bone marrow protein BM039 (BM039) mRNA 


NM 018453 


Homo sapiens uncharacterized bone marrow protein BM036 (BM036) mRNA 


NM 018452 


Homo sapiens chromosome 6 open reading frame 35 (C6orf35), mRNA 


NM 018489 


Homo sapiens hypothetical protein ASH1 (ASH1), mRNA 


NM_004227 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 3 (PSCD3) 
mRNA Ji 


NM 007014 


Homo sapiens Nedd-4-like ubiquitin-protein ligase (WWP2), mRNA 


NM 017431 


Homo sapiens protein kinase, AMP-activated, gamma 3 non-catalytic subunit 
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(PRKAG3), mRNA 


NM 017426 


Homo sapiens nucleoporin 54kD (NUP54), mRNA 


NM 016950 


Homo sapiens testican 3 (HSAJ1454), mRNA 


NM 017421 


Homo sapiens methyltransferase COQ3 (COQ3), mRNA 


NM_006854 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 2 (KDELR2), mRNA 


NM 015976 


Homo sapiens sorting nexin 7 (SNX7), mRNA 


NM 016577 


Homo sapiens RAB6B member RAS oncogene familv fRAB6B^ mRNA 


NM 016559 


Homo sapiens PXR2b protein (PXR2b), mRNA 


NM 016297 


Homo saniens prenvlcvsteine lvase fPCLH mRNA 


NM 016524 


Homo sapiens B/K protein (LOC5 1760), mRNA 


NM 016507 


Homo saniens CDC2 -related nrotein kinase 7 (CrkRS i mRNA 


NM 016446 


Homo saniens NAG-5 nrotein CLOCS 1 754^ mRNA 


NM 016382 


Homo saniens natural killer cell recentor 2B4 CCD244^ mRNA 


NMJ) 16354 


Homo saniens solute carrier familv 2 1 f organic anion transporter^ member 1 9 
(SLC21A12),mRNA 


NM 016298 


Homo saniens muscle disease-related nrotein fl\OC?S172S^ mRNA 


NM 016290 


Homo sapiens retinoid x receptor interacting protein (LOC5 1720), mRNA 


NM 016280 


Homo sapiens carboxylesterase-related protein (LOC51716), mRNA 


NM 016229 


Homo sapiens cytochrome b5 reductase b5R.2 (LOC51700), mRNA 


NM 016213 


Homo saniens thvroid hormone recentor interactor 4 (TRTP4i mRNA 


NM 016169 


Homo saniens sunnressor of fused homoloe fDrosnnhilai fSTIFTTi mRNA 


NM 016084 


Homo sapiens RAS, dexamethasone-induced 1 (RASD1), mRNA 


NM 016077 


Homo sapiens CGI-147 protein (LOC51651), mRNA 


NM 016023 


Homo sapiens CGI-77 protein (LOC51633), mRNA 


NM 016021 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


NM 016003 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 


NM_015981 


Homo saniens calcium/calmodulin-denendent nrotein kinase CCaM kinase i TT 
alpha (CAMK2A), mRNA 


NM 015949 


Homo sapiens CGI-20 protein (LOC51608), mRNA 


NM 015881 


Homo saniens dickkonf homoloe 3 fXenonus laevis^ (DKK3 i mRNA 


NM 016619 


Homo sapiens hypothetical protein (LOC51316), mRNA 


NM 016598 


Homo saniens DHHC1 nrotein (LOC51304) mRNA 


NM 016589 


Homo saniens M5-14 nrotein rLOC51300^ mRNA 


NM 016588 


Homo sapiens neuritin fLOC5 1299^ mRNA 


NM 016582 


Homo sapiens nentide transnorter 3 rPHT2 » mRNA 


NM 016570 


Homo sapiens CDA14 (LOC51290), mRNA 


NM 016565 


Homo sapiens E2IG2 nrotein (1.0051287^ mRNA 


NM 016561 


Homo sapiens anontosis resulator fLOC51283^ mRNA 


NM 016526 


Homo sapiens GS15 flLOC51272i mRNA 


NM 016518 


Homo sapiens pinecolic acid oxidase CPIPOX^ mRNA 

J.XV4UV UW|/AV1JU ^/ij^wvilv UvlU v/VlUftQv \X JJL \^*A,J} llilxllJV 


NM 016495 


Homo sapiens hvoothetical nrotein fLOC!51256^ mRNA 


NM 016486 


Homo sapiens hvnothetical nrotein fLOP5 1 249^ mRNA 


NM 016477 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 016465 


Homo sapiens hypothetical protein (LOC51238), mRNA 


NMJ) 16456 


Homo sapiens hypothetical protein (LOC51235), mRNA 


NM 016350 


Homo sapiens ninein (GSK3B interacting protein) (NIN), mRNA 


NM 016274 


Homo sapiens CK2 interacting protein 1; HQ0024c protein (LOC51177), mRNA 


NM 016261 


Homo sapiens delta-tubulin (LOC51 174), mRNA 


NM 016216 


Homo sapiens debranching enzyme homolog 1 (S. cerevisiae) (DBR1), mRNA 


NM 016208 


Homo sapiens VPS28 protein (LOC51 160), mRNA 


NM 016206 


Homo sapiens colon carcinoma related protein (LOC5 1159), mRNA 
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NM 016185 


Homo saoiens hematological and neurological exnressed 1 fHNl^ mRNA 


NM 016181 


Homo saoiens melanoma antigen fLOC5 1152^ mRNA 


NM 016139 


Homo saoiens 16 7Kd nrotein (LOC51 142) mRNA 


NM 016129 


Homo saoiens COP9 constitutive nhotomoroho&enic homoloff subunit 4 
(Arabidopsis) (C0PS4), mRNA 


NM 016122 


Homo sapiens NY-REN-58 antigen (LOC5 1 134), mRNA 


NM_016119 


Homo sapiens putative zinc finger protein NY-REN-34 antigen (LOC5 1131), 
mRNA 


NM 016103 


Homo sapiens GTP-binding protein Sara (LOC51 128), mRNA 


NM 016099 


Homo sapiens HSPC041 protein (L0C5 1 125), mRNA 


NM 016096 


Homo sapiens HSPC038 protein (LOC51123), mRNA 


NM 016037 


Homo sapiens CGI-94 protein (LOC5 1118), mRNA 


NM 016014 


Homo sapiens CGI-67 protein (LOC51 104), mRNA 


NMJ) 15997 


Homo sapiens CGI-41 protein (LOC51093), mRNA 


NM 015974 


Homo sapiens lambda-crystallin (LOC51084), mRNA 


NM 015973 


Homo sapiens galanin-related peptide (LOC51083), mRNA 


NM 015972 


Homo sapiens RNA polymerase 116 kDa subunit (LOC51082), mRNA 


NM_015953 


Homo sapiens eNOS interacting protein (NOSEP), mRNA 


NM 015936 


Homo sapiens CGI-04 protein (LOC51067), mRNA 


NM 015895 


Homo sapiens geminin (LOC51053), mRNA 


NM 015882 


Homo sapiens RIG-like 5-6 (LOC51048), mRNA 


NM 015853 


Homo sapiens ORF (LOC5 1035), mRNA 


NM 016080 


Homo sapiens CGI-150 protein (LOC51031), mRNA 


NM 016078 


Homo sapiens CGI-148 protein (LOC51030), mRNA 


NM 016076 


Homo sapiens CGI-146 protein (LOC51029), mRNA 


NM 016052 


Homo sapiens CGI-1 15 protein (LOC51018), mRNA 


NM 016049 


Homo sapiens CGI-1 12 protein (LOC51016), mRNA 


NM 015940 


Homo sapiens CGI-10 protein (LOC51004), mRNA 


NM 016505 


Homo sapiens hypothetical protein (HSPC251), mRNA 


NM 016485 


Homo sapiens hypothetical protein (HSPC228), mRNA 


NM 016472 


Homo sapiens hypothetical protein (HSPC210), mRNA 


NM 016464 


Homo sapiens hypothetical protein (HSPC196), mRNA 


NM 016462 


Homo sapiens hypothetical protein (HSPC194), mRNA 


NM 016535 


Homo sapiens HSPC189 protein (HSPC189), mRNA 


NM 016404 


Homo saoiens hvoothetical nrotein fHSPC152) mRNA 


NM 016403 


Homo saoiens hvoothetical nrotein (HSP014X) mRNA 


NM 016399 

X " XTX V X \J w/ ^ J 


Homo saoiens hvoothetical nrotein fliSPC132^ mRNA 


NM 016395 


Homo sani ens butvrate-induced transcrint 1 (HSPCM21) mRNA 

llulllw UUUlvllw 1/UiyiUlV XllXXlXWWv LlUilUWliL/t X IliUi V./ 1 X* JL f j 1 jl LLVI u l 


NM 016387 


Homo saoiens hvoothetical nrotein rHSPC060^ mRNA 

IXVlllv OllLJlwXlO 11 J p v UlVVivUI Ul VLvlH 1XXLJX v^Vwv//^ lliiVl li L 


NM 016101 

X 11TX \J X w X K/ X. 


Homo saoiens hvoothetical nrotein (HSPC03 H mRNA 

JLlWlllv ou>pi vil>>/ J l W^liVUI pi v Will yllLj*! ^Sw*S X y j 1111X1 X 


NM 015918 

J. 'Ill V A •/ ✓ X U 


Homo saoiens homoloc of veast RNase MRP/RNase P nrotein Pon5 (POP5^ 
mRNA 


NM 016257 


Homo sapiens hippocalcin-like protein 4 (HPCAL4), mRNA 


NM 016287 


Homo sapiens HP1-BP74 (HP1-BP74), mRNA 


NM 015888 


Homo sapiens hookl protein (HOOK1), mRNA 


NM 015852 


Homo sapiens Krueppel-related zinc finger protein (H-plk), mRNA 


NM 016451 


Homo sapiens coatomer protein complex, subunit beta (COPB), mRNA 


NM 015986 


Homo sapiens cytokine receptor-like factor 3 (CRLF3), mRNA 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM 014822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 
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NM 014059 


Homo sapiens RGC32 protein (RGC32), mRNA 


NM 014040 


Homo sapiens PTD015 protein (FIDO 15), mRNA 


NM 014039 


Homo sapiens PTD012 protein (PTD012), mRNA 


NM 014111 


Homo sapiens PRO2086 protein (PRO2086), mRNA 


NM 014106 


Homo sapiens PR01914 protein (PR01914), mRNA 


NM 014104 


Homo sapiens PRO1880 protein (PRO1880), mRNA 


NM 014100 


Homo sapiens PRO 1770 protein (PRO 1770), mRNA 


NM 014137 


Homo saniens PRO0650 nrotein (PROQ650) mRNA 

JLlvlllv JUl/i vllu X 1VW V*/ V/ r 11 IW vv«/v n XXXX^X^X X 


NM 014127 

A^ATX V ni*( 1 


Homo saniens PRO0456 nrotein fPRO0456\ mRNA 


NM 014123 


Homo saniens PRO0246 nrotein (TRO0246) mRNA 


NM 014114 

X ^ ATX V * X A i 


Homo saniens PRO0097 nrotein (TRO0097, mRNA 


NM 014113 


Homo sapiens PRO0038 protein (PRO0038), mRNA 


NM 014048 


Homo sapiens KIAA1243 protein (KIAA1243), mRNA 


NM 015368 


Homo saniens nannexin 1 fPANXl^ mRNA 


NM 014910 


Homo saDiens KIAA1084 nrotein (KIAA1084} mRNA 


NM 014916 


Homo saniens KIAA1079 nrotein flCIAA1079 1 i mRNA 


NM 014967 

AlAVX \J L~ J \J 1 


Homo saniens KIAA101 8 nrotein fKIAA1018 • mRNA 


NM 014953 


Homo saniens mitotic control nrotein dis3 homolocr fFCIAAlQOS^ mRNA 


NM 014954 


Homo saniens KIAA0985 nrotein fiCIAA0985 > l mRNA 

A X\J LL1\J h3UL/lWAAkJ A V IjUkV ✓ V *J L/A V/VwlAA llVLTUiV/Ua' /) AAAXVAIAX 


NM 014917 

A^AVX VA ~y L § 


Homo saniens netrin Gl (KIAA0976i mRNA 

AAVlAlw uCALJASsAAd AAVIA11A A ^Xl 1 1 XX XV # v/y, AAAAVA l* 


NM 014930 


Homo saniens KIAA0972 nrotein (TGAA0972) mRNA 

XXwXXXW QXX Ly X wXXlJ IViiailV / X* UlULvlll llYiiiiiv/ # X* / y XXXXXX 1 X X 


NM 014907 


Homo saniens KIAA0967 nrotein (KIAA0967 , mRNA 


NM 014912 


Homo sapiens KIAA0940 protein (KIAA0940), mRNA 


NM 014021 


Homo sapiens KIAA0923 protein (KIAA0923), mRNA 


NM 014899 


Homo sapiens KIAA0878 protein (KIAA0878), mRNA 


NM 014951 


Homo sapiens KIAA0844 protein (KIAA0844), mRNA 


NM 014729 


Homo saniens KIAA0808 eene nroduct fKJAA0808 , mRNA 

XXwXXXv OUUlvllU XVXi XX Xw ww \J gviiv LfX VUUvk t IVii XX WvvU / y xxxxvx ~x X 


NM 014813 


Homo sapiens KIAA0806 gene product (K1AA0806), mRNA 


NM 014829 


Homo sapiens RNA helicase (KIAA0801), mRNA 


NM 014698 


Homo sapiens KIAA0792 gene product (KIAA0792), mRNA 


NM 014824 

AlAVX V/liub 1 


Homo saniens KIAA0769 eene nroduct (KIAA0769} mRNA 

A AW HIV/ LlUpiVlKl A VAX XX XV / \J *r gWllV \f ^JLVAi U XV I \J S y, AAAAVA ^A X 


NM 014677 


Homo saniens KIAA0751 eene nroduct (KIAA0751 1 mRNA 

A X\Jx krWJ OCV^rAVAAO XVXAXAXV/ / w A ^vl 1 V piUUUWl ^l\Ai Ulv 1 %J X J , AAAAVA^ AX 


NM 014705 


Homo saniens KIAA0716 eene nroduct fKlAA07161 mRNA 

IlulliW □upiwiio IVii XX A. v/ / XV/ gvllV ^/l vUUVV V XVf / X \J J y xxxxxx^x x 


NM 014861 


Homo sam'ens KTAA0703 eene nroduct (KIAA0703 1 mRNA 

AXVAAlvs OCiLflwAJLO XVAiluAV / \> -J gviiw UlVUUvl llxAiXTIV / \JJ 1, AA1AVA * XX 


NM 014721 


Homo ^aniens KTA A0680 eene nroduct (KIAA0680 1 mRNA 

XXVIAltV/ JU^/lOllO IVlAlTVuvUV/ gVilv k/AV/VAlXwV ^ivATUAvvUv y j 1 i IX vA ™ XX 


NM 014827 


Homo saniens KIAA0663 eene nroduct HCIAA0663 1 mRNA 


NM 014645 


Homo saniens TCT A A0635 eene nroduct HCTAA0635 1 mRNA 

xxVJlliU oa^lvild AVLru\UUJJ gwlA^ piuuubl ^xVxixAxv/*JJ^y, AllAVilAX 


NM 014664 


Homo saniens TCTA A061 5 eene nroduct HCTAAOfil 5 1 mRNA 


NM 014834 


Homo sapiens KIAA0563 gene product (KIxAA0563), mRNA 


MM 0146Q6 


Tlrvmr* ca-nipnc TTTA AO^l A. a*»nf» nroriii rt HfT A AO^ 1 A\ ml?MA 
X1UII1U bapiCIio xVLfvrVUJ l*t gCllC piUUUvL ^xvJL/Vrt.vJ 1*+^, IXiXVii x\ 


aNaVx KJl'TfJA, 


u nmn cam'pnc T5TTA AO*? 1 ^ aerie nrnHnrt T A AO^ 1 X\ mPNA 


MM 014710 


Unmn cnnienc "K"TA A OAAI trene nroHnrt fSTTA A 044^ i mRMA 


NM 014797 


Homo sapiens KIAA0441 gene product (K1AA0441), mRNA 


NM 014819 


Homo sapiens KIAA0438 gene product (KIAA0438), mRNA 


NM 015216 


Homo sapiens KIAA0433 protein (KIAA0433), mRNA 


NM 015251 


Homo sapiens KIAA043 1 protein (KI/XA0431), mRNA 


NM_015185 


Homo sapiens Cdc42 guanine nucleotide exchange factor (GEF) 9 (i\RHGEF9), 
mRNA 


NM 014711 


Homo sapiens KIAA0419 gene product (KIAA0419), mRNA 


NM 015564 


Homo sapiens KIAA0416 protein (KIAA0416), mRNA 


NM 014778 


Homo sapiens KIAA0410 gene product (KIAA0410), mRNA 



190 



WO 03/074654 



PCT/US03/05028 



NM 014659 

1N1VA VltUJy 


Homo saniens KTAA0377 »ene nroduct <TCIAA0377i mRNA 

IXUlUk/ ijOplVllo X\JUuVV/J / / gV/llVs pj.UUUvL ^J/VJLrVf».V/— » f i J) 1111.V1 1 zl. 


NM 014639 


Homo saDiens KIAA0372 eene nroduct (XIAA0372\ mRNA 


NM 014786 


Homo saDiens KIAA0337 eene Droduct <ldAA0337\ mRNA 


NM 014845 


Homo saniens KIAA0274 gene nroduct CKIAA0214) mRNA 


NM 014745 


Homo saDiens KIAA0233 eene nroduct fKIAA0233^ mRNA 


NM 014643 


Homo sapiens KIAA0222 gene product (KIAA0222), mRNA 


NM 014674 


Homo saniens K1A A071? oene nrorhirt ACTAA021 2i mRNA 

JTlvJlllU SapidlO £\*J-£i~t\.\J 1 Z> gVsllV* piVJUUVl ^XViiliiUii 1 lllAvl i n, 


NM 014720 


Homo sapiens Ste20-related serine/threonine kinase (SLK), mRNA 


xriv/f 014761 


Wr»rnr\ cortipnc TTTA A01 74 rrpnp ttrnHiir»t HTT A A01 74^ mPMA 

xiomo sapiens jsjltV/vu i /*+ gene prouuci ^xvi/vrt-ui /*+^, mivLNrv 


\jy 0147^0 


"Hnrnn cartimc If T A A01 ^7 optip nrnHiipt HfT A A01 59"\ mPKfA 

nuiuu sapiens isxrvrt.v/1 j£* gene prouuoi ^iv4xvr\vi j^) > iiuvln/y 


"KTfi/f 014£61 


Wrvmn carnVnc TTTA A 01 40 trprif nroHnrt flf TA A0140^ m"RMA 

nomo sapiens Jvi/xfVviHv gene pruuuui ^ruA/\ui*tuj, iiiiviNrv. 


\ry 014777 

1N1YJ. If 14 / / / 


U nTnf | caniptic If TA A01 %% (TAiip nrnrlnrt ffifTA A01 mRMA 

numu Sapiens r%Ajr\j\\j loo gene pruLiuuL ^jvi/vtyu looj } imvLNrv 


vnvyf 014R1^ 

1N1V1 Ul*tOlJ 


nomo sapiens s\jj\j\\j loyj gene pruuuui \j\xt\r\\j i o\j j t niiviNrv 


NM 014755 

1N1Y1 KJLH/JO 


XJ/-\mr» edfiTf^nc ^TQnc/*i*i*r\tirtn!*l t*^ mi 1 q tr\v inf^rap^incr ixritli tViA 1^ tT -hfYvm r\ H otn 5< i n 7 
XiUiLiu sapiens uaiiSvi ipiiuuai lcguiaiui iiiiciauLiiig wim uiw jrxio'uxuijiiuuuiiiaiii ^ 

(TRIP-Br2) ) mRNA 


>JM 014678 
1N1V1_U InOZo 


xiomo sapiens gene prcuiuiCQ irom LJL'iN-rt. wim a Lumpicie cuumg sci^uenuc 

n^TAAOHO^ mT?MA 
^JVLrVrVU 1 1 \})y IIUxlNrV 


"MM 014R14 
1N1VI U l*rO l*r 


Wr»mn caniAnc TTTA A01 07 crr-nt* nmHiint nfTAA0107^ mPMA 

rioino sapiens is. lALrvu lu/ gene pruuuui ^rv^Lrvrvu l\j / j 9 iiussstx 


*MA/f 0147^7 


tTrt-mn canipnc VTA AO 107 frp»np» Tirr»f1iir»t /T^T A A 01 07"\ ml? XT A 

fiomo sapiens jvi/vtwiu^ gene prouuei ^xwjltvmuiuz^, iiiiviN/A. 


INIYI Oi*t/ Ov 


T-Trvmr* oar»iP*nc TTTA A 007^ <rp»n#» •nrrvrliift HiTTA A 007 fi^ rnUTVJ A 

nomo sapiens jvltv/wju /o gene pruuuui ^^j-r\-rvuv/ i\j) 9 imviNrv 


INIYI v1*tOOZ 


Wnmn cnni*»no ITTA AOO^"^ npnp TvrnHnr>t rRTT A AOO^^^ m"RMA 
flOmO Sapiens r%AJ\r\\J\JJO gene piUUUwl ^JVlrVrVvvJ 0 ) y lluSSSrx 


MM 014750 


TTriTYin QnnipriQ T^TA A0008 af*np nrnHnrt HifTA AOOOR^ mPTtfA 

JJLUIIIU SapiCIlS ^XrVrVvvV/O gCllC piUUUl/l \J\JLr\-t\\J\J\JQj t lllX\JL>/v 


"KTM 015684 

IN lVl__v 1 J U 0*t 


nuinu sapiens nuiuvviiunuiiai Air synuiase xeguiaiuiy vuiiipuuciii xauiux o 
CATPWi mRNA 

lii 11 TV y 9 1 ill. vl > /i. 


NM 014186 


Homo <ianien<; HSPC1 66 nrotein fHSPCl 66^ mRNA 


NM 014184 


Homo ^aniens HSPC1 63 nrotein rH55Pf!l 63^ mRNA 

j. lwiiiw oapiwiio iiui wivj pivtwixi ^iiji v> i v j j ^ uuuiA 


NM 014181 


Homo saniens HSPC 159 nrotein (HSPC 1 5 9} mRNA 


NM 014179 


Homo saniens HSPC 157 nrotein (HSPC 157} mRNA 


NM 014166 


Homo saniens HSPC 126 nrotein (HSPC126} mRNA 


NM 014155 


Homo saniens HSPC063 nrotein rHSPC063} mRNA 

JLJLV/111VJ OCl|y 1 V^llO X JLkJX Ks\JKJ*J ^Jl \J kvlll V,A 1 kj 1 V/V/V/-J J } 1 1 1 1X11x1 


NM 014038 


Homo saniens HSPC028 nrotein fHSPC0281 mRNA 


NM 014017 


Homo sapiens HSPC003 protein (HSPC003), mRNA 


NM 0140S3 


Homo saniens FT VPR nrotein fFT VCR ■ mRNA 

1 1U1 1 l^y oapitllO X J_f V N— 'IN. L/l U 1^/111 11 V V^XyJj 1 1 U\_L > A 


NA/T 015400 


Homo saniens DKF7PS86N0771 nrotein nDKF7PS86N079n mRNA 


MM 01558^ 


TTomo Qani^nQ r>K"F7PS86M069? nrotein ^^)1^F7PSR6M067?^ mT?MA 
nuinu sapiens LsJhJCJLix jouivjluvjz-z« piuicni ^i^xvrz^irjouivivuZrZ.y, niivi>i.rv 


MM 01^485 


numu sapiens JL/isxxOx juujvu^j proiein yijr^r^jr ov\ji\\J60j } iiix\j.n/\ 


MM 01404^ 


Wnmn canipnc TiTTFTP^Mni 7^ nrntein mKVTPIfx&Cl} 7^^ mPNA 

nomo sapiens JJjvrz^joHWiz.j proieui ^jL^xsj^z^LrjoHWi^j ^, iiii\j.n/\ 


MA/f 015^87 


nomo sapiens preimpianianon proiein o \r im/Ijj, mivLN/\ 


VTXyT 0140^6 
INJYL U14UjO 


nomo sapiens JLrtsjr jll j 04xvz 4 t / proicm ^j-^jvp zl-f j ohjs^h / mi\iN/\ 




nomo Sapiens puianve anKynn-repcai v^unianung proiein yujsjrz^r ovhu ivvjf 

niXvlNrV 


NM 015582 


Homo sapiens DKFZP564B147 protein (DKFZP564B147), mRNA 


MM 01<5A10 
INIYI UlJOlU 


Mnmn cn-nipnc fiVF7T>4^4Tl ^4 nrnfpin rni^F7P4^4T1 S£\ mPlSlA 
nomo sapiens LJjsjrzJr'rOHJ i proteiii \LJr^jr /-jt^ohj lo^t), mxviN/v 


NM 015590 


Homo sapiens DKFZP434F1735 protein (DKFZP434F1735), mRNA 


NM 015644 


Homo sapiens DKFZP434B103 protein (DKFZP434B103), mRNA 


NM 015396 


Homo sapiens DKFZP434A043 protein (DKFZP434A043), mRNA 


NM 014058 


Homo sapiens DESC1 protein (DESC1), mRNA 


NM 015680 


Homo sapiens hypothetical protein (CGI-57), mRNA 


NM 015379 


Homo sapiens brain protein 13 (BRI3), mRNA 


NM_014580 


Homo sapiens solute carrier family 2, (facilitated glucose transporter) member 8 
(SLC2A8), mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 
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niKJNA j 


NM 014313 


Homo sapiens small membrane protein 1 (SMP1), mRNA j 


JNJVL_Ui4zZy 


Homo sapiens solute earner family 6 (neurotransmitter transporter, GABA), | 
memoer 1 1 (dia^oai i mKiNA 


JNM 


Homo sapiens schwannomin interacting protein 1 (SCHIP1), mRNA 


JNM_U 1 44UZ 


Homo sapiens low molecular mass ubiquinone-binding protein (9.5kD) (QP-C), 

IT1KINA I 


JNJYi_U14j:7H 


nomo sapiens growin normone lnaucioie iransmemDrane protein ^vjxiiimj, 

mPNA 


NM 014225 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 

fs^ alnha ieftfnrm /PPP7P 1 A^ mPNA 

oj ), aipna lsoionn \rrr zkiaj, mKJN a 


MM 014407 

INlYi \J iHHy f 


nomo sapiens nuclear protein ^inf zzuj, imviN a 


NM_014399 


Homo sapiens tetraspan NET-6 protein (NET-6), mRNA 1 


"WTV/f 01AR8Q 


Homo sapiens metallopro tease 1 (pitrilysin family) (MP1), mRNA | 


JN1VL U1*W>4 


nomo sapiens moiyDuenum coiactor syntnesis j (muloj ), mjtuN a \ 


NM 014447 


Homo sapiens arfaptin 1 (HSU52521), mRNA 


JNM 


xiomo sapiens l JNr-maucea protem (vjUz-1), mKNA 


XTTVif AI AAHQ 
JNJVMJ 144/0 


Homo sapiens calcitonin gene-related peptide-receptor component protein 
(CGRP-RCP),mRNA 


XTAyT AI AAQ1 
INM U1445Z 


Homo sapiens bone morpnogenetic protem 1U (oMJrlu), mKJN A 


xnv>f ai /i/i*7/i 
JNM__U 144/4 


Homo sapiens acid sphingomyelinase-like phosphodiesterase (ASML3B), 

tyiPXT A 
mivLNA 


vnvyf Ai/MCft 
JNJYL U1440U 


Homo sapiens zinc finger protein (AF020591), mRNA 


NN/f 01/K7£ 


xiomo sapiens Apooec-i compiemenxanon iacxor, ArU-bxiv^-i stimulating 
proiein ^rvv^r ) y tsusjsj\ 


NM" 0OSRR4 


xiomo sapiens pzi^ujsjNiAj-acuvaiea Kinase h- ^jt AJv^t ), nuvXNA 


NM 013434 


nomo sapiens caisennm, presemim Duiumg proiem, nr nana iranscnpnon iactor 
/TSFNi mRNA 


NM 012446 


TTrtmr* cnTiipnc cithtIp— cfr?»nH^/1 T*J"KIA ViiTi/^incr trrrtf^in 7 ( ^ Ql-iP7 ^ -mP^TA 
noiilU oapiCJUa oUlglC-oUaliUCU XJVUX UlIHUIig prOLClli ^ouDrZj, IIUVlN/\ 


NM 01 


Wattia cnnipnc r*ntntivp riT^Amipl^Qc** 1 1 1 fPMA^nH^T ^ mPNA 
X1A/U1U oapiCliO pUUXUVv llUUllUvlvaoC 11 1 \j\±yf\iDE/JLjjy IIU\_LN/\ 


NM 01334Q 


xiomo 2>apicii5 acLicLcu proicixi vi unjuiowu luncuon ur inr\XN/\ 


NM 013373 


TTAmrt CQT^ipnc crvr+infr ni»vir» 1 1 ( Q"\.VY^ 1 1\ tnU\JA 

xiomo oapiciio oonmg ncAin 1 1 ^oin^v i i) 9 rniviM/\ 


NM_013388 


Homo sapiens prolactin regulatory element binding (PREB), mRNA 


NM 01337ft 


riomo sapiens pyiroime j-carDOxyiaxereouciase isoiorm ^jtjL/Ixzj, mtuNA 


MM 013370 


xiomo sapiens pregnancy-maucea growin lnmDitor ^vjjvLjoj, mKJN a 


"MA/T 01777'7 
INJV1 U1JZ// 


xiomo sapiens Kac 01 rase aenvanng protein 1 ^KA^vrAr ij 5 mxuNA 


JN1VL UIjZoj 


xiomo sapiens nucleolar urirase vxIUJylauajn ii^jj, mxuNA 


nm nnion 

JN1VI UlJ^ZU 


xiomo sapiens nost ceil iactor / ^xicr-zj, mKJN a 


xnvyf 01 HOI 


Homo sapiens dimethylglycine dehydrogenase precursor (DMGDH), mRNA 


INM UIJ/JJ 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 




riomo sapiens uoiicnyi-r-LrJc.Many\jrlclN Ac^-rr-aoiicnyigiucosyitransterase 


NM 004170 
JN1V1 Uv4IZv 


xiomo sapiens guanyiaie omamg protem z, intericron-inuuci Die ^vjxjJtZJj uikina 


NM 005690 


Homo saniens dvnamin 1 -like fnNA/T1T,^ transcrint variant 3 nVRNA 


NM 012063 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 2, mRNA 


NM 012470 


Homo sapiens transportin-SR (TRN-SR), mRNA 


NM 012252 


Homo sapiens transcription factor EC (TFEC), mRNA 


NM 012250 


Homo sapiens related RAS viral (r-ras) oncogene homolog 2 (RRAS2), mRNA 


NM 012249 


Homo sapiens ras-like protein (TC10), mRNA 


NM 012388 


Homo sapiens pallidin homolog (mouse) (PLDN), mRNA 


NM 012322 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM5), mRNA 


NM 012316 


Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA 
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NM 012189 


Homo sapiens fibrousheathin II (FSP-2), mRNA 


nm M9ori 


Homo <?anien<? FI I -RFT ATFD RNA POLYMERASE II ELONGATION 
FACTOR CELL2) mRNA 


NM 003996 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
fGPX5i transcrint variant 2 mRNA 

yVJX /VJ J 5 UCUXoVXXL/b V 0110X11 lllXVL^IXx. 


NM 005260 


Homo sapiens growth differentiation factor 9 (GDF9), mRNA 


NM_007352 


Homo sapiens elastase 3B, pancreatic (ELA3B), mRNA 


iNiVx vUOOoj 


TJrtmn eanipnc nrnlinp rirVi ^ f PR OT ^ i mRNA 

nomo sapiens prumic nun j \r jvvIj j iixi\i>/i. 


NM_007357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


XNiYL UU'fljj 


TJnrnn canipne V\f*r\air\n\rtf* nilplpar fiapt/Yr A CTJimtTin ^HNF4G^ mRNA 
JtlOmO sapiens ncpalUl/yiC nUwCai iaVlAJI *t, galllllia ^AjLx>jr*TVJ^, ixix\j.>r\. 


xnv/f noii/i/i 

xNJVL_UU J l*t*f 


ilOmO Sapiens Signal oCCJUenLC rcLCpiUr, aipila ^UaixMULfUll~ao&VUiaiCU piutcin 

alpha) (SSR1), mRNA 


JN1VL_UU/ 


TJriTvti-* canimc \A A ninth Arc a train cf /1pr»anpntfln1poiP linmnlnor frVrnQrvnVnlfl I 

xiorno sapiens ivl/\l/, mumers against ucwapcuiapicgi^ iiuinuiug ^jL/iuaupuua^ 

in ti*ra n tin a nrnfpin rf»r pntnr n rti va ti nn an rVi nr fM A DHTP l Iran <5Cri Tit Van ant 1 
UllCIaOlUlg piUlClxx, iCL/CjJlUl aVUvallUli aiiuiiui \ivjj~vi_yxjju. uaiioviiLJt vaxiaui x, 

mRNA 
llliviN/\ 


xNJyi_UU / jZj 


Unmn canipno. M^AFi mntfiprQ ncrainQt rlp-ranpntflnlpoic homolop rDT05?Ofjril1a) 
intpTflptino nrotpin rprpntnr flprivntinn nnnVior fMADHTP^ transcrint variant 2 
mRNA i 


X^IXVX v/V/J lUi. 


1-Tnmo ^aniens angiotensin recentor-like 2 TAGTRL2^ mRNA 


NM 005501 


Homo saniens inteBrin aloha 3 (antigen CD49C aloha 3 subunit of VLA-3 
receptor) (ITGA3), transcript variant b, mRNA 


NM 007144 

X 1XYJ. W / X ■ ■ 


Homo sapiens zinc finger protein 144 (Mel- 18) (ZNF144), mRNA 


NM 007286 


Homo sapiens synaptopodin (KIAA1029), mRNA 


NM 007199 


Homo saniens interleukin-1 recentor-associated kinase M fIRAK-M), mRNA 


NM 007283 


Homo sapiens monoglyceride lipase (MGLL), mRNA 


NM 007241 


Romn «?anien<i FAP30 subunit of ELL comolex rEAP30 > i mRNA 


"MM 007212 


Homo ^aniens rinc finder orotein 2 rRNF2^ mRNA 

XAW1J.1V/ oapiwiio X XXXg XlXXgwX |/iUWlll 11 /) 


NM 007236 


Homo saniens calcium binding Drotein P22 fCHP^ mRNA 


NM 007063 


Homo sapiens vascular Rab-GAP/TBC^ontaining (VRP), mRNA 


NM 007097 


Wr*mn cnnipnQ frinniQomprfl^p ^DNA^ TT binding nrotPin fTOPBPl^ mRNA 

XHJlllU OdpiCiLo LLf pUXd Vlllwl UOV yLJl 1 A J XX UllXlXXXlg L^IV/IA^XXX ^1 VI XJX X y } llUvllil 


NM OOfiO^R 


Homo sapiens small nuclear ribonucleoprotein Dl polypeptide (16kD) 
(SNRPD1), mRNA 


NM 006937 

1>JLVA \J\J\JJ J f 


Homo sapiens SMT3 suppressor of mif two 3 homolog 2 (yeast) (SMT3H2), 
mRNA * ! 


NM 007029 


Homo sapiens statiimin-like 2 (STMN2), mRNA 


NM 007042 


Homo sapiens ribonuclease P (14kD) (RPP14), mRNA 


NM 006Q07 


Homo sapiens pyrroline-5-carboxylate reductase 1 (PYCR1), nuclear gene 
encoding mitochondrial protein, mRNA 


XTM 00705Q 
iNlYl UU/Uj!7 


Homo sapiens kaptin (actin binding protein) ( 


KPTN), mRNA 


XTMT 0070^0 


Homo sapiens HRAS-like suppressor 3 (HRASLS3), mRNA 


JN1V1 UUOoSO 


Homo sapiens histamine N-methyltransferase 


!i:i{i»iiRHHHH 


"MTV/T 007H71 
JNIYI UU/U/1 


Homo sapiens HERV-H LTR-associating 3 (HHLA3), mRNA 


NM 007067 

X 1 1T1 \J\J 1 \J\JI 


Homo sapiens histone acetyltransferase (HBOA), mRNA ! 


NM_007006 


Homo sapiens cleavage and polyadenylation specific factor 5, 25 kD subunit 
(CPSF5), mRNA 


NM_007053 


Homo sapiens natural killer cell receptor, immunoglobulin superfamily member 
(BY55), mRNA 


NM 006754 


Homo sapiens synaptophysin-like protein (SYPL), mRNA 


NM 006802 


Homo sapiens splicing factor 3 a, subunit 3, 60kD (SF3A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


NM 006834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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NM 006875 


Homo saoiens nim-2 oncogene CPTM2) mRNA 


NM 006810 


Homo saoiens for nrotein disulfide isomerase-related rPDTR i mRNA 

.A.XA/XXXV/ ilupiullO XVSX plUlwlU UiuUIilUw lOVlllvIiUW 1 VlUlvU ^X X-/ XX. v ^ , XX XX. Vl 1 il 


NM 003609 


Homo saoiens HTRA interacting nrotein 3 fHTRIP3^ mRNA 


NM 006820 


Homo sapiens chromosome 1 open reading frame 29 (Clorf29), mRNA 


NM 006848 

XllYX \J\J\J\J~\1 


Hnmo saniens hpnatitis Helta anncrpii-intpractinp nrotpin A fl"Y^PA^ nVR^A 


NM 006876 


Homo saniens T rDP-TrlcNAr'hPtaOal Vieta-1 ^-N-acptv1{x1iiPo^flminv1iTflTiQfpra*5e 
iiuiuu ool^ivjujO vjiyi "Ajivii^kvtt/vuavjai Uvio*ijj xi av/vL^igiu^uoajj.uixyiucuxoiwiciow 

6(B3GNT61 mRNA 


NM 006653 


Homo saoiens sue 1 -associated neurotrophic factor target 2 fFCTFR sipnallin? 
adaptor) (SNT-2), mRNA 


NM_ 006638 


Homo sapiens ribonuclease P, 40kD subunit (RPP40), mRNA 


NM 004163 


Homo saoiens RAB27B member RAS oncogene familv fRAB27B^ mRNA 


NM 006713 


Homo sapiens activated RNA polymerase II transcription cofactor 4 (PC4), 
rnRNA 


NM 006601 


Homo sapiens unactive progesterone receptor, 23 kD (P23), mRNA 


NM 006675 


Homo saoiens tetrasoan transmembrane 4 suner familv fNRT-S'V mRNA 


NM 006501 


Homo saoiens mvelin-associated olieodendroevte basic nrotein fMOBP^ mRNA 

AAVWlw UUL/1VUU 111 T Willi ikJOwvlUtWU vlJ^vUVllUl Wj IV vUOlv ^1 Vtvlll yAYJL\_/JL^JL y j ii.U\l 11 L 


NM 006612 


Homo sapiens kinesin family member 1C (KIF1C), mRNA 


NM 006567 


Homo saniens TjhPnvlfllaninp-fRNA svnthptaQP fRARSI^ niiplpar apnp pnpndina 

±±\JL±i\j ^a^JL^Lxo jJiivixjr laiaimi^ txviiix. ojr iiLJJ.t'laot' ^1 nxw 1 ' t ilUUltal gGliC di^umil^ 

mitochondrial nrotein mRNA 


NM 006594 


Homo saniens adantor-rplatpn" nrotpin porrmlpy A V»pfa 1 snVinnit f AP4.R1^ 

mRNA 


NM 006621 


Homo saniens S-adpnosvllinmorvstpinp VivHrnlasp-lilrp 1 f AWf^YT 1^ mT?7sIA 

AXWlllVJ dtxjJlt/llo U aUHlUO j 111U1111/V j O lljr Ul UiAoC lllvG 1 ^xVXx.V/' X JO * / j lllXvl 1 x\ 


NM 006472 


Homo saniens fhiorednxin interacting nrotpin rT^TNlP^ rnRNA 


NM 006388 


Homo sapiens HIV-1 Tat interactive protein, 60 kD (HTATIP), mRNA 


NM 006281 


WnTTin QaniPTiQ QP - rinp/tliTPr»Tii , np Vinncp ^ST"T70fl Vmmnlrvrr \fA!lc+^ f^l' I 
xiuiuu do^iwiio avlJUiw UuvUlUilv Ivlilaov J ^Olidiibv liUIUUlUgy yCaov^ ^Olxvj^ 

mRNA 


NM 006401 


Homo saoiens acidic nrotein rich in leucines (SSP2QA mRNA 

llVlllu UU|/1V11W UViWlv yi VVVlll JL 1V11 Ha IvUvlllvO ^WwA ^ ^ J} £ 1 1 il 


NM 006425 


Homo saoiens steo 11 solicini? factor SLXJ7 fST.IIT^ mRNA 


NM 006359 


Homo saoiens solute canier familv 9 ( sodium/hvdroeen exchanger^ isoform 6 
(SLC9A6), mRNA 


NM 006328 


Homo sapiens RNA binding motif protein 14 (RBM14), mRNA 


NM_006466 


Homo saniens nolvmerase fRNA'i HI (DNA directed^ oolvoeotide F (39 kD^ 
(POLR3F), mRNA 


NM 006467 


Homo saoiens oolvmerase fRNA") HI (DNA directed") (32kEfi fRPC32'i mRNA 


NM 006397 


Homo sapiens ribonuclease HI, large subunit (RNASEHI), mRNA 


NM 006443 


Homo saniens nutative c-Mvc-resnonsive fRf*!T^ mRNA 

X XVU1V QUpiVllW yUVWUTV V XT*.jTW IVuyUUulIV ^IvvJj ^ X XXJL XX i *V 


NM 006390 


Homo saniens RAN bindine nrotein 8 fRANBPfft mRNA 

Axwiiiu jupiwiio iu ui lvxv/i>wxxx u ^xvruixvi vJ Jj XlxXVX i n 


NM 006256 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 


NM 006254 


Homo ^anien<! nrotpin Winamp C Helta fPR JC PTA mPWA 


NM 006229 


Homo <»anipnQ nanrrpafif lina^p-rplated nrotptn 1 rPMT TPT? P 1 ^ mT?"MA 


NM_006319 


Homo sapiens CDP-diacylglycerol-inositol 3-phosphatidyltransferase 

^nhoRnhatiHvlmnQitol cvI^thflQp^ ^PnTPT^ mP TMA 




nomo sapiens pnospnoinosiuueo -Kinase, catalytic, oeta poiypepuue ^JriK.j^o^, 
mRNA 


NM 006346 


Homo sapiens progesterone-induced blocking factor 1 (PEBF1), mRNA 


NM_006473 


Homo sapiens TAF6-like RNA polymerase E, p300/CBP-associated factor 
(PCxAF)-associated factor, 65 kD (TAF6X), mRNA 


NM 006396 


Homo sapiens Sjogren's syndrome/scleroderma autoantigen 1 (SSSCA1), mRNA 


NM_006428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAAT1), mRNA 


NM 006475 


Homo sapiens osteoblast specific factor 2 (fasciclin I-like) (OSF-2), mRNA 


NM 006392 


Homo sapiens nucleolar protein 5A (56kD with KKE/D repeat) (N0L5A), 
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mRNA 


NM_006417 


Homo sapiens interferon-induced, hepatitis C-associated microtubular aggregate 
protein (44kD) (MTAP44), mRNA 


NM 006405 


Homo sapiens transmembrane 9 superfamily member 1 (TM9SF1), mRNA 


NM 006471 


Homo saoiens mvosin lieht DolvneDtide reenlatorv, non-sarcomeric (20kD / 
(MLCB), mRNA 


NM 006152 


Homo sapiens lymphoid-restricted membrane protein (LRMP), mRNA 


NM 006460 


Homo sapiens HMBA-inducible (HIS1), mRNA 


NM 006365 


Homo sapiens transcriptional activator of the c-fos promoter (CROC4), mRNA 


NM 006135 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 1 
(CAPZA1), mRNA 


NM 006086 


Homo sapiens tubulin, beta, 4 (TUBB4), mRNA 


NM 005761 


Homo sapiens plexin CI (PLXNC1), mRNA 


NM 005724 


Homo sapiens tetraspan 3 (TSPAN-3), mRNA 


NM 005646 


Homo sapiens TAR (HIV) RNA binding protein 1 (TARBP1), mRNA 


NM 005819 


Homo sapiens syntaxin 6 (STX6), mRNA 


NM 005866 


Homo sapiens sigma receptor (SR31747 binding protein 1) (SR-BP1), mRNA 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 


NM_005626 


Homo sapiens splicing factor, arginine/serine-rich 4 (SFRS4), mRNA 


NM 005770 


Homo ^aniens small FDRTC-rich factoT 2 f SFRF2 1 mRNA 

±1.\JLL1\J oapil/lla olllClll L< LXXV1V 11V11 lOA/lAXl £t \L}±-i±\-L £*Jy iXlXVI^lxT. 


NM 

1NJ.YX VUJOvJ 


T47vmo ^aniens nrotea<:orne-a<iQOpiated nadl homoloer fPOTTI i rrYRT^A 
xxuiiiu oapi^iio pujivoovxixit aoouvicuvu paui hvjiiuji ^x v/in j s xiixvLi-rx 


NM_005746 


Homo sapiens pre-B-cell colony-enhancing factor (PBEF), mRNA 


NM 005R69 

IilYX UVJOU7 


TTnmn canipnc c< a Tri1ncrir , ii11v dpfiripd pnlon fanppr nntifTpn 10 fST^Of A01 0i\ 
xxKJiiiXJ oapiviio ovUJivgi^/aiijr vivxuicu wuivii waiivvi an ug,t>ii i\j ^oj-/\-'v^r\.vj iv^j 

mRNA 


NM 005787 


Homo saniens Not56 (T) melanopaster)-Hlce "nrotein rNOT5fiL,^ mRNA 


NM 005792 


Homo sapiens M-phase phosphoprotein 6 (MPHOSPH6), mRNA 


NM 005693 


Homo saniens nuclear reeentor Quhfa.mil v 1 oroirn W member "\ fMR1TT3i 

XXVJ111U OOJJIVIIO 11UV1VC11 iVvbyVUl OUUXCUXllljr 1, J^IWUJJ XX, HlWllL/V-'l J \i.^I\.lXX*J Jy 

mRNA 


NM 005799 


T-Tomo 9anteri9 PD7 domain nrotpin fDrosonhila inaD-like i fTNATTT ^ nYRNA 

XXV/1IXU Otl^Jlwlo X X^Z-j vlv/lll£llll U/l W Us 111 \L^L \JO\jyJlLllCL U1CIX>/ lllvw J \X1 1 CxA-f i-i J , IIUAJ. i/V 


NM_005713 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 

ft"YjT4ATRPi rransrrint variant 1 rrTRNA 


NM 005878 


Homo sapiens trinucleotide repeat containing 3 (TNRC3), mRNA 


1N1VJ. wJO/J 


xlUXIlU odpiCIlb uoxxMaUUIl laUlur bull IlUlIlUlUg \ \J\^A\Jj 9 IIUVL>/\ 


NM_005838 


Homo sapiens glycine-N-acyltransferase (GLYAT), nuclear gene encoding 

UUlUL-IlUIlUIlcU piUlCUl, IIJLtvL i /\ 


NM_005754 


Homo sapiens Ras-GTPase-activating protein SH3 -domain-binding protein 

/f.lRpA mRNA 
^VJjx5x )■) Hlxvl>/\ 


NM_005764 


Homo sapiens epithelial protein up-regulated in carcinoma, membrane associated 


NM_005694 


Homo sapiens COX17 homolog, cytochrome c oxidase assembly protein (yeast) 
^v^u.Ai / ) y nuciear gene encoding mitocnonoriai proiem, mruN a 


NM_005506 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
recepiorj-iiKe z ^lysosomal integral memorane proxem uj ^lxoojlzj, mruN/\ 


NM 005881 


Womo ^aniens branrhed c Viain alnha-Vetoan'd dehvdroffenase Innate fRfTCDTC i 

mRNA 


NM 005718 


Homo sapiens actin related protein 2/3 complex, subunit 4 (20 kD) (ARPC4), 
mRNA 


NMJ)05717 


Homo sapiens actin related protein 2/3 complex, subunit 5(16 kD) (ARPC5), 
mRNA 


NMJ)05829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NM 005814 


Homo sapiens glycoprotein A33 (transmembrane) (GPA33), mRNA 
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NM 005406 

"lYJ. UW«/TVW 


Homo saniprK Rho-a<?^opiatpH pnilpH-rnil rontainTno rvrotpm krnaQP 1 fROf"!l<rii 
x±\Jtii\j oayissiio xviivj aoov/waLvu, vUUvu vUli i>L/nuiiiinig piuit/iii j\h loot/ i ^xv vy v_/xv a j } 

mRNA 


NM 005399 


Homo saniprK Tvrotpm kinasp AMP-aprivatpH hpta 9 nnTi-patalvlip. ^iiViimit 
(PRKAB2), mRNA 


NM 005396 


Homo ^aniens nanprpatin linaQP-Tplatpd Tvrotpin 9 fPNT TPPP9 1 nYRNA 

X XVJlllW odplVlXO poilWlvuLlv IljJCLot' l&la\Xs\X [J1U It'll! ^X 1>X->XX X\JT««J, 1 111VJ. i A 


NM 005489 


PTnmo QanipnQ SR9 Hnmain^nritairiTna f^H^Tj^P^ nVRNA 
xxuxiiu oaL/iwio oxxxr uuiij^ui^uiiiaiiiixig jo ^oxiz.xy j ^, iiixvi^xi. 


NM 005479 


TTomo sameii^ freniieritlvTearrariopH in afivanppH T-ppII IvmnnAma*? ( H"K ATI i 
xxvinu oaLyi^iio i vouch ig^u 111 auvcuiv&u i ^/wi lyiiipiiviiitio ^x xvrx x 1 

mRNA 


NM 005154 


Homo sapiens ubiquitin specific protease 8 (USP8), mRNA 


NM 005066 


TTomo Qanipnc ctVIi'pitio fartrvr nrfilrnp/oliitnTYiinp n'pfi ( Tv^l^mvrrirmVlinp trapt 
xxuiuu oa^jiwia opiivmg lavuji pivjiuiwgiuuiiiiiii^ null yjAJiy pyi iiixiuiiic uai>i 

binding protein associated) (SFPQ), mRNA 


NM 005123 


Homo ^anipn<! rvnplpar rpppntor snbfanrvilv 1 omim TT mpmVipr A fNP 1 TJ4^ 

XXV/1UV/ Oopi^/llo 11UV1VCU 1VVVLJIVJ1 OUUlCUlIiljr ty glUUp XX, ILLClLLUd *T ^1 iXV 1 X1*T 

mRNA 


NM 005046 


Homo saoiens lcallikrein 7 fchvmotrvntic stratum cornenmi fiCT K7^ mRNA 


NM 005030 


Homo saoiens oolo-like kinase rDrosoohila ) fPLK i mRNA 


NM 005014 


Homo sapiens osteomodulin (OMD), mRNA 


NM 005003 


Homo saoiens NADH dehydrogenase fuhiouinonei 1 alnha/heta ^ibcomnlpx 1 
(8kD, SDAP) (NDUFAB1), mRNA 


NM 004941 


Homo saoiens DEAD/H TAsn-Glu-Ala-Asn/Hisi box nolvnentide 8 (RNA 
helicase) (DDX8), mRNA 


NM 004205 


Homo saoiens ubioiiilin Rnppifip nrotpa^p 9 fTTSP9^ mPNA 


NM_004818 


Homo sapiens prp28, U5 snRNP 100 kd protein (U5-100K), mRNA 


NM 004275 

X^CIYX yJyJ^TJL f J 


PTomo Qarn'priQ TPF-nrnYimnl nmtpin m?PP^ mPTsJ A 
xxuiiiir aapiviia xixx ~pi\JAxiiiai piuiciii ^ixvrx j 9 iiLi\±y£\ 


NM 004272 


Homo sapiens Homer, neuronal immediate early gene, IB (SYN47), mRNA 


NM 004177 


Homo sapiens syntaxin 3 A (STX3A), mRNA 


NM 004710 


rtomo sapiens splicing iactor, argimne/serine-ncn z, mxeracimg protem 

rSFP^9TPi mPNA 


NM 004175 


TTaitia cnr\ipnc email thip1#»qt TiV*fM , mr»1*»rtT\rrt+/ i i'n T*)^ r»rtl^rr\*>r\+i/1<a ^1QlrP\^ 

xxuuiu oapiciio oiiiaii nut/icdx iiuuiiuoicoproicin l/j poiypcpuQc ^loKUJ 
rSNRPDl^ mRNA 


NM 004592 


TTomo Qanipn<j qtiIipitiO' faptnr flrcrininpAjprinp-ripli fi rcimr>rpccnr_r»f!_w/ , Tiit^ onrir>nf 

xxvuiv oaiyit'liD OLyllvJXlg XdV/lVl, ill gllXlUw ovi U1C 1 lwil O loUUUlCooUl , ^l"WllllC~dpilvUl 

bomolog, Drosophila) (SFRS8), mRNA 


NM 004799 


TTomo QflttlPTlQ A/f ATj mntliprQ ao^iinct ^pranpntQ-nlpoin VinTnr\1r»rr nThr%c/\T\ln'i1o^ 
xxuiiivj oapiLiio ivxrvLy, iiiuuicio agcuiist uc^/auciiiaUlvglU IIUIIIUIUK I LT UoUpillla ) 

interacting protein, receptor activation anchor (MADHIP), transcript variant 3, 
mRNA 


NM 004875 


Homo saoiens RNA uolvmerase T subimit fRPA40 1 mRNA 


NM_004292 


Homo sapiens ras inhibitor (RIN1), mRNA 


NM 004815 


Homo <;ameiT; PTPL1 -associated RbnG A P 1 fPA'RG^ rrTRNA 

xiv^iiiw oaLJiwiio xxx J-f i aoouuiai^u. rvi lkj vj xvx l ^x mvui iiixvi n a 


NM 004772 


Homo sapiens P31 1 protein (P31 1), mRNA 


nm ooas^i 


xiomo sapiens in/uvji Qenyurogenase ^UDiquinonej re-o proiein o \ioYiiJ) 
(NADH-coenzyme Q reductase) (NDUFS6), mRNA 


N1M OOxt^AQ 


xiomo sapiens iN/vuxt uenyarogenase ^uDiqumone; i, suDCompiex unKnown, L 


NM 004971 


riomo sapiens ivjju-i, x\x i \jj -associaieQ ^ivuu- 1 j, mivXN a 


NMJ)04672 


Homo saoiens mitocen-activated nrotein kinase kinase kinase 6 fMAP3K6"i 
mRNA 


NM 004828 


Homo sapiens lymphocyte antigen 95 (activating NK-receptor; NK-p44) (LY95), 
mRNA 


NM_004735 


Homo sapiens leucine rich repeat (in FLU) interacting protein 1 (LRRFIP1), 
mRNA 


NM 004811 


Homo sapiens leupaxin (LPXN), mRNA 


NM 004522 


Homo sapiens kinesin family member 5C (KIF5C), mRNA 


NM 004905 


Homo sapiens anti-oxidant protein 2 (non-selenium glutathione peroxidase, 
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acidic calcium-independent phospholipase A2) (KIAA0106), mRNA 


NM 004770 


Homo sapiens potassium voltaee-ffated channel Shab-relateH suhfamilv mp-mh^r 
2(KCNB2),mRNA 


NM 004848 


Homo sapiens basement membrane-induced gene (ICB-1), mRNA 


NM 004763 


Homo sapiens integrin cvtoolasmic domain-associated nrotein 1 fTPAP-1 A^ 
transcript variant 1, mRNA 


NM 004814 


Homo sapiens U5 snRNP-specific 40 kDa protein (hPrp8-binding) (HPRP8BP), 
mRNA 


NM 004839 


Homo sapiens Homer, neuronal immediate early gene, 2 (HOMER-2B), mRNA 


NM 004684 


Homo sapiens SPARC-like 1 (mast9, hevin) (SPARCL1), mRNA 


NM_004832 


Homo sapiens glutathione-S-transferase like; glutathione transferase omega 
(GSTTLp28), mRNA 


NM 004486 


Homo sapiens golgi autoantigen, golgin subfamily a, 2 (GOLGA2), mRNA 


NM 004125 


Homo sapiens guanine nucleotide bindine nrotein 10 fGNGI 0^ mRNA 


NMJMM483 


Homo sapiens glycine cleavage system nrotein H (aminomethvl carrier^ (GPST-n 
mRNA 


NM 004767 


Homo sapiens endothelin type b receptor-like protein 2 fETfB^R-LP-^ mRNA 


NM 004440 


Homo sapiens EphA7 (EPHA7), mRNA 


NMJ)04757 


Homo sapiens small inducible cvtokine subfamilv V member 1 fenHntrtelinl 
monocyte-activating) (SCYE1), mRNA 


NM_004427 


Homo sapiens early development regulator 2 (rjolvhomeotic 2 homnlofri fRT)R?^ 
mRNA 


NM 004422 


Homo sapiens dishevelled, dsh homoloe 2 (Drosonhila^ fDVI^ mRNA 


NM 004416 


Homo sapiens deltex homolog 1 (Drosophila) (DTX1), mRNA 


NM 004073 


Homo sapiens cytokine-inducible kinase (CNK), mRNA 


NM_004365 


Homo sapiens centrin, EF-hand protein. 3 CCDC3 1 homoloe veasrt (OFTN'n 
mRNA 


NM 004680 


Homo sapiens chromodomain protein, Y chromosome, 1 (CDY1), mRNA 


NM 004291 


Homo sapiens cocaine- and amohetamine-reeulated transcrint (CARTi mPNA 


NM_004330 


Homo sapiens BCL2/adenovirus E1B 19kD interacting nrotein 2 fBNIP^ 
mRNA 


NM 004024 


Homo sapiens activating transcrintion factor 3 (ATF^ mRNA 


NM 001177 


Homo sapiens ADP-ribosylation factor-like 1 (ARL1), mRNA 


NM 001545 


Homo sapiens immature colon carcinoma transcript 1 (ICT1), mRNA 


NM 001533 


Homo sapiens heterogeneous nuclear ribonucleoprotein L (HNRPL), mRNA 


NM_001509 


Homo sapiens glutathione peroxidase 5 feoididvmal androgen-related nrnteirA 
(GPX5), transcript variant 1, mRNA 


NM_001349 


Homo sapiens aspartyl-tRNA synthetase (DARS), mRNA 


NM_001329 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 1, 
mRNA 


NM 000082 


Homo sapiens Cockayne syndrome 1 (classical) (CKN1), mRNA 


NM 001277 


Homo sapiens choline kinase (CHK), mRNA 


NM 001087 


Homo sapiens angio-associated, migratory cell protein (AAMP), mRNA 


NM 003999 


Homo sapiens oncostatin M receptor (OSMR), mRNA 


NM 003904 


Homo sapiens zinc finger protein 259 (ZNF259), mRNA 


NM 003385 


Homo sapiens visinin-like 1 (VSNL1), mRNA 


NMJ)03348 


Homo sapiens ubiquitm-conjugating enzyme E2N (UBC13 homolog, yeast) 
(UBE2N), mRNA 


NM_003341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog, yeast) 
(UBE2E1), mRNA 


NM 003339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast) 
(UBE2D2), mRNA 
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NM 003115 

luU www 1 i>/ 


Homo saniens UDP-N-actevlfflucosairdneDvroDhosDhowlase 1 flJAPl^ mRNA 


NM 003305 


Homo saniens transient recentor notential cation channel, subfamilv C member 
3 (TRPC3), mRNA 


NM 003596 


Homo sapiens tyrosylprotein sulfotransferase 1 (TPST1), mRNA 


MM 003747 


Homo saniens tankvrase TRF 1 -interacting ankvrin-related ADP-ribose 
polymerase (TNKS), mRNA 


NM 003569 


Homo sapiens syntaxin 7 (STX7), mRNA 


NM 003164 


Homo sapiens syntaxin 5A (STX5A), mRNA 


MM 003764 


Homo sapiens syntaxin 1 1 (STX1 1), mRNA 


NM 003133 


Homo saniens signal recognition narticle 9kD fSRP9^ mRNA 

Axyjxiiyj ou^/iviio oi^luu iwvugiiiuuii ptu iiviv s\x*s ^wx\a / ? jul vjl ^ a x 


NM 003136 


Homo sapiens signal recognition particle 54kD (SRP54), mRNA 


NM 003131 

XlXYX VV/J 1 J 1 


Homo sanipns serum resnonse factor fc-fbs serum resnonse element-bindinp 
transcription factor) (SRF), mRNA 


NM 00^795 


Unmn sanipns sorrinc npYin 3 fSN"5C?^ rnRNA 

XlUXllv OCtpifclXo Ovi IXXXg XX^/VXXX J ^(Jli/w ^ j 1 X A 


NM 003096 


Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPG), mRNA 


IN1YA UUjv7j 


xiomu odpicxio oiiiaii iiuciCcu riuuuuoicupxuivxxi puiypcpuuc v^/ ^oiiivrv^y, iiumm/x 


1N1V1__UUj u o u 


riumo 0 dpi cub opiLiii^uiiiyciiii puuspnouiCDicraoc z, ncuudx iiiciriDrane ^neuiidi 

snbinfrnmvplinaspl ^SMPD9^ mRNA 
opxxxxxgL/xxiy tixxxaovy yijivxx j, iui\±ys\ 


NM_003059 


Homo sapiens solute carrier family 22 (organic cation transporter), member 4 

^uJL^Z/^A^ Jj XXXXvlN-tY 


NM_003033 


Homo sapiens sialyltransferase 4A (beta-galactosidase alpha-2,3- 

sialvtransfprasp^ TSTAT4A^ mRNA 

jiaiy u. axxoxtx dot;y ^oirv x y } xxxxvi 




UrtTTin cnnipnc riKr\cr\mn1 wntpin Irinacf* 70VT) "nn1\m#*TTh Hf> 9 fUPS^Tif R9"\ 
xxuxxiu oapicixo ixuu&uiixai pxLUGxix uu Jviiiaoc, / viVLV, puxypcpuiiic ^ ^JxrouiVD^y, 

mRNA 


NM 003729 


Homo sapiens RTC domain containing 1 (RTCD1), mRNA 


t<tm nn?Q^7 




1 1 IVl UUJO V*T 


UrtTTin cnnipnc TPf*pntfxr CV^h'M S1"P"\ -i n \f*rc\ ntt n o cpnTiP-tVirpnTiiTiP Vinnci* 1 
rXUlilU aapivilo IC^/vpLUI ^XiiJL JXOX y~UllCla.UUu.lg OCX UiCtlU CUlliilC JVlXiaoC X 

rRIPKl'l mRNA 


NM 002898 


Homo saniens RNA bindine motif single stranded interacting rjrotein 2 
(RBMS2), mRNA 


NM 002886 

J. 1 J.VX UULUUU 


Homo saniens RAP2B member of RAS oncogene familv fRAP2TVl mRNA 


NM 003953 


Homo sapiens myelin protein zero-like 1 (MPZL1), mRNA 


NM 002809 

X>XVX. yy/AOv7 


Homo saniens nrotpasomp /'nrosomp macronain^ snbiinit nnn-ATPnsp ^ 

(PSMD3), mRNA 


NM 002771 

J.MVX Vv^, / / 1 


Homo sjinipns nrntpasp sprinp 3 ftrvnsin 'W rPRSS^^ mRNA 

xx\JxLL\J OupXv>XXo piULwClOW} O^XXXXCj J ^LLjrpOtli «J y ^X X\.LJkj«Jyj XXXXvi. l ii. 


NM 002757 


Homo sapiens mitogen-activated protein kinase kinase 5 (MAP2K5), mRNA 


TsJM 009754 


XIUIIIU oapicxio IxxlLOgCxx-aLLlValCU. piUlCxll JvJxladC U v lVLMi rwl J^, IIxJl\1i/\. 


xNxVL_JJUJOOo 


numu bapicub iruiogen-dcnvdieu protein Kjiidbc-dtuvdicu proicin Kindle j 
(MAPKAPK5), mRNA 


vnv/f Afi'7710 
JNJVl^UUZ / 1 o 


xiomo sapiens protein pnospnaiase z ^iormeriy aaj, regulatory suDunii jd ^riv 

/z-Jf dipild loUlUliil dllU xv LjyJjj DCLd loUlUllIl \i x x £lKJj y IlllVLNrV 




noino sapiens r i r ivr inxeracung proiem, uiiiuxixg proiem i ^iipnn ucid i j 
fPPFlHPn mRNA 

\± XX XXJX X Jy llXXvX>-rV 


NM 003626 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (liprin), alpha 1 (PPFIA1), mRNA 


NM 002689 


Homo sapiens polymerase (DNA-directed), alpha (70kD) (POLA2), mRNA 


NM_002685 


Homo sapiens polymyositis/scleroderma autoantigen 2 (lOOkD) (PMSCL2), 
mRNA 


NM 003876 


Homo sapiens putative receptor protein (PMI), mRNA 


NM 002670 


Homo sapiens plastin 1 (I isoform) (PLS1), mRNA 


NM 002664 


Homo sapiens pleckstrin (PLEK), mRNA 


NM 003559 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type H, beta 
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(P1P5K2B), mRNA 


NM_003629 


Homo sapiens phosphoinositide-3-kinase, regulatory subunit, polypeptide 3 (p55, 
gamma) (PIK3R3), mRNA 


NM 002649 


Homo saoiens DhosDhoinositide-3 -kinase catalvtic samma oolvoeotide 
(PIK3CG), mRNA 


NM 002624 


Homo sapiens prefoldin 5 (PFDN5), mRNA 


NM 003846 


Homo saoiens oeroxisomal biogenesis factor 1 IB fPEXl lHi mRNA 


NM 002617 


Homo sapiens peroxisome biogenesis factor 10 (PEX10), mRNA 


NM 002611 

l^IxYX \J\J £.\J A X 


TTomo saniens "nvnivate HeVivHrooenase Vinasp isopnTvmp 9 fPTYIC2i mRNA 


NM 000923 


T-Tnmo sanipns nTincnlinriip^tpracp 40 v pAM'P-QnepffiO fnhnorifioHi esterase P1 

XXUUIU OdjJlVllO pilUoLVllUUlWOlViuov "v-/j V/VLVXT OLJWwlXlw ^pixUd LjII lUUlVO LCI Clot Xv X 

dunce homoloe Drosoohila^ (TDE40 mRNA 


NM 002599 


Homo sapiens phosphodiesterase 2A, cGMP-stimulated (PDE2A), mRNA 


NM 002504 


Homo saniens nuclear tTanscrinti on factor X-box binding 1 fNFXli mRNA 


NM_002482 


Homo sapiens nuclear autoantigenic sperm protein (histone-binding) (NASP), 
mRNA 


NM 003826 


Homo saoiens N-ethvlmaleimide-sensitive factor attachment nrotein eamma 
(NAPG), mRNA 


NM 002465 


Homo sapiens myosin binding protein C, slow type (MYBPC1), mRNA 


NM 002461 


Homo sapiens mevalonate (diphospho) decarboxylase (MVD), mRNA 


NM 003676 

X^IXVX \J\JJ\Jt\J 


Wnmn saoiens Heoenerativp snprmafopvtp homolop linid Hpsafnrasp fDrosonhila^ 

XXUliXVs OdL/lvllo UvgvUtl All Vfc oUW HlQ.l\J\sy \X> I Ivy lllvJl v/ tij xlL/lvl UvOQlUiAov I XVl VJoWLfllllCl f 

(DEGS) mRNA 


NM_002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 
mRNA 


NM 002271 


Homo saoiens karvonherin (imnorrin^ beta 3 iTCPNB3^ mRNA 

A.X\JXXX\J OtXlJ l\sXXO XvCU J KJ ^Jxll'l 111 ^IIIXJJ vl U.LXJ Uvla •/ ^XV-L 1 > i—> ~> J y 1 1X1XX 1 fl 


NM 002270 

1 llYJL \J\J ti£t 1 \J 


Homo saoiens karvonherin fimnnrtin^ hefa 2 fTCPNR2 1 mRNA 

llV/liiU OCl^/lwllO IvCU jr U^Sllwl 111 ^1111^/V/l Lilly UvvA ^ ^LVX 1 ^( XJ J } IX VI i 


NM 002214 


Homo sapiens integrin, beta 8 QTGB8), mRNA 


NM 002204 


TTrkmn carvipnc intpcrrin nlWha *\ /'antiopn C i T\A.QC* a1*nVin ^ ciiHimit r»f \/T A _^ 
xxuxiiu oapiviio iiiic^iiii, aijjxia ^ ^ailLlgGil v>L' , t7v>, aipila J DUL/uxill Ul V A J 

receptor) (ITGA3), transcript variant a, mRNA 


NM 001560 


T-fomn «iaTiipns intprlpnlnn 13rpppnlYvr fllnlia 1 (W 13RA1^ mRNA 

XXVJlxlU da^llullo lllt&ll&U&Jll 1 J ItWt/plUl, alalia 1 ^XUlJiv/Vl IliXVi>(xV. 


NM 002163 


Womo saiiipns interferon ponsensns seoiienee HinHincr nrntpin 1 rTCST^Pl^ 

mRNA 


NM 002156 


T-lomo saniens heat shock" fiOVD nrofpin 1 frlianprnnirA fT-TSPT^I^ ml?NA 

xxuiiivj odL/i who nvai oiiwiviv wl/ivl/ uivju^iii i i w lid uli \ji nil / iiiori/i i, iiixvli zv 


NM 002149 


Homo sapiens hippocalcin-like 1 (HPCAL1), mRNA 


NM 003 947 


TTnmn car^ipriQ liii"ntiTitTHri»accrif*ini"pr1 nrntpin intpraptintr nrntpiti Wiirt^ fWAPTP^ 
XlulxlU oapiMlo illXliUilglXxJ**aooUvlo^U UiUlvill xlllCidULxllg L/ldlvill ^UUUJ IXXrVX JX /, 

mRNA 


NM 003665 


Homo snniens ficolin Tcollao'en/fihrinoo'en domain rontainino , 'i 3 n-Talrnta 

xxuuiVJ aa|iiwiio xiv/v/ixii ^wviiagwii/ iiltiii i\t gwii ULriiiaiii vvjiiicxxixxii^y j ^xxanaia 

antigen) (FCN3), mRNA 


NM 000842 


Homo saniens tarn ate recentor metabotronic 5 ^ORM^S^ mRNA 


NM_002053 


Homo sapiens guanylate binding protein 1, interferon-inducible, 67kD (GBP1), 
mRNA 


NMJ)01482 


Homo sapiens glycine ajnidinotransferase (L-arginine:glycine 

ami Hi notransf erase i rOATA/fi mRNA 


NM 002044 


T-fnmn ^aniens calartnlnnaQp 9 TO AT mRNA 
xxLiiiiu oojJit^iio gaia^ icuviiiaoc ^ vj /Vx-ixvx. y } iiixvlnxt. 


NM 001417 


Homo sapiens eukaryotic translation initiation factor 4B (EIF4B), mRNA 


NMJJ03758 


Homo sapiens eukaryotic translation initiation factor 3, subunit 1 (alpha, 35kD) 
(EIF3S1), mRNA 


NM 001404 


Homo sapiens eukaryotic translation elongation factor 1 gamma (EEF1G), 
mRNA V 1 


NM_001960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEF1D), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDF1), mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 
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NM 003586 


Homo sapiens double C2-like domains, alpha (DOC2A), mRNA 


NM 001883 


Homo sapiens corticotropin releasing hormone receptor 2 (CRHR2), mRNA 


NM 001873 


Homo sapiens carboxypeptidase E (CPE), mRNA 


NM 001782 


Homo sapiens CD72 antigen (CD72), mRNA 


NM_001762 


Homo sapiens chaperonin containing TCP1, subunit 6A (zeta 1) (CCT6A), 
mRNA 


NM 003716 


Homo sapiens Ca2+-dependent activator protein for secretion (CADPS), mRNA 


NM_003986 


Homo sapiens butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma- 
butyrobetaine hydroxylase) 1 (BBOX1), mRNA 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001173 


Homo sapiens Rho GTPase activating protein 5 (ARHGAP5), mRNA 


NM 025065 


Homo sapiens RNA processing factor 1 (RPF1), mRNA 


NM 024907 


Homo sapiens F-box protein FBG4 (FBG4), mRNA 


NM 025194 


Homo sapiens inositol 1,4,5-trisphosphate 3 -kinase C (ITPKC), mRNA 


NM_014203 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 
mRNA 


NM 130786 


Homo sapiens alpha- 1-B glycoprotein (A1BG), mRNA 


NM 031482 


Homo sapiens hypothetical protein DKFZpS 86104 18 (DKFZP5 86104 18), mRNA 


NM 015419 


Homo sapiens adlican (DKFZp5 6411 922), mRNA 


NM 015683 


Homo sapiens hypothetical protein (CLONE24945), mRNA 


NM 015638 


Homo sapiens chromosome 20 open reading frame 188 (C20orfl88), mRNA 


NM 080737 


Homo sapiens synaptotagmin-like 4 (granuphilin-a) (SYTL4), mRNA 


NM_080723 


Homo sapiens vesicular membrane protein p24fVMP), mRNA 


NM 080678 


Homo sapiens NEDD8-conjugating en2yme (NCE2), mRNA 


NM 080668 


Homo sapiens similar to RIKEN cDNA 2610036L13 (MGC16386), mRNA 


NM_080666 


Homo sapiens similar to RIKEN cDNA 2600001A11 gene (LOCI 12840), 
mRNA 


NM 080663 


Homo sapiens similar to RIKEN cDNA 4933424N09 gene (MGC 16943), mRNA 


NM 080661 


Homo sapiens similar to RIKEN cDNA 0610008P16 gene (MGC15937), mRNA 


NM 080658 


Homo sapiens similar to RIKEN cDNA 0610006H10 gene (MGC9740), mRNA 


NM_080656 


Homo sapiens similar to RIKEN cDNA A430101B06 gene (MGC13017), 
mRNA 


NM 080651 


Homo sapiens similar to RIKEN cDNA 1810038N03 gene (MGC9890), mRNA 


NM 080650 


Homo sapiens similar to RIKEN cDNA 5730421E18 gaie (MGC14798), mRNA 


NM 080604 


Homo sapiens tight junction protein 4 (peripheral) (TJP4), mRNA 


NM_080552 


Homo sapiens vesicular inhibitory amino acid transporter (VIAAT), mRNA 


NM 080429 


Homo sapiens aquaporin 10 (AQP10), mRNA 


NM 018897 


Homo sapiens axonemal dynein heavy chain 7 (DNAH7), mRNA 


NM 015570 


Homo sapiens autism-related protein 1 (KIAA0442), mRNA 


NM 015132 


Homo sapiens sorting nexin 13 (SNX13), mRNA 


NM_022457 


Homo sapiens similar to constitutive photomorphogenic protein 1 (Arabidopsis) 
(FLJ10416),mRNA 


NM_030658 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D1 66), 
mRNA 


NM 058229 


Homo sapiens F-box only protein 32 (FBX032), mRNA 


NM 058188 


Homo sapiens chromosome 21 open reading frame 67 (C21orf67), mRNA 


NM 058187 


Homo sapiens chromosome 21 open reading frame 63 (C21orf63), mRNA 


NM 058171 


Homo sapiens INGl-like tumor suppressor protein (INGl-like), mRNA 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NM 015242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 


NM 054114 


Homo sapiens hypothetical protein FLJ3263 1 (FU32631), mRNA 


NM 054111 


Homo sapiens inositol hexaphosphate kinase 3 (IHPK3), mRNA 
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NM 054108 


Homo sapiens H-revl07-like protein 5 (HRLP5), mRNA 


NM 020794 


Homo sapiens densin-180 (KIAA1365), mRNA 


NM 054032 


Homo sapiens G protein-coupled receptor MRGX4 (MRGX4), mRNA 


NM 054031 


Homo sapiens G protein-coupled receptor MRGX3 (MRGX3), mRNA 


NM 054030 


Homo sapiens G protein-coupled receptor MRGX2 (MRGX2), mRNA 


NM 054023 


Homo sapiens uteroglobin-related protein 1 (UGRP1), mRNA 


NM 054024 


Homo sapiens melanoma inhibitory activity protein 2 (MIA2), mRNA 


NM 031946 


Homo sapiens centaiirin, gamma 3 (CENTG3), mRNA 


NM 052860 


Homo saDiens krunnel-like zinc fineer nrotein fZNF300i mRNA 


NM 053054 


Homo saDiens cation channel of snerm ( CATSPER i mRNA 


NM 053053 


Homo sapiens SPT3 -associated factor 42 (STAF42), mRNA 


NM 053048 


Homo saniens hvnothetical nrotein MGC1 6384 fMGCl 6384 1 mRNA 


NM 053047 


Homo saDiens hvDothetical nrotein MGC 16063 (MGC16063 1 mRNA 


NM 053040 


Homo saoiens PNAS-123 (LOC85028 , mRNA 


NM 053039 


Homo saniens UDP clvcosvl transferase 2 familv nolvnentide B28 (UGT2R28 1 
mRNA 


NM 053001 


Homo sapiens odd-skipped-related 2A protein (OSR2), mRNA 


NM 052997 


Homo saoiens breast cancer antieen NY-BR-1 CNY-BR-l i mRNA 


NM 052971 


Homo saniens liver-exnressed antimicrobial nentide 2 fLEAP-2 • mRNA 


NM 052956 


Homo sapiens medium-chain acyl-CoA synthetase (MACS1), mRNA 


NM 052942 


Homo saoiens tmanvlate binding nrotefn 5 fGRP5i mRNA 


NM 052931 


Homo sapiens activating NK receptor (KALI), mRNA 


NM 052879 


Homo saniens c-Mnl hinHincr nrotein C\ OPI 1395"H mRNA 


NM 030928 


Homo saniens DNA renlication factor fPTTTI i mRNA 


NM 025185 


Homo saniens nutative anlcvrin-reneat con tain in cr nrotein fi"jT£*F7P564T"f1 

x Xviiiivy iDapiwio ixuxli vi/ aixAjriui l^p^al vVJliUCllxxxlig ^/Ivlvxil ^x/l\l xvx Ju rL/ L\J\jJy 

mRNA 


NM 015179 


Homo sapiens KIAA0690 protein (KIAA0690), mRNA " 


NM_033626 


Homo saoiens JM1 1 nrotein OM1 1 1 mRNA 


NM 022735 


Homo saniens sol si nhosnhonrotein 1 (GOLPH1 1 mRNA 


NM_033547 


Homo saniens hvnothetical gene MGC 1673 3 similar to CGI 21 1 3 IMGC1 6733^ 
mRNA 


NM 032268 


Homo sapiens nerve injury gene 283 (NIN283), mRNA 


NM 016167 

X T A. T X \J A. \J ± \J i 


Homo saniens retinoie acid renressihle nrotein fR ARO-1^ mRNA 


NM 033414 


Homo saniens hvnothetical nrotein MGC1 7552 CMGC\ 75 mRNA 


NM 016336 


Homo saniens non-canonical uhfliritin coniviffatinp - enrvmp 1 fMPTTRFI^ mRNA 


NM 033317 

lilt* v«»»/«/a / 


Homo saniens hvnothetical eene 7D52F10 r7D59F10i mRNA 


NM 033266 


Homo saniens ER to nucleus signalling 2 fERN2 1 mRNA 


NM 031955 


Homo saniens NYD-SP12 nrotein rNYD-SP12, mRNA 

i^vniv uuiy i.x«'XXij x l x X— ' w/x x^ \J tvXXl yx i X X— ' kJX AAV^j 1 1 XX VX ^ ATX\ 


NM 033210 


Homo saoiens hvnothetical nrotein FIJI 48 5 5 fFLJ14855 , mRNA 

AAVAllV tj b^^/AVA tLF 1 1 J l/w kliw M vUl VVX \J t'V/XXX X X_^v X «^ \J *J ^JL X>^v Jl^UJv XXXX^X ^lXX 


NM 033211 


Homo saniens hvnothetical eene sunnorted bv AF0381 82* 1^(^009203 
(LOC90355),mRNA 


NM 033194 


Homo sanipns small heat Oinrlc nrotein fHsnRQi mRNA 


NM 032122 


Homo saniens dvstrobrevin bin Hin a nrotein 1 TDTNRPI^ mRNA 


NM 020405 


Homo sapiens tumor endothelial marker 7 precursor (TEM7), mRNA 


NM 033115 


Homo sapiens hypothetical protein MGC16169 (MGC16169), mRNA 


NM 033117 


Homo sapiens hypothetical protein MGC2734 (MGC2734), mRNA 


NM 033103 


Homo sapiens rhophilin-like protein (LOC85415), mRNA 


NM 033035 


Homo sapiens thymic stromal lymphopoietin (TSLP), mRNA 


NM_014001 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA , 


NM 032937 


Homo sapiens AD038 (LOC85026), mRNA 
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NM 032932 


Homo sapiens hypothetical protein MGC1 13 16 (MGC11316), mRNA 


NM 032930 


Homo sapiens hypothetical protein MGC13040 (MGC13040), mRNA 


NM 032918 


Homo sapiens RAS-like, estrogen-regulated, growth-inhibitor (RERG), mRNA 


NM 032916 


Homo sapiens hypothetical protein MGC16279 (MGC16279), mRNA 


NM 032907 


Homo sapiens hypothetical protein MGC14421 (MGC14421), mRNA 


NM 032904 


Homo sapiens hypothetical protein MGC14433 (MGC14433), mRNA 


NM 032900 


Homo sapiens hypothetical protein MGC14258 (MGC14258), mRNA 


NM 032895 


Homo sapiens hypothetical protein MGC 14376 (MGC14376), mRNA 


NM 032888 


Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NM 032886 


Homo sapiens hypothetical protein MGC15912 (MGC15912), mRNA 


NM 032884 


Homo sapiens hypothetical protein MGC15882 (MGC15882), mRNA 


NM 032876 


Homo sapiens hypothetical protein MGC15563 (MGC15563), mRNA 


NM 032875 


Homo sapiens hypothetical protein MGC15482 (MGC15482), mRNA 


NM 032874 


Homo sapiens hypothetical protein MGC15438 (MGC15438), mRNA 


NM_032872 


Homo sapiens NADPH oxidase-related. C2 domain-containirn» nrntein <"TRPi "\ 
mRNA 


NM_032871 


Homo sapiens tumor necrosis factor receptor sunerfamilv member 19-like 
(TNFRSF19L), mRNA 


NM 032866 


Homo sapiens hypothetical protein FLJ14957 (FLJ14957), mRNA 


NM 032860 


Homo sapiens hypothetical protein FLF14909 (FLJ14909), mRNA 


NM 032858 


Homo sapiens hypothetical protein FU14904 (FIJI 4904), mRNA 


NM_032852 


Homo sapiens AUT-like 1, cysteine endopeptidase (S. cerevisiae) (AUTL1), 
mRNA 


NM 032848 


Homo sapiens hypothetical protein FU14827 (FU14827), mRNA 


NM 032845 


Homo sapiens hypothetical protein FU14816 (FLJ14816), mRNA 


NM 032835 


Homo sapiens hypothetical protein FLN4761 (FLJ14761), mRNA 


NM 032824 


Homo sapiens hypothetical protein FLF14681 (FLJ14681), mRNA 


NM 032823 


Homo sapiens hypothetical protein FU14675 (FLJ14675), mRNA 


NM 032822 


Homo sapiens hypothetical protein FLJ14668 (FLJ14668), mRNA 


NM 032818 


Homo sapiens hypothetical protein FLF14642 (FLJ14642), mRNA 


NM 032804 


Homo sapiens hypothetical protein FLJ14547 (FLJ14547), mRNA 


NM 032795 


Homo sapiens hypothetical protein FLJ14494 (FLJ14494), mRNA 


NM 032783 


Homo sapiens hypothetical protein FLJ14431 (FIJ1443 1), mRNA 


NM 032766 


Homo sapiens hypothetical protein MGC16179 (MGC16179), mRNA 


NM 032763 


Homo sapiens hypothetical protein MGC16142 (MGC16142), mRNA 


NM 032756 


Homo sapiens hypothetical protein MGC15668 (MGC15668), mRNA 


NM_032744 


Homo sapiens hypothetical protein MGC12335 (MGC12335), mRNA 


NM 032738 


Homo sapiens hypothetical protein MGC4595 (MGC4595), mRNA 


NM 032723 


Homo sapiens hypothetical protein MGC 1 2760 (MGC 1 2760), mRNA 1 


NM 032720 


Homo sapiens hypothetical protein MGC 10724 (MGC10724), mRNA 


NM 032715 


Homo sapiens hypothetical protein MGC4643 (MGC4643), mRNA 


NM_032712 


Homo sapiens hypothetical protein MGC13170 (MGC13170), mRNA 


NM 032711 


Homo sapiens hypothetical protein MGC13090 (MGC13090), mRNA 


NM 032706 


Homo sapiens hypothetical protein MGC12966 (MGC12966), mRNA 


NM 032705 


Homo sapiens hypothetical protein MGC14801 (MGC14801), mRNA 


NM 032694 


Homo sapiens hypothetical protein MGC12935 (MGC12935), mRNA 


NM 032693 


Homo sapiens hypothetical protein MGC10646 (MGC10646), mRNA 


NM 032681 


Homo sapiens hypothetical protein MGC10977 (MGC10977). mRNA 


NM 032678 


Homo sapiens hypothetical protein MGC3413 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM 032661 


Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 ! 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 



202 



WO 03/074654 



PCT/US03/05028 



NM 032631 


Homo sapiens hypothetical protein MGC2641 (MGC2641), mRNA 


NM 032601 


Homo sapiens methylmalonyl CoA epimerase (MCEE), mRNA 


NM 032596 


Homo sapiens testes development-related NYD-SP22 (NYD-SP22), mRNA 


NM 032593 


Homo sapiens PKCI-1 -related HIT protein (HIT-17), mRNA 


NM 032586 


Homo sapiens testis transcript Y 8 (TTY8), mRNA 


NM 032582 


Homo sapiens ubiquitin specific protease (NY-REN-60), mRNA 


NM 032580 


Homo sapiens hairy and enhancer of split 7 (Drosophila) (HES7), mRNA 


NM 032574 


Homo sapiens dpy-30-like protein (LOC84661), mRNA 


NM 032558 


Homo sapiens hypothetical protein FU 14753 (FIJI 4753), mRNA 


NM 032557 


Homo sapiens HP43.8KD protein (HP43.8KD), mRNA 


NM 032553 


Homo sapiens putative purinergic receptor (FKSG79), mRNA 


NM 032545 


Homo sapiens cryptic gene (CRYPTIC), mRNA 


NM_020963 


Homo sapiens MovlO. Molonev leukemia virus 10 homoloe ( moused fMOVlO^ 
mRNA 


NM 032522 


Homo sapiens hypothetical protein MGC2629 (MGC2629), mRNA 


NM 032507 


Homo sapiens cerebral protein-4 (HUCEP-4), mRNA 


NM 032499 


Homo sapiens hypothetical protein HH1 14 (HH1 14), mRNA 


NM 032494 


Homo sapiens zinc finger protein (LOC84524), mRNA 


NM 032492 


Homo sapiens hypothetical protein GL009 (GL009), mRNA 


NM 032487 


Homo sapiens actin related protein Ml (ARPM1), mRNA 


NM 032486 


Homo sapiens dynactin 4 (MGC3248), mRNA 


NM 032445 


Homo sapiens MEGF1 1 protein (MEGF1 1), mRNA 


NM 030898 


Homo sapiens hypothetical protein FLJ21673 (FLJ21673), mRNA 


NM 032412 


Homo sapiens putative nuclear protein ORF1-FL49 (ORF1-FL49), mRNA 


NM 032411 


Homo sapiens esophageal cancer related gene 4 protein (ECRG4), mRNA 


NM 015247 


Homo sapiens cylindromatosis (turban tumor syndrome) (CYLD), mRNA 


NM 032330 


Homo sapiens hypothetical protein MGC 12536 (MGC12536), mRNA 


NMJ)32384 


Homo sapiens hypothetical protein FLJ23183 (FLJ23183), mRNA 


NM 032372 


Homo sapiens hypothetical protein MGC16186 (MGC16186), mRNA 


NM_032367 


Homo sapiens hypothetical protein MGC15435 (MGC15435), mRNA 


NM 032354 


Homo sapiens hypothetical protein MGC 10744 (MGC10744), mRNA 


NM_032347 


Homo sapiens hypothetical protein MGC13250 (MGC13250), mRNA 


NM_032344 


Homo sapiens hypothetical protein MGC 13 045 (MGC 13 045), mRNA 


NM 032342 


Homo sapiens hypothetical protein MGC12992 (MGC12992), mRNA 


NM 032340 


Homo sapiens hypothetical protein MGC14833 (MGC14833), mRNA 


NM_032338 


Homo sapiens hypothetical protein MGC14817 (MGC14817), mRNA 


NM 032333 


Homo sapiens hypothetical protein MGC4248 (MGC4248), mRNA 


NM 032327 


Homo sapiens hypothetical protein MGC2993 (MGC2993), mRNA 


NM 032325 


Homo sapiens hypothetical protein MGC1 1 102 (MGC1 1 102), mRNA 


NM 032324 


Homo sapiens hypothetical protein MGC13186 (MGC13186), mRNA 


NM 032323 


Homo sapiens hypothetical protein MGC13102 (MGC13102), mRNA 


NM_032320 


Homo sapiens hypothetical protein MGC13007 (MGC13007), mRNA 


NM 032318 


Homo sapiens hypothetical protein MGC 12945 (MGC 12945), mRNA 


NM_032317 


Homo sapiens hypothetical protein MGC12943 (MGC12943), mRNA 


NM_032316 


Homo sapiens hypothetical protein MGC12936 (MGC12936), mRNA 


NM 032305 


Homo sapiens hypothetical protein MGC3200 (MGC3200), mRNA 


NM 032293 


Homo sapiens hypothetical protein DKFZp761 J1523 (DKFZp761J1523), mRNA 


NM 032291 


Homo sapiens hypothetical protein DKFZp761D221 (DKFZp761D221), mRNA 


NM 032290 


Homo sapiens hypothetical protein DKFZp761C121 (DKFZp761C121), mRNA 


NMJ)32288 


Homo sapiens hypothetical protein DKFZp761B1514 (DKFZp761B1514), 
mRNA 


NM 032273 


Homo sapiens hypothetical protein DKFZp586C1924 (DKFZp586C1924), 
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mRNA 


NM 032299 


Homo sapiens hypothetical protein MGC2714 (MGC2714), mRNA 


NM 032267 


Homo sapiens hypothetical protein DKPZp434E169 (DKFZp434E169), mRNA 


NM 032264 


Homo sapiens hypothetical protein DKFZp434D177 (DKFZp434D177). mRNA 


NMJ)32261 


Homo sapiens hypothetical protein DKFZp434N0650 (DKFZp434N0650), 
mRNA 


NMJ)32258 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235), 
mRNA 


NMJ)32251 


Homo sapiens hypothetical protein DKFZp434G0920 (DKFZp434G0920), 
mRNA 


NM 032250 


Homo sapiens hypothetical protein DKFZp434A171 (DKFZp434A171), mRNA 


NM_032249 


Homo sapiens hypothetical protein DKFZp434F1819 (DKFZp434F1819), 
mRNA 


NM_032248 


Homo sapiens hypothetical protein DKFZp434F1719 (DKFZp434F1719), 
mRNA 


NM 032246 


Homo sapiens hypothetical protein DKFZp434J0617 (DKFZp434J0617), mRNA 


NM 032245 


Homo sapiens hypothetical protein DKFZp434I1916 (DKFZp434I1916), mRNA 


NM 032223 


Homo sapiens hypothetical protein FU22427 (FLF22427), mRNA 


NM 032209 


Homo sapiens hypothetical protein FLJ21777 (FLJ21777), mRNA 


NM 032193 


Homo sapiens hypothetical protein FLJ20974 (FLJ20974), mRNA 


NM 032177 


Homo sapiens hypothetical protein FIJI 3 193 (FLJ13193), mRNA 


NM 032167 


Homo sapiens hypothetical protein FU12363 (FU12363), mRNA 


NM_032161 


Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NMJB2154 


Homo sapiens MBLR protein (MBLR), mRNA 


NMJ)32151 


Homo sapiens hypothetical protein DKFZp566K1946 (DKFZP566K1946), 
mRNA 


NM_032148 


Homo sapiens hypothetical protein DKFZp434K0427 (DKFZP434K0427), 
mRNA 


NM_032139 


Homo sapiens hypothetical protein DKFZp434L0718 (DKFZP434L0718), 
mRNA 


M4 032138 


Homo sapiens hypothetical protein DKFZp434E2318 (DKFZP434E2318), 
mRNA 


NM_032136 


Homo sapiens hypothetical protein DKFZp434L1717 (DKFZP434L1717), 
mRNA 


NMJ)32125 


Homo sapiens hypothetical protein DKFZp564D0478 (DKFZP564D0478), 
mRNA 


NM_032120 


Homo sapiens hypothetical protein DKFZp564O0523 (DKFZP5 6400523), 
mRNA 


NM_020921 


Homo sapiens ninein (GSK3B interacting protein) (NIN), mRNA 


NM 020441 


Homo sapiens hypothetical protein DKFZp762I166 (DKFZP762I166), mRNA 


NM018719 


Homo sapiens hypothetical protein DKFZp762L03 1 1 (DKFZp762L03 1 1), 
mRNA 


NM 015630 


Homo sapiens DKFZP566F2124 protein (DKFZP566F2124), mRNA 


NM_015621 


Homo sapiens DKFZP434C171 protein (DKFZP434C171), mRNA 


NM 015595 


Homo sapiens DKFZP434D146 protein (DKFZP434D146), mRNA 


NM 015496 


Homo sapiens DKFZP434I1 16 protein (DKFZP434I1 16), mRNA 


NM 015471 


Homo sapiens DKFZP56601646 protein (DC8), mRNA 


NM 015453 


Homo sapiens DKFZP434F091 protein (DKFZP434F091), mRNA 


NM 015023 


Homo sapiens KIAA1037 protein (KIAA1037), mRNA 


NM 014972 


Homo sapiens KIAA1049 protein (KIAA1049), mRNA 


NM 032042 


Homo sapiens hypothetical protein DKFZp564D172 (DKFZP564D172), mRNA 


NM 032036 


Homo sapiens TLH29 protein precursor (TLH29), mRNA 
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NM 032030 


Homo sapiens FKSG83 (FKSG83), mRNA 


NM 032028 


Homo sapiens serine/threonine kinase FKSG81 (FKSG81), mRNA 


KM 032025 


Homo sapiens CDA02 protein (CDA02), mRNA 


NM 032021 


Homo sapiens AD03 1 protein (AD031), mRNA 


NM 031944 


Homo sapiens Mix-like homeobox protein 1 (MILD1), mRNA 


NM 031920 


Homo sapiens ARG99 protein (ARG99), mRNA 


NM 031480 


Homo sapiens hypothetical protein AD034 (AD034), mRNA 


NM 031478 


Homo sapiens hypothetical protein DKFZp434I21 17 (DKFZP434I21 17), mRNA 


NM 031477 


Homo sapiens hypothetical protein MGC10500 (MGC10500), mRNA 


NM 031476 


Homo sapiens hypothetical protein DKFZp434B044 (DKFZP434B044), mRNA 


NM 031472 


Homo sapiens hypothetical protein MGC1 1 134 (MGC1 1 134), mRNA 


NM 031471 


Homo sapiens hypothetical protein MGC10966 (MGC10966), mRNA 


NM_031457 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 8B 
(MS4A8B), mRNA 


NM 031450 


Homo sapiens hypothetical protein p5326 (P5326), mRNA 


NM 031443 


Homo sapiens hypothetical protein MGC4607 (MGC4607), mRNA 


NM 031438 


Homo saoiens hvoothetical Drotein DKFZo761I172 fDKFZP761I172 > i mRNA 


NM 031434 


Homo sapiens hypothetical protein MGC5442 (MGC5442), mRNA 


NM 031418 


Homo sat>iens chromosome 1 1 onen readintr frame \nrf7^\ mRNA 


NM 015497 


Homo sarjiens DKFZP564G2022 orotein fDKFZP564G2022^ mRNA 


NM 031306 


Homo sarjiens hvoothetical nrotein DKF7r>564R102^ fDTCFTPSfi^lfP^ 
mRNA 


NM 031295 


Homo sapiens hvDothetical Drotein PP1226 fPP 12261 mRNA 


NMJ)31291 


Homo sapiens hvoothetical nrotein DKFZn434N1235 (DKF2P434N1235^ 
mRNA 


NM_031290 


Homo sapiens hypothetical protein DKFZp434Kl 172 (DKFZP434K1 172), 
mRNA 


NM 031270 


Homo sapiens PR01596 protein (PR01596), mRNA 


NM 031268 


Homo sapiens PRO0461 protein (PRO0461), mRNA 


NMJ)31217 


Homo sapiens hypothetical nrotein DKFZn434G2226 fDKFZP434G2226^ 
mRNA 


NM 013358 


Homo saoiens Deotidvlareinine deiminase tvne I (TiPAD-colonvlOI mRNA 


NM 030980 


Homo saDiens hvnothetical nrotein FIJI 2671 fFT Jl 2671 ^ mRNA 


NM 030954 


Homo saoiens hvoothetical nrotein DKF7nS64A0?2 fT)TCF7PSfi4Aft99 , l mRNA 


NM 030953 


Homo saoiens hvoothetical orotein DKF7n761 F21 1 0 (DTCF7P761 1 1 0/1 
mRNA 


NM 030941 


Homo sapiens exonuclease NEF-sp (LOC81691), mRNA 


NM 030939 


Homo saoiens hvoothetical orotein FLJ12619 (TLJ12619} mRNA 


NM 030938 


Homo saoiens lilcelv ortholoff of rat vacuole membrane orotein 1 AM/TP 1 ^ 
mRNA 


NM 030932 


Homo sapiens diaphanous homolog 3 (Drosophila) (DIAPH3), mRNA 


NM 030927 


Homo sapiens hypothetical protein MGC1 1352 (MGC1 1352), mRNA 


NM 030925 


Homo sapiens hypothetical protein FU12577 (FU12577), mRNA 


NM 030918 


Homo sapiens hypothetical protein My014 (MY014), mRNA 


NM 030911 


Homo sapiens protein kinase NYD-SP15 (NYD-SP15), mRNA 


NM 030899 


Homo sapiens hypothetical protein FLJ23407 (FLJ23407), mRNA 


NM 018657 


Homo sapiens myoneurin (MYNN), mRNA 


NM_030818 


Homo sapiens hypothetical protein MGC10471 (MGC10471), mRNA 


NM 030813 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS 1 -interacting protein NUDEL; endooligopeptidase A 
(NUDEL), mRNA 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423), 
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mRNA 


NM 030802 


Homo sapiens C/EBP-induced protein (LOC81558), mRNA 


NM 030800 


Homo sapiens hypothetical protein DKFZp56401664 (DKPZP56401664), 
mRNA 


NM 030799 


Homo sapiens hypothetical protein AF140225 (AF140225), mRNA 


NM 030793 


Homo sapiens hypothetical protein SP329 (SP329), mRNA 


NM 030792 


Homo sapiens hypothetical protein PP1665 (PP1665), mRNA 


NM 030780 


Homo sapiens folate transporter/carrier (LOC81034), mRNA 


NM 030674 


Homo sapiens solute carrier family 38, member 1 (SLC38A1), mRNA 


NM 030672 


Homo sapiens hypothetical protein FLT10312 (FLJ10312), mRNA 


NM 024947 


Homo sapiens hypothetical protein FU12729 (FU12729), mRNA 


NM_024963 


Homo sapiens hypothetical protein FU11467 (FIJI 1467), mRNA 


NM_0 17600 


Homo sapiens hypothetical protein DKFZp434M0331 (DKFZp434M0331), 
mRNA 


NM_030652 


Homo sapiens NG3 protein (NG3), mRNA 


NMJ)30651 


Homo sapiens chromosome 6 open reading frame 31 (C6orf31), mRNA 


NM 020444 


Homo sapiens KIAA1 191 protein (KIAA1 191), mRNA 


NM 024055 


Homo sapiens hypothetical protein MGC5499 (MGC5499), mRNA 


NM 025154 


Homo sapiens KIAA0810 protein (KIAA0810), mRNA 


NM 017515 


Homo sapiens novel protein (HSNOV1), mRNA 


NM 024924 


Homo sapiens hypothetical protein FLJ12985 (FLJ12985), mRNA 


NM_030579 


Homo sapiens cytochrome b5 outer mitochondrial membrane precursor (CYB5- 
M), mRNA 


NM 022068 


Homo sapiens hypothetical protein FLJ23403 (FLJ23403), mRNA 


NM 025179 


Homo sapiens plexin A2 (PLXNA2), mRNA 


NM 014033 


Homo sapiens DKFZP586A0522 protein (DKFZP586A0522), mRNA 


NM 006468 


Homo sapiens polymerase (RNA) m (DNA directed) (62kD) (RPC62), mRNA 


NM„025263 


Homo sapiens CAT56 protein (CAT56), mRNA 


NM 025262 


Homo sapiens G5C protein (G5C), mRNA 


NM 025261 


Homo sapiens G6C protein (G6C), mRNA 


NM 025260 


Homo sapiens G6B protein (G6B), mRNA 


NM 025259 


Homo sapiens NG23 protein (NG23), mRNA 


NM 025258 


Homo sapiens NG37 protein (G7C), mRNA 


NM 025231 


Homo sapiens hypothetical protein FU22191 (FLJ22191), mRNA 


NM 025226 


Homo sapiens MSTP032 protein (MSTP032), mRNA 


NM 025211 


Homo sapiens protein kinase anchoring protein GKAP42 (GKAP42), mRNA 


NM 025201 


Homo sapiens hypothetical protein PP1628 (PP1628), mRNA 


NM 025192 


Homo sapiens hypothetical protein FLJ23071 (FLJ23071), mRNA 


NM 025188 


Homo sapiens hypothetical protein FIJI 3 181 (FIJ13181), mRNA 


NM 025174 


Homo sapiens hypothetical protein FU23040 (FLJ23040), mRNA 


NM 025165 


Homo sapiens hypothetical protein FU22637 (FU22637), mRNA 


NM 025160 


Homo sapiens hypothetical protein FU21016 (FU21016), mRNA 


NM 025153 


Homo sapiens hypothetical protein FU21477 (FU21477), mRNA 


NM 025151 


Homo sapiens hypothetical protein FLJ22622 (FU22622), mRNA 


NM 025149 


Homo sapiens hypothetical protein FLJ20920 (FU20920), mRNA 


NM 025144 


Homo sapiens hypothetical protein FU22670 (FLJ22670), mRNA 


NM 025138 


Homo sapiens hypothetical protein FLJ12661 (FLJ12661), mRNA 


NM 025126 


Homo sapiens ring finger protein 34 (RNF34), mRNA 


NM 025125 


Homo sapiens hypothetical protein FU13263 (FLJ13263), mRNA 


NM 025124 


Homo sapiens hypothetical protein FU21749 (FLJ21749), mRNA 


NM 025109 


Homo sapiens hypothetical protein FLJ22865 (FU22865), mRNA 


NM 025099 


Homo sapiens hypothetical protein FU22170 (FLT22170), mRNA 
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NM 025098 


Homo sapiens hypothetical protein FLJ22644 (FLJ22644) mRNA 


NM 025097 


Homo sapiens hypothetical protein FLJ21 106 (FLJ21106), mRNA 


NM 025095 


Homo sapiens hypothetical protein FLJ23558 (FU23558), mRNA 


NM 025086 


Homo sapiens hypothetical protein FU22596 (FU22596), mRNA 


NM 025080 


Homo sapiens hypothetical protein FU223 16 (FLJ223 16), mRNA 


NM 025079 


Homo sapiens hypothetical protein FLJ2323 1 (FU2323 1) mRNA 


NM 025077 


Homo sapiens hypothetical protein FLJ13949 (FLJ13949) mRNA 


NM 025076 


Homo sapiens hypothetical protein FLJ23591 (FLJ23591) mRNA 


NM 025072 


Homo sapiens chromosome 9 open reading frame 15 (C9orfl5) mRNA 


NM 025070 


Homo sapiens hypothetical protein FLT22242 (FU22242) rnRNA 


NM 025058 


Homo sapiens hypothetical protein FU23229 (FU23229), mRNA 


NM 025055 


Homo sapiens hypothetical protemFU23 168 (FLT23168), mRNA 


NM 025044 


Homo sapiens hypothetical protein FU22476 (FLJ22476) mRNA 


NM 025043 


Homo sapiens hypothetical protein FU22404 (FU22404), mRNA 


NM 025041 


Homo sapiens hypothetical protein FLJ22173 (FLJ22173), mRNA 


NM 025034 


Homo sapiens hypothetical protein FLJ21290 (FLJ21290), mRNA 


NM 025032 


Homo sapiens hypothetical protein FU21272 (FU21272), mRNA ! 


NM 025029 


Homo sapiens hypothetical protein FU14346 (FU14346), mRNA 


NM 025005 


Homo sapiens hypothetical protein FU13315 (FLT13315), mRNA 


NM 024998 


Homo sapiens hypothetical protein FIJI 2704 (FU12704), mRNA 


NM 024994 


Homo sapiens hypothetical protein FU12595 (FLT12595), mRNA • 


NM 024977 


Homo sapiens hypothetical protem FU12078 (FLT12078), mRNA 


NM 024976 


Homo sapiens hypothetical protein FIJI 1996 (FIJI 1996) mRNA 


NM 024956 


Homo sapiens hypothetical protein FU23375 (FU23375), mRNA 


NM 024944 


Homo sapiens chromosome 21 open reading frame 68 (C21orf68), mRNA 


NM_024942 


Homo sapiens hypothetical protein FIJI 3490 (FIJI 3490), mRNA 


NM 024941 


Homo sapiens hypothetical protein FLJ1361 1 (FU1361 1), mRNA 


NM 024938 


Homo sapiens hypothetical protein FIJI 1383 (FIJI 1383), mRNA 


NM 024935 


Homo sapiens hypothetical protem FU13687 (FU13687), mRNA 


NM 024920 


Homo sapiens hypothetical protein EU14281 (FU14281), mRNA 


NM 024919 


Homo sapiens hypothetical protein FU22615 (FLJ22615), mRNA 


NM 024917 


Homo sapiens hypothetical protein FLJ12687 (FU12687), mRNA 


NM 024914 


Homo sapiens hypothetical protein FLJ13262 (FU13262), mRNA 


NM_ 024911 


Homo sapiens hypothetical protein FLJ23091 (FU23091), mRNA [ 


NM_024909 


Homo sapiens hypothetical protein FIJI 3 158 (FLJ13158), mRNA 


NM 024908 


Homo sapiens hypothetical protein FLJ12973 (FLJ12973), mRNA 


NM 024906 


Homo sapiens hypothetical protein FU21032 (FU21032), mRNA 


NM 024897 


Homo sapiens hypothetical protein FLJ22672 (FLJ22672) mRNA 


NM 024889 


Homo sapiens hypothetical protein FLJ23537 (FLJ23537), mRNA 


NM_024886 


Homo sapiens hypothetical protein FLJ14280 (FIJ14280) mRNA 


NM 024882 


Homo sapiens hypothetical protein FU13189 (FU13189), mRNA 


NM 024880 


Homo sapiens hypothetical protein FLJ23556 (FU23556), mRNA 


NM 024864 


Homo sapiens hypothetical protein FLJ22578 (FLJ22578), mRNA 


JnM 024o53 


Homo sapiens hypothetical protein FLJ13385 (FLJ13385), mRNA 


NM 024848 


Homo sapiens hypothetical protein FU13941 (FLJ13941) mRNA 


NM 024847 


Homo sapiens hypothetical protein FLJ21240 (FLJ21240), mRNA 


NM 024841 


Homo sapiens hypothetical protein FU14213 (FLJ14213), mRNA 


NM 024839 


Homo sapiens hypothetical protein FLJ22638 (FU22638), mRNA 


NM 024837 


Homo sapiens hypothetical protein FLJ21472 (FU21472), mRNA 


NM 024835 


Homo sapiens C3HC4-type zinc finger protein (LZK1), mRNA 


NM 024815 


Homo sapiens hypothetical protein FU22494 (FLJ22494), mRNA 
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NM 024813 


Homo sapiens hypothetical protein FU13 150 (FLJ13150), mRNA 


NM 024811 


Homo sapiens hypothetical protein FLJ12529 (FLJ12529), mRNA 


NM 024810 


Homo sapiens hypothetical protein FLJ23018 (FLJ23018), mRNA 


NM 024809 


Homo sapiens hypothetical protein FLJ12975 (FLJ12975) ? mRNA 


NM 024808 


Homo sapiens hypothetical protein FU22624 (FLJ22624). mRNA 


NM 024807 


Homo sapiens hypothetical protein FU13693 (FU13693), mRNA 


NM 024806 


Homo sapiens hypothetical protein FLJ23554 (FLJ23554), mRNA 


NM 024799 


Homo sapiens hypothetical protein FU13224 (FLJ13224), mRNA 


NM 024796 


Homo sapiens hypothetical protein FU22639 (FU22639), mRNA 


NM 024789 


Homo sapiens hypothetical protein FU22529 (FU22529), mRNA 


NM 024784 


Homo sapiens hypothetical protein FU23392 (FLJ23392), mRNA 


NM 024780 


Homo sapiens hypothetical protein FU13593 (FU13593), mRNA 


NM 024773 


Homo sapiens hypothetical protein FLJ13798^LJ13798), mRNA 


NM_024772 


Homo sapiens hypothetical protein FU23151 (FLJ23151), mRNA 


NM 024771 


Homo sapiens hypothetical protein FIJI 3848 (FU13848), mRNA 


NM 024763 


Homo sapiens hypothetical protein FLJ23 129 (FLJ23 129), mRNA 


NM 024754 


Homo sapiens hypothetical protein FLJ12598 (FLJ12598), mRNA 


NM_024749 


Homo sapiens hypothetical protein FU12505 (FLJ12505), mRNA 


NM 024746 


Homo sapiens hypothetical protein FLJ13840 (FLJ13840), mRNA 


NM 024732 


Homo sapiens hypothetical protein FU14351 (FU14351), mRNA 


NM 024731 


Homo sapiens chromosome 16 open reading frame 44 (C16orf44), mRNA 


NM 024727 


Homo sapiens hypothetical protein FLF23259 (FLJ23259), mRNA 


NM 024722 


Homo sapiens hypothetical protein FIJI 3322 (FIJI 3322), mRNA 


NM 024717 


Homo sapiens hypothetical protein FLJ22344 (FLJ22344), mRNA 


NM 024715 


Homo sapiens hypothetical protein FU22625 (FLJ22625), mRNA 


NMJ)24709 


Homo sapiens hypothetical protein FU14146 (FLJ14146), mRNA 


NM 024705 


Homo sapiens hypothetical protein FU13639 (FLJ13639), mRNA 


NM 024703 


Homo sapiens hypothetical protein FLF22593 (FLJ22593), mRNA 


NM 024701 


Homo sapiens ankyrin repeat and SOCS box-containing 13 (ASB13), mRNA 


NM 024700 


Homo sapiens Smad nuclear interacting protein (SNIP1), mRNA 


NM 024695 


Homo sapiens hypothetical protein FU13993 (FLJ13993), mRNA 


NM 024693 


Homo sapiens hypothetical protein FU20909 (FU20909), mRNA 


NM 024688 


Homo sapiens hypothetical protein FLJ13031 (FLJ13031), mRNA 


NM 024686 


Homo sapiens hypothetical protein FU23033 (FIJ23033), mRNA 


NM 024678 


Homo sapiens hypothetical protein FLJ23441 (FLF23441), mRNA 


NM 024675 


Homo sapiens hypothetical protein FLJ21816 (FU21816), mRNA 


NM_024672 


Homo sapiens hypothetical protein FU23320 (FU23320), mRNA 


NM 024666 


Homo sapiens hypothetical protein FIJI 1506 (FIJI 1506), mRNA 


NM 024654 


Homo sapiens hypothetical protein FU23323 (FLJ23323), mRNA 


NM 024650 


Homo sapiens hypothetical protein FLJ22531 (FLJ22531), mRNA 


NM 024649 


Homo sapiens hypothetical protein FU23590 (FLJ23590), mRNA 


NM 024647 


Homo sapiens hypothetical protein FLJ13287 (FLJ13287), mRNA 


NM 024640 


Homo sapiens hypothetical protein FU23476 (FLJ23476), mRNA 


NMJ)24636 


Homo sapiens likely ortholog of mouse tumor necrosis-alpha-induced adipose- 
related protein (FU23 153), mRNA 


NM 024628 


Homo sapiens hypothetical protein FLJ23188 (FU23188), mRNA 


NM 024627 


Homo sapiens hypothetical protein FLJ21 125 (FU21 125), mRNA 


NM 024626 


Homo sapiens hypothetical protein FLJ22418 (FU22418), mRNA 


NM 024624 


Homo sapiens hypothetical protein FU221 16 (FU221 16), mRNA 


NM 024616 


Homo sapiens hypothetical protein FU23186 (FLJ23186), mRNA 


NM 024615 


Homo sapiens hypothetical protein FLJ21308 (FU21308), mRNA 
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NM 024613 


Homo sapiens phafm 2 (FIJI 3 187), mRNA 


NM 024610 


Homo sapiens hypothetical protein FLJ22623 (FLJ22623), mRNA 


NM 024609 


Homo sapiens hypothetical protein FLT21841 (FLJ21841), mRNA 


NM 024606 


Homo sapiens hypothetical protein FIJI 1756 (FIJI 1756), mRNA 


NM 024605 


Homo sapiens hypothetical protein FLJ20896 (FLJ20896), mRNA 


NM 024602 


Homo sapiens hypothetical protein FU21 156 (FU21 156), mRNA 


NM 024595 


Homo sapiens hypothetical protein FU12666 (FU12666), mRNA 


NM 024585 


Homo sapiens hypothetical protein FLJ22160 (FU22160), mRNA 


NM 024584 


Homo sapiens hypothetical protein FIJI 3646 (FIJI 3646), mRNA 


NM 024580 


Homo sapiens hypothetical protein FU13 1 19 (FU13 1 19), mRNA 


NM 024570 


Homo sapiens hypothetical protein FIJI 1712 (FIJI 1712), mRNA 


NM 024565 


Homo sapiens hypothetical protein FU14166 (FU14166), mRNA 


NM 024556 


Homo sapiens hypothetical protein FU21 103 (FU21 103), mRNA 


NM 024552 


Homo sapiens hypothetical protein FLJ12089 (FLJ12089), mRNA 


NM 024546 


Homo sapiens hypothetical protein FLJ13449 (FU13449), mRNA 


NM 024534 


Homo sapiens hypothetical protein FLJ12684 (FLT12684), mRNA 


NM 024532 


Homo sapiens hypothetical protein FU22724 (FLJ22724), mRNA 


NM 024526 


Homo sapiens hypothetical protein FLF21522 (FLJ21522), mRNA 


NM 024523 


Homo sapiens hypothetical protein FLJ22035 (FU22035), mRNA 


NM 024522 


Homo sapiens hypothetical protein FLJ12650 (FLT12650), mRNA 


NM 024516 


Homo sapiens hypothetical protein MGC4606 (MGC4606), mRNA 


NM 024514 


Homo sapiens hypothetical protein MGC4663 (MGC4663), mRNA 


NM 024507 


Homo sapiens hypothetical protein MGC 10791 (MGC 10791), mRNA 


NM 015288 


Homo sapiens KIAA0239 protein (KIAA0239), mRNA 


NM 024419 


Homo sapiens Phosphatidylglycerophosphate Synthase (PGS1), mRNA 


NM 024345 


Homo sapiens hypothetical protein MGC 10765 (MGC 10765), mRNA 


NM 024340 


Homo sapiens hypothetical protein MGC4179 (MGC4179), mRNA 


NM 024330 


Homo sapiens hypothetical protein MGC4365 (MGC4365), mRNA 


NM 024326 


Homo sapiens hypothetical protein MGC1 1279 (MGC1 1279), mRNA 


NM 024321 


Homo sapiens hypothetical protein MGC10433 (MGC10433), mRNA 


NM 024312 


Homo sapiens hypothetical protein MGC4170 (MGC4170), mRNA 


NM 024308 


Homo sapiens hypothetical protein MGC4172 (MGC4172), mRNA 


NM_024307 


Homo sapiens hypothetical protein MGC4171 (MGC4171), mRNA 


NM_024295 


Homo sapiens hypothetical protein MGC3067 (MGC3067), mRNA 


NM_020062 


Homo sapiens SLC2A4 regulator (SLC2A4RG), mRNA 


NM 018491 


Homo sapiens COBW-like protein (LOC55871), mRNA 


NM 024116 


Homo sapiens hypothetical protein MGC5306 (MGC5306), mRNA 


NM 024114 


Homo sapiens hypothetical protein MGC4827 (MGC4827), mRNA 


NM 024113 


Homo sapiens hypothetical protein MGC4707 (MGC4707), mRNA 


NMJ)24099 


Homo sapiens hypothetical protein MGC2477 (MGC2477), mRNA 


NM 024092 


Homo sapiens hypothetical protein MGC5508 (MGC5508), mRNA 


NM 024084 


Homo sapiens hypothetical protein MGC3196 (MGC3196), mRNA 


NM_024072 


Homo sapiens hypothetical protein MGC2835 (MGC2835), mRNA 


NM 024067 


Homo sapiens hypothetical protein MGC2718 (MGC2718), mRNA 


NM 024063 


Homo sapiens hypothetical protein MGC5347 (MGC5347), mRNA 


NM 024040 


Homo sapiens hypothetical protein MGC2491 (MGC2491), mRNA 


NM 024036 


Homo sapiens hypothetical protein MGC3 103 (MGC3103), mRNA 


NMJH5450 


Homo sapiens protection of telomeres 1 (POT1), mRNA 


NM 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM 023932 


Homo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 


Homo sapiens hypothetical protein MGC2376 (MGC2376) mRNA 
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NM 014045 


Homo sapiens DKFZP564C1940 protein (DKFZP564C1940), mRNA 


NM 015533 


Homo sapiens DKFZP586B1621 protein (DKFZP586B1621), mRNA 


NM 023927 


Homo sapiens hypothetical protein FU213 13 (FLJ213 13), mRNA 


NM 023923 


Homo sapiens hypothetical protein FU13171 (FIJ13171), mRNA ' 


NM 019054 


Homo sapiens hypothetical protein MGC5560 (MGC5560), mRNA 


NM 023070 


Homo sapiens hypothetical protein (LOC65243), mRNA 


NM 023015 


Homo sapiens hypothetical protein FLJ21919 (FU21919), mRNA 


NM 022899 


Homo sapiens likely ortholog of mouse actin-related protein 8 homolog (S. 
cerevisiae) (FLJ12934), mRNA 


NM_022836 


Homo sapiens DNA cross-link repair IB (PS02 homolog, S. cerevisiae) 
(DCLRE1B), mRNA 


NM 022831 


Homo sapiens hypothetical protein FLJ12806 (FLJ12806), mRNA 


NM 022828 


Homo sapiens hypothetical protein FU2 1 940 (FU2 1 940), mRNA i 


NM_022822 


Homo sapiens hypothetical protein FLJ12387 similar to kinesin light chain 
(FU12387),mRNA 


NM 022784 


Homo sapiens hypothetical protein FLJ12476 (FLJ12476), mRNA 


NM 022783 


Homo sapiens hypothetical protein FLJ12428 (FLJ12428), mRNA 


NM 022774 


Homo sapiens hypothetical protein FU21 144 (FLJ21 144), mRNA 


NM 022765 


Homo sapiens hypothetical protein FIJI 1937 (FU1 1937), mRNA 


NM 022764 


Homo sapiens hypothetical protein FLF12998 (FLF12998), mRNA 


NM 022758 


Homo sapiens hypothetical protein FU22195 (FLJ22195), mRNA 


NM_022753 


Homo sapiens hypothetical protein FU12903 (FU12903), mRNA 


NM 022749 


Homo sapiens retinoic acid induced 16 (RAH 6), mRNA 


NM_022746 


Homo sapiens hypothetical protein FU22390 (FU22390), mRNA 


NM 022728 


Homo sapiens neurogenic differentiation 6 (NEUROD6), mRNA 


NM 022496 


Homo sapiens hypothetical protein FU13433 (FLJ13433), mRNA 


NM 022490 


Homo sapiens hypothetical protein FLT13390 similar to PAF53 (FLJ13390), 
mRNA 


NM 022484 


Homo sapiens hypothetical protein FLJ13576 (FU1 3576), mRNA 


NM 022483 


Homo sapiens hypothetical protein FU21657 (FU21657), mRNA 


NM 022473 


Homo sapiens zinc finger protein 106 (ZFP106), mRNA 


NMJ)22471 


Homo sapiens hypothetical protein FU13057 similar to germ cell-less 
(FIJ13057 , ) mRNA 


NM 022463 


Homo sapiens nucleoredoxin 1 (NXN), mRNA 


NM_022462 


Homo sapiens hypothetical protein FU14033 similar to hypoxia inducible factor 
3, alpha subunit (HIF-3A), mRNA 


NM 022461 


Homo sapiens hypothetical protein FU21939 similar to 5-azacytidine induced 
gene 2 (FLJ21 939), mRNA 


NM 022453 


Homo saniens line finder urotein 25 (RNF25^ mRNA 


NM 022374 

1 "ill \J r i 


Homo saniens likelv ortholoc of mouse ADP-ribosvlation-like factor 6 
interacting protein 2 (FLJ23293), mRNA 


NM 022371 


Homo sapiens ATP-dependant interferon responsive (ADIR), mRNA 


NM 022369 


Homo saDiens hvoothetical orotein FLJ12541 similar to Stra6 fFLJ12541^ 
mRNA 


NM_022367 


Homo sapiens hypothetical protein FLJ12287 similar to semaphorins 
(FU12287), mRNA 


NM 022359 


Homo sapiens similar to rat myomegalin (LOC64182), mRNA 


NM 022356 


Homo sapiens growth suppressor 1 (GROS1), mRNA 


NM 022354 


Homo sapiens spermatogenesis associated 1 (SPATA1), mRNA 


NM 022347 


Homo sapiens IFRG15 protein (IFRG15), mRNA 


NM 022341 


Homo sapiens peptide deformylase-like protein (LOC64146), mRNA 


NM 022164 


Homo sapiens P3ECSL (LIECG3), mRNA 
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NM 022147 


Homo saoiens 28kD interferon resDonsive orotein fEFRG28 1 mRNA 


NM 022140 


Homo sauiens ervthrocvte orotein band 4 1-like 4 fEPB41L4^ mRNA 


NM 022133 


Homo sapiens sortinenexin 16 (SNX16i rnRNA 


NM_022126 


Homo saoiens ohosoholvsine nhosDhohistidine inoreanic ovronh rebate 
phosphatase (LHPP), rnRNA 


NM 022097 


Homo sapiens hepatocellular carcinoma antigen gene 520 (LOC63928), mRNA 


NM_022094 


Homo saoiens hypothetical orotein FLJ20871 similar to FSP27 (FIJ20R7 
mRNA 


NM 022090 


Homo sapiens transposon-derived Buster3 transposase-like (LOC63920), mRNA 


NM 022074 


Homo sapiens hypothetical protein FLJ22794 (FLJ22794), mRNA 


NM 022071 


Homo sapiens hvoothetical orotein FU20967 fFLJ20967 1 mRNA 


NM 022063 


Homo sapiens hypothetical protein FU13188 (FIJI 3 188), mRNA 


NM 022060 


Homo sapiens hypothetical protein FUI2816 (FU12816), mRNA 


NM 022034 


Homo sapiens estrogen regulated gene 1 (ERG-1), mRNA 


NM 021945 


Homo sapiens hypothetical protein FU22174 (FU22174), mRNA 


NM 021944 


Homo sapiens hvoothetical orotein FIJI 21 54 fFT Jl 21 S4^ mRNA 


NM 021941 


Homo sapiens hvoothetical nrotein FT J21 324 (FT T21 394^ mRNA 


NM_021928 


Homo sapiens hypothetical protein FLJ22649 similar to signal peptidase 
SPC22/23 fFLJ22649i mRNA 


NM 021927 


Homo sapiens hvoothetical nrotein FT Tl 3220 fFT T1 3??0^ mRNA 


NM 021925 


Homo sapiens hvoothetical nrotein FT T21 R20 fFT T91 R?0^ mRNA 


NMJ)21825 


Homo sapiens hvpothetical nrotein MDS025 fMDS025 1 mRNA 


NM 015622 


Homo sapiens CGM3 protein (LOC51622), mRNA 


NM_021639 


Homo saoiens hvnothetical nrotein SP1Q2 fSPl Q2^ mRNA 


NM 021637 


Homo sapiens hvoothetical orotein FU140R4 fFT T1 40R4^ mRNA 


NM_021614 


Homo saoiens ootassium intermediate/small enndnntanrp palriirni-arfivntprl 
channel, subfamilv N member 2 (KONN2 1 mRNA 


NM 021182 


Homo sapiens minor histocompatibility antigen HB-1 (HB-1), mRNA 


NM_021170 . 


Homo sapiens bHLH factor Hes4 (LOC57801), mRNA 


NM 021146 


Homo saoiens aneiopoietin-like factor ( CDT6) mRNA 


NMJ)05146 


Homo sapiens souamous cell carcinoma antigen recognised bv T ppIIq ^ARTI^ 
mRNA 


NM 021079 


Homo sapiens N-myristoyltransferase 1 (NMT1), mRNA 


NM 021046 


Homo sapiens UHS KerB (LOC57830), mRNA 


NM 021018 


Homo sapiens H3 histone familv member I (H3FD mRNA 


NM 006643 


Homo sapiens serologically defined colon cancer antigen 3 (SDCCAG3), mRNA 


NM 017569 


Homo sapiens transcription factor (p38 interacting protein) (P38IP), mRNA 


NM 015239 


Homo sapiens KIAA 1035 protein fKJAA 1 03 5 1 mRNA 


NM 014977 


Homo sapiens KIAA0670 orotein/acinus fTCIAA0670 1 mRNA 


NM 015176 


Homo saniens KIAA0483 nrotein fFCTAA0483^ mRNA 


NM 014610 


Homo sapiens KIAA0088 protein (KIAA0088), mRNA 


NM 015516 


Homo ^aniens hvnfitbpfiral nrntpin p<rtraHin1-inHnrpd fP9TO^ mRNA 


NM 015388 


nuiiiu oajjicxio i/xvr La j ouv/Z't j proicin ^xyxvr^»x «jddv^^6Hj ) t nuvlN/V 


NM 015679 


Homo saoiens hvoothetical orotein rCLONE24922i mRNA 


NM_014409 


Homo sapiens TAF5-like RNA polymerase D, p300/CBP-associated factor 
(PCAF)-associated factor, 65 kD (TAF5L), mRNA 


NM 014368 


Homo sapiens LIM homeobox protein 6 (LHX6), mRNA 


NM 014315 


Homo sapiens host cell factor homolog (LCP), mRNA 


NM012414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3-GAP150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), mRNA 


NM_007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA 
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NM 007074 


Homo sapiens coronin, actin binding protein, 1 A (COROl A), mRNA 


NM_006927 


Homo sapiens sialyltransferase 4B (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4B), mRNA 


NM 006861 


Homo sapiens RAB35, member RAS oncogene family (RAB35), mRNA 


NM 006502 


Homo sapiens polymerase (DNA directed), eta (POLH), mRNA 


NM 005710 


Homo sapiens polyglutamine binding protein 1 (PQBP1), mRNA 


NM 005168 


Homo sapiens ras homolog gene family, member E (ARHE), mRNA 


NM 004190 


Homo sapiens lipase, gastric (LIPF), mRNA 


NM 004132 


Homo sapiens hyaluronan binding protein 2 (HABP2), mRNA 


NM_004492 


Homo sapiens general transcription factor HA, 2 (12kD subunit) (GTF2A2), 
mRNA 


NM 004824 


Homo sapiens chromodomain protein, Y chromosome-like (CDYL), mRNA 


NM_003969 


Homo sapiens ubiquitin-conjugating enzyme E2M (UBC12 homolog, yeast) 
(UBE2M), mRNA 


NM_002711 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3 A (glycogen 
and sarcoplasmic reticulum binding subunit, skeletal muscle) (PPP1R3 A), 
mRNA 


NM 003847 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PEX1 1 A), mRNA 


NM_002004 


Homo sapiens famesyl diphosphate synthase (famesyl pyrophosphate synthetase, 
dimethylallyltranstransferase, geranyltranstransferase) (FDPS), mRNA 


NM_019111 


Homo sapiens major histocompatibility complex, class II, DR alpha (HLA- 
DRA), mRNA 


NM_002120 


Homo sapiens major histocompatibility complex, class E, DO beta (HLA-DOB), 
mRNA 


NM_002118 


Homo sapiens major histocompatibility complex, class n, DM beta (HLA- 
DMB), mRNA 


NM_002125 


Homo sapiens major histocompatibility complex, class II, DR beta 5 (HLA- 
DRB5), mRNA 


NM_021983 


Homo sapiens major histocompatibility complex, class IE, DR beta 4 (HLA- 
DRB4), mRNA 


NM_022555 


Homo sapiens major histocompatibility complex, class II, DR beta 3 (HLA- 
DRB3), mRNA 


NM 005962 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 1, mRNA 


NM 130439 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 2, mRNA 


NM_080923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 4, mRNA 


NM_080922 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 3, mRNA 


NM_080921 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 2, mRNA 


NM_130386 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant I, 
mRNA 


NM_030781 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant II, 
mRNA 


NM_1 30778 


Homo sapiens collagen, type XVH, alpha 1 (COL17A1), transcript variant short, 
mRNA 


NM_000494 


Homo sapiens collagen, type XVII, alpha 1 (COL17A1), transcript variant long, 
mRNA 


NM 001856 


Homo sapiens collagen, type XVI, alpha 1 (COL16A1), mRNA 


NM 001855 


Homo sapiens collagen, type XV, alpha 1 (COL15A1), mRNA ! 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRJM6), mRNA 


NM 002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
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variant 1, mRNA 


NMJ30390 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 3 
mRNA 


NMJ30389 


Homo sapiens tripartite motif-contammg 34 (TRIM34), transcript variant 2 
mRNA 


NM021616 


Homo sapiens tripartite motif-containmg 34 (TRIM34), transcript variant 1 
mRNA 


NM 030950 


Homo sapiens ret finger protein (RFP), transcript variant beta, mRNA 


NMJ30785 


Homo sapiens TPTE and PTEN homologous inositol lipid phosphatase (TPIP) 
mRNA ~ y J> 


NMJ 30784 


Homo sapiens hypothetical gene supported by AY027807: AY027808 
(LOC93426), mRNA 


NM 130783 


Homo sapiens similar to neuronal tetraspanin (LOC90139), mRNA 


NM 130782 


Homo sapiens regulator of G-protem signalling 18 (RGS18), mRNA 


NM 130781 


Homo sapiens (RAB24),mRNA 


NM 130772 


Homo sapiens S100Z protein (S100Z), mRNA 


NM 130769 


Homo sapiens glycoprotein alpha 2 (GPA2), mRNA 


NM 130770 


Homo sapiens 5-hydroxytryptamine receptor 3 subunit C (HTR3C) mRNA 


NM 130768 


Homo sapiens GASZ (GASZ), mRNA 


NM 130767 


Homo sapiens cytosohc acetyl-CoA hydrolase fCACH-1), mRNA 


NM 130773 


Homo sapiens caspr5 protein (caspr5), mRNA 


NM 006510 


Homo sapiens ret finger protein (RFP), transcript variant alpha, mRNA 


NMJ)33554 


Homo sapiens major histocompatibility complex, class II, DP alpha 1 (HLA- 
DPA1), mRNA P 1 


NM 033282 


Homo sapiens opsin 4 (melanopsin) (OPN4), mRNA 


NM 032035 


Homo sapiens MSTP031 protein (MSTP031), mRNA 


NMJH7882 


Homo sapiens ceroid-hpofuscmosis, neuronal 6, late infantile, variant (CLN6) 
mRNA 


NM .006983 


Homo sapiens matrix metalloproteinase 23B (MMP23B) mRNA 


NM_005608 


Homo sapiens protem tyrosine phosphatase, receptor type, C-associated protein 
(PTPRCAP), mRNA P 


NM 004659 
NMJ)25091 


Homo sapiens matrix metalloproteinase 23A (MMP23 A) mRNA 
Homo sapiens hypothetical protein FLJ1 3330 (FIJI 3330), mRNA 


NM 130759 
NM_019841 


Homo sapiens immunity associated protein 1 (MAPI) mRNA 

Homo sapiens transient receptor potential cation channel, subfamily V member 

5 (TRPV5), mRNA 


NM 017584 


Homo sapiens aldehyde reductase (aldose reductase) like 6 (ALDRL6), mRNA 


NM 017436 


Homo sapiens alpha 1,4-galactosyltransferase (A4GALT) mRNA 


NM 006480 


Homo sapiens regulator of G-protein signalling 14 (RGS14), mRNA 


NM 013357 


Homo sapiens punne-nch element binding protein G (PURG) mRNA 


NMJH6155 


Homo sapiens matrix metalloproteinase 17 (membrane-inserted) (MMP17), 
mRNA 


NM_002813 


Homo sapiens proteasome (prosome, macropain) 26S subunit non-ATPase 9 
(PSMD9), mRNA 




Homo sapiens hypothetical protein FU21 127 (FU21 127), mRNA 


NM 130441 


Homo sapiens dendritic cell lectin b (DLEC), mRNA 


NM 015409 


Homo sapiens El A binding protein p400 (EP400), mRNA 


NM 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NMJH6113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2 (TRPV2), rnRNA 


NMJH5530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 
(GRASP55), mRNA 
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NM 005873 


Homo sapiens regulator of G-protein signalling 19 (RGS19), mRNA 


NM 130469 


Homo sapiens Jun dimerization protein 2 Qdp2) > mRNA 


NM 130468 


Homo ^aniens dermatAn-4-^ilfotran<;fpra<;e-1 fl^^ST-l i mRNA 


NM 130467 


Hnmn «;anien<; PAGF-5 nrotein fPAGF-S^ mRNA 


NM 130463 


Wrtmn QnnipnQ AHTPjiqp W-l- frsmcnAT+iTicy Iv^ncfunnl fvar.iiolar nroton niirnn i 
riuiiiu oapit-iio Air ast, xx « uaiiapui ting, lyouauuiai ^votuuiai pivivii LJuxiipy 

fATP6Gi mRNA 


NM 130459 


Homo saniens torsin familv 2 member A (TOR2A i mRNA 


NM 021070 


Homo saniens latent transforming orowth factor beta bindinff rjrotein 3 fLTBP3 1 
mRNA 


NM 020865 


Homo saniens DEAD/H CAsD-Glu-Ala-Aso/His') box rjolvDeoude 36 (DDX361 
mRNA 


NM 016304 


Homo sapiens 60S ribosomal protein L30 isolog (LOC5 1 187), mRNA 


NM 130443 


Homo sapiens dipeptidylpeptidase DI (DPP3), transcript variant 2, mRNA 


NM 005700 


Homo sapiens dipeptidylpeptidase HI (DPP3), transcript variant 1, mRNA 


NM 018152 


Homo saniens chromosome 20 onen reading frame 12 fC20orf*12i mRNA 


NM. 006027 


Homo sapiens exonuclease 1 (EXOl), transcript variant 1, mRNA 


1XJ.VX UvJUOU 


TTirmn Qjvrnpnti PYrvniiplpsicp 1 i^PVfil^ trancprint variant *^ mTJM^A 
xiuiiiu aapiviio wAUiiuuicaaC i ^iwvi )y ucuioviifJL vcuiaxii J, iijxvL>x& 


NM 130398 


Homo sani'pns pvnniiplpasp 1 fF'X'OI^ transrrint variant 2 mRNA 


NM 002837 


Homo sapiens protein tyrosine phosphatase, receptor type, B (PTPRB), mRNA 


"MM 00077S 


xiomo bdpicuo vyiOviiromc x*k?u, buuidiimy ju ^draoiuuonic acia cpuAygenasej 
polypeptide 2 (CYP2J2), mRNA 


IN lVx_U J J u J U 


TTrvmn caTvipnc pvpIiti T"l1 iT^T? ATl1 r%amtVt\rmiA 0 H f»n rvmotAoi c 1 ^ f 1 1 1 ^ 
IxUIIlU bdpiCHo ^yoim ^xxVrVJL/i palaUiyruiU aUCnUITlalOblS 1 ^ ^^v^INx-/l ^, 

mRNA 


NM 0190Q0 


xlUIuU aapiCilb IIIiUiUlllUUlC-aULlll OIUoblUlAlllg lawlUI 1 ylvx/VvyF 1 J t udubvnpi 
Vallaill 1, liLTvl i/k 


NM 017625 


Homo saniens intf*1f*rfin rTTT Ni mRNA 


NM_0 15839 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 

fPPM2^ rranscrint variant ^V3 mPNA 


NM_0 15838 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
rFPM^^ transrnnt variant SV2 rrVRNA 


NM 015837 


WnmA Qdnif»nc TiPrtlin rpr»11n(Tpn/'fib'Pi'nr*tTpn /^rkTnuin prvntQiniTio 1f»^ , ^^•n^ 0 Aiiipnli-n^ 
xxuiiiu oapiciia liv^uiiii ^wunagCiu 11 uiuiugcii uuiiiaiii uwiiutiiunig ic^iiiy iiiuvuiixi) 

(FCN2), transcript variant S VI , mRNA 


NM 002003 


TTrvmn csinipnc "fipnlin rpnllsfypn/'Fibri'noo'PTi Hnmmn ponta itiitio^ 1 ^T^r^M^I^ ml?M^A 
xxuiiiu oapxviid iivuiiii ^v/VJiiagt-ii/ iiui LLivjgcii uuiiiaiii t^uuuiiiixixgy 1 ^ruii i /, iinviN.rv 


NM 016327 


Homo sapiens ureidopropionase, beta (UPB1), mRNA 


NM 016398 


xiuiinj bapiciia uir^i repeal uoiuaxu uuiiuiiiiiiig i \\j l r £ij\±j i j f ixanoun.pi 

A/nriant 1 mTJMA 
Vallaill 1, liJLtVLixT. 


NM_004108 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
fRr'N?^ transcrint variant SVO mRNA 

^X V^li ^Ji LI ipt VCUlCU.il O V V/j 1JLJLXV1 1 /V 


NM 002318 


Homo sapiens lysyl oxidase-like 2 (LOXL2), mRNA 


MM 13fttQ£ 
INJY1_1 jyJjyO 


xiomo sapiens win a 1 maucioie signaling pamway protein j ^wioirjj, iranscTipi 
variant 2, mRNA 


mm nn^Rsn 

IN IVI__UU J o OU 


xiomo sapiens win 1 1 maucioie signaling painway proiem j ^wi&rj;, uanscripi 
variant 1, mRNA 


NM 003881 


Homo saniens WNT1 inducible sienalinff nathwav Drotein 2 fWISP2 1 mRNA 


NM_08O838 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 2, mRNA 


NM_003882 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 1, mRNA 


NM_000651 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant S, mRNA 


NM_000573 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant F, mRNA 
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NMJ)06069 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 1, raRNA 


NMJ30385 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 2, mRNA 


NM 018492 


Homo sapiens T-LAK cell-originated protein kinase (TOPK) mRNA 


NM 002462 


Homo sapiens myxovirus (influenza virus) resistance 1, interferon-inducible 
protein p78 (mouse) (MX1), mRNA 


NM 015920 


Homo sapiens ribosomal protein S27-like (RPS27L), mRNA 


NM 016183 


Homo sapiens ribosomal protein, large, PO-like (RPLP0L), mRNA 


NM 080746 


Homo sapiens ribosomal protein LlO-like (RPL10L), mRNA 


NM 032236 


Homo sapiens FU23277 protein (FU23277), mRNA 


NM 032784 


Homo sapiens thrombospondin (FU14440), mRNA 


NMJ)80731 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 3, mRNA 


NM_080730 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 2, mRNA 


NM 015945 


Homo sapiens ovarian cancer overexpressed 1 (OVCOV1), mRNA 


NM 018018 


Homo sapiens solute carrier family 38, member 4 (SLC38A4), mRNA 


NM 022451 


Homo sapiens AD24 protem (AD24), mRNA 


NM 020830 


Homo sapiens phosphoinositide-binding protein SRI (FENS-1) mRNA 


NM_033630 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 2 
mRNA 


NM 016558 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 1 
mRNA ^ 


NMJ>15438 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP586I2223), 
transcript variant 1 , mRNA 


NM 007371 


Homo sapiens bromodomain containing 3 (BRD3), mRNA 


NM 005104 


Homo sapiens bromodomain containing 2 (BRD2), mRNA 


NMJ)05031 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant a, mRNA 


NMJ>21902 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant b, mRNA 


NM_0 14164 


Homo sapiens FXYD domain-containing ion transport regulator 5 (FXYD5) 
mRNA 


NM 002463 


Homo sapiens myxovirus (influenza virus) resistance 2 (mouse) (MX2), mRNA 


NM 014577 


Homo sapiens bromodomain containing 1 (BRD1), mRNA 


NMJ)21004 


Homo sapiens peroxisomal short-chain alcohol dehydrogenase (humNRDR) 
mRNA 


NM_020399 


Homo sapiens PDZ/coiled-coil domain binding partner for the rho-family 
GTPase TC10 (PIST), mRNA 


NM 017935 


Homo sapiens hypothetical protein FU20706 (BANK), mRNA 


NM 018244 


Homo sapiens chromosome 20 open reading frame 44 (C20orf44) mRNA 


NM_016100 


Homo sapiens N-acetyltransferase 5 (ARD1 homolog, S. cerevisiae) (NAT5), 
mRNA 


INM U10v*O 


Homo sapiens chromosome 20 open reading frame 45 (C20orf45), mRNA 


NM 007363 


Homo sapiens non-POU domain containing, octamer-binding (NONO) mRNA 


NM 002438 


Homo sapiens mannose receptor, C type 1 (MRC1), mRNA 


NM 015092 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMG1) mRNA 


NM 018993 


Homo sapiens RAB5 interacting protein 2 (RIN2), mRNA 


NMJ)80841 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 3, mRNA 


NM 080840 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA) 
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transcript variant 2, mRNA 


NM.002836 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 1 , mRNA 


NM 024832 


Homo sapiens RAB5 interacting protein 3 (RIN3), mRNA 


NM 023915 


Homo sapiens G protein-coupled receptor 87 (GPR87), mRNA 


NM 003029 


Homo sapiens SHC (Src homology 2 domain containing) transforming protein 1 
(SHCl),mRNA 


NM 018490 


Homo sapiens G protein-coupled receptor 48 (GPR48), mRNA 


NM 016020 


Homo saoiens homoloe of veast mitochondrial transcrintion factor R fmtTFR^ 
mRNA 


NM 014475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA 


NM 006065 


Homo sapiens sienal-reeulatorv protein beta 1 fSIRPBn mRNA 


NM_005527 


Homo sapiens heat shock 70kD protein 1-like (HSPA1L), mRNA 


NM_004648 


Homo sapiens protein tvrosine nhosnhatase non-recentor tvne mh^tratp 1 
(PTPNSl),mRNA 


NM_004480 


Homo sapiens fucosvltransferase 8 (alpha (\ 6) fucosrvltransferase^ (FTJTR'l 
mRNA 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


NM 130434 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 1, mRNA 


NM 017743 


Homo sapiens dipeotidvlDeotidase 8 fDPP8^ transcript variant 9 mRNA 


NM_002122 


Homo sapiens major histocompatibility complex, class II, DQ alpha 1 (HLA- 
DOAlVmRNA 


NM_006442 


Homo sapiens DR1 -associated protein 1 (negative cofactor 2 alpha) (DRAP1), 
mRNA 


NM_080918 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080917 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 3, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080916 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 1, nuclear 
&ene encoding mitochondrial nrotein mRNA 


NM_O80915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 5, nuclear 

pene encoding mitochondrial nrntpin mRMA 


NM 001929 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 4, nuclear 

Pf*ne encoHinp" mitorbon/lrinl nrntpin mPNA 
gi^iii/ wui»vjuiiig im Lvjwiiuiivii lai piuicili, lllXvl txt. 


NM_O80815 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 19, 
mRNA 


NM_080814 


Homo sapiens collagen, type XBI, alpha 1 (COL13A1), transcript variant 18, 
mRNA 


NM_080813 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 17, 
mRNA 


NM_080812 


Homo sapiens collagen, type XIH, alpha 1 (COL13A1), transcript variant 16, 
mRNA 


NM_080811 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 15, 
mRNA 


NM_080810 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 14, 
mRNA 


NM_080809 


Homo sapiens collagen, type XM, alpha 1 (COL13A1), transcript variant 13, 
mRNA 


NM_080808 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 12, 
mRNA 


NM_O80807 


Homo sapiens collagen, type XIE, alpha 1 (COL13A1), transcript variant 1 1, 
mRNA 
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NM 080806 


Homo sapiens collagen, type XUI, alpha 1 (COL13A1), transcript variant 10, 
mRNA 


NM 080805 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 9, 
mRNA 


NMJ)80804 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 8, 
mRNA 


NM 080803 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 7, 
mRNA 


NM 080802 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 6, 
mRNA 


NM 080801 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 5, 
mRNA 


NMJJ80800 


Homo sapiens collagen tvoeXIII alpha 1 (COl 1 ^ A 1 ^ tonsrrint variant A. 
mRNA 


NM 080799 


Homo sapiens collagen, type Xm, alpha 1 (COL13 Al), transcript variant 3, 
mRNA 


NM_080798 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 2, 
mRNA 


NMJ)05203 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 1, 
mRNA 


NM_004395 


Homo sapiens drebrin 1 (DBN1), transcript variant 1, mRNA 


NM 080881 


Homo sapiens drebrin 1 (DBNl^ transcrint variant 1 nYRNA 


NM_080792 


Homo saniens brain-irnmunofflnbuliTi-lilfp mnlpmlf* u/ifh tvrr»cin#» ViqcaH 

-»•■»■*•/** iv» oupivi io viaiu iikiiLiLiLi\jgi\jij Liiui - iiivt* lllUlvwliiw Willi IY1 lJoUlC~UaoCU 

activation motifs (BIT), mRNA 


NMJW0816 


Homo sapiens sienal-reeulatorv protein beta 2 fSIRPB2 , l tramrrint variant 9 
mRNA 


NMJH8556 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcript variant 1, 
mRNA 


NM_000787 


Homo sapiens dopamine beta-hydroxylase (dopamine beta-monooxygenase) 
(DBH), mRNA 


NM 080426 


Homo sapiens GNAS complex locus (GNAS), transcript variant 2, mRNA 


NM 080425 


Homo sapiens GNAS complex locus fGNASl transcrint variant 1 mRNA 


NM 000516 


Homo sapiens GNAS complex locus (GNAS), transcript variant 1, mRNA 


NM 006571 


Homo sapiens novel RCrD-cnnta minor nrntf»in AA/^..^ ml? "MA 


NM_080926 


Homo sapiens hypothetical protein similar to KIAA0187 gene product 
(LOC96610) mRNA 


NMJ)80924 


Homo sapiens hypothetical protein similar to CGI-67 protein (LOC9 1219), 
mRNA 


NMJ)80925 


Homo sapiens hypothetical protein similar to topoisomerase (DNA) m beta (H. 
sapiens) (LOCI 29020), mRNA 


NM_080914 


Homo sapiens asialofflvconrntein reeentnr 9 f ASrrR9^ tran<:rrint variant ^ 

mRNA 


NMJ)80913 


Homo sapiens asialo&lvcoprotein receptor 2 f ASffR9^ transcrint variant 9 
mRNA 


NM_080912 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant H2', 
mRNA 


NM001181 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 1, 
mRNA 


NM 001671 


Homo sapiens asialoglycoprotein receptor 1 (ASGR1), mRNA 


NM 005065 


Homo sapiens sel-1 suppressor of lin-12-like (C. elegans) (SEL1L), mRNA 


NM 014978 


Homo sapiens VPS10 domain receptor protein SORCS 3 (SORCS3), mRNA 


NM 015230 


Homo sapiens centaurin, delta 1 (CENTD1), mRNA 
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NM 052868 


Homo saDiens immunoglobulin snnerfamilv member 8 (TGSFfft nYRNA 


NM 032782 


Homo sapiens hypothetical protein FU14428 (TIM3), mRNA 


NM 032309 


Hfimn' <jam'pnQ pbrnmnQftmp 9 onpn rpaHiTH* frame Q rr^2orf0^ mPNA 


NM 021625 


Homo sapiens transient receptor potential cation channel, subfamily V, member 


NM 020960 


Homo sapiens G protein-coupled receptor 107 (GPR107), mRNA 


NM 094S03 


xiuiuu adpicuo iiuiiiaii uuiiiLuiuuciiviciiuy vu uo type i cnndxiwcr imiuiug pruicui J 

(HTVEP3), mRNA 


NM 0241 12 


Wattia canipnc oVirATtincATni* 0 nnpn tpcj Hincr framp 1 6 ff'QA'rfl 6\ mT?NA 
X1U1UU oaJJldio ^lUUUlUaUlUC y Updl ICaUUlg iiaillC 1U ^VyfUIllUJ, IlUvi^C^A 


NM" 01^10.9 


nomo oapiens pnospuoiipase v/, oeta i jjmospnomosiuQG-speciric^ ^ri^v-aj i) } 
mRNA 


NA/f 0994R1 


nomo sapiens /\jtvr-v k j/\jr J jtui.vj**vj/\r , anjcynn repeal ana pieKSuin nomoiogy 

a nm si T1C.P rvn \ck mm rr rvrAtf»in 3 t AT? Am3i mP "M A 
UUIUaUlo'CUUUlUlUlg piULCUl J ^AIxAT ■JJy ILuSSHsX 


NM 091634 


Wattia caniPTic IpiiPinp-Tif Vi Tpnpat-PATi tannin it (~* nTAt/*in— f»Aiml#v1 Yt*f*t*r\tf\v 7 
X1U111U oapiCllo lCUUlllC-1 H/U I Cpvj»l~vUIlUUillilg vJ piUlClll-L/UUUlCU. ICUCpiUl / 

(LGR7), mRNA 




TTattia QfltvipnQ QifllvltrflnQfpracp RT« fnlnlifl-9 R-TiAlvcifllvfrflncfpracp^ ^^[TAXST?^ 

mRNA 


NM 01Q06Q 


Wattia QStm'enc WH rprtpnt HAmmn rWTil?S13\ mPNA 


NM016179 


Homo sapiens transient receptor potential cation channel, subfamily C, member 


NM 016592 


Homo sapiens GNAS complex locus (GNAS), transcript variant 4, mRNA 


1N1VI 


Wattia csmipnc >7i'nr» "fin crpr nrntp-in 9QTR ^7\^^9QTR^ TnP"MA 

xiumo adpiciib cAi±\s linger pruicm Ly id \tA\rz,y id j 9 mxviN/\ 


NM 012471 


Homo sapiens transient receptor potential cation channel, subfamily C, member 

S rTRPPS^ mPNA 

J ^ 1 XvT V/J J 3 IIUVIN/V 


NM 012459 


Wattia cntiipnc frnnclnrpcp Af* itinpr mi tnpVinn Hn' q1 mprnKron p Q Knmnl rvrr T5 ( "v/<=q cfA 
numu aapidlo UailoiU^ooC Ul UlilCi IlUlUUIlUllUIlal IllCIIlUxaUC 0 XlUUlUlUg D ^YCool^ 

(TIMM8B), mRNA 


NM 004621 


nuiiiu dapiciid udiibicnL rcvcpior poicnuoi uduun vxidnnei, suDiamiiy memoer 
6 (TRPC6), mRNA 


NM 0ft33ft4 

IN 1VJL V v J J U*t 


xiumo oapicnb uaiLbicin rcvcptor puLcnudi canon cnannei, suoianuiy v^, memoer 
1 (TRPCl), mRNA 


NM 009194 


xiomu bdpiens major niotocoiiipauuiiiiy complex., ciass n, uis. oeia i ^xii«i/\- 

TYRR1\ mT?NA 
UISSj 1 ^, IIlix!N/\ 


NM 000972 


Homo sapiens ribosomal protein L7a (RPL7A), mRNA 


MM 13A3R4. 


xiomo sapiens inree prime repau: exonuciease i ^ l jvjqa i Transcript variant o, 
mRNA . 


TsJM 033697 


xiomo sapiens inree prime repaur exonuciease i ^i khai ) 9 transcript variant z, 
mRNA 




nomo sapiens tnree prime repair exonuciease i \x JtuiAij, transcript variant j, 


NM 094Q06 


nomo bdpieno muotrnonunai ciongoiion iacior vj ^crui j t nuxiNri 


MM 033690 


nomo sapiens tnree prime repau exonuciease i ^ijkjliai ), transcript variant h, 
mRNA 

1 1 LEVI l .TV 


NM 033698 


IT Am A c?jt*i#»tic tVirpp nnmp rpn^i'i* pvatiiipIpqcp 1 I 1 1 l T? T7 Y 1 ^ trancprint variant 3 

xiuuiu bdpiciib iiircc prune repdu cauuu^icooc 1 ^ 1 1\ xv a. i j 9 uondt'ripi vairdni j, 
mRNA 


NM_016381 


Homo sapiens three prime repair exonuciease 1 (TREX1), transcript variant 1, 
mRNA 


NM 031892 


Homo sapiens SH3-domain kinase binding protein 1 (SHSKBPl^roRNA 


NM 003960 


Homo sapiens N-acetyltransferase 8 (camello like) (NAT8), mRNA 


NM 021093 


Homo sapiens peptide YY, 2 (senrnialplasmin) (PYY2), mRNA 


NM 021092 


Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 


NM 021190 


Homo sapiens polypyrimidine tract binding protein 2 (PTBP2), mRNA 


NM 013998 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant delta, mRNA 


NM.013997 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant gamma, mRNA 


NM_013996 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant alpha, mRNA 


NM.016235 


Homo sapiens G protein-coupled receptor, family C, group 1, member B 
(GPRC5B), mRNA 


NM 004630 


Homo sapiens splicing factor 1 (SF1), mRNA 


NM 000230 


Homo sapiens leptin (obesity homolog, mouse) (LEP), mRNA 


NM.003185 


Homo sapiens TAF4 RNA polymerase n, TATA box binding protein (TBP)- 
associated factor, 135 kD (TAP4), mRNA 


NM_003182 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant beta, mRNA 


NM 002772 


Homo sapiens protease, serine, 7 fenterokinase , ) (PRSS7} mRNA 


NM_0O5857 


Homo sapiens zinc metalloproteinase (STE24 homolog, yeast) (ZMPSTE24), 1 
mRNA 


NM.0O61O3 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 1, 
mRNA 


NM_080736 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2) transcript variant 2 
mRNA 4 " ' " r ' 


NM_080735 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 5 
mRNA 


NM_080734 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 4 
mRNA ' 


NM_080733 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 3, 
mRNA 


NM 021197 


Homo sapiens WAP four-disulfide core domain 1 (WFDC1), mRNA 


NM 007128 


Homo sapiens pre-B lymphocyte gene 1 (VPREB1), mRNA 


NM 006373 


Homo sapiens vesicle amine transport protein 1 (VATI), mRNA 


NM_0O3105 


Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing 
(SORL1), mRNA 


NM 020777 


Homo sapiens VPS 10 domain receptor protein (SORCS2), mRNA 


NM 052918 


Homo sapiens VPS10 domain receptor protein SORCS 1 (SORCS1), mRNA 


NM_022553 


Homo sapiens SAC2 sunoressor of actin mutations 2-1 ike (vea<;rt f<5APM9T 1 
transcript variant 2, mRNA 


NM 004843 


Homo sapiens class I cytokine receptor (WSX1), mRNA 


NM_080564 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 1 , mRNA 


NM_006711 


Homo sapiens RNA binding protein SI, serine-rich domain (RNPS1), transcript 
variant 1, mRNA 


NM_080594 


Homo sapiens RNA binding protein SI, serine-rich domain (RNPS1), transcript 
variant 2, mRNA 


NM_100486 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 3, mRNA 


NM_100264 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NM_0 16628 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 1 , mRNA 
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NM 005701 


Homo sapiens RNA, U transporter 1 (RNUT1), mRNA 


NM 014810 


Homo sapiens centrosome-associated protein 350 (CAP350), mRNA 


NM 013325 


Homo saniens KIAA0943 orotein ( ADe4B^ mRNA 


NM 020235 


Homo sarriens bohbv sox homnloff fDrosoDhila^ fBB}0 mRNA 


NM_019118 


Homo sapiens hypothetical protein RP4-622L5 (RP4-622L5), mRNA 


NM 016TI2 


T-Tnmn QnnipnQ AAAXf Hnmnin HinHino - nrntfMn 1 1 rWRPI 1^ nVRNA 

1 AVJlllW Oa|7Xdi.O VV VV Ill/Hull 11 Ullllllllg \Ji- \J IKslll 1 L ^ VV JJ1 1 IJy lllXvl^lii. 


NM_018706 


Homo sapiens KIAA1630 protein (KIAA1630), mRNA 




jciuuiu Sapiens reguidior 01 nunseiisc uaiiouiipi5 x. \ivcin i^y, iranocripi. vaiiaiii i, 
mRNA 


IN lVl_y I J J 


riUIIlU oapiCIlo ICgUlalUI Ul IlUiloClloC lldJLov-'XipLo <L ^IVCIN lijj LiailbUIipi VdIla.HL X., 

mRNA 




XlUlllU b apt CI lb ICgUlalUI Ul llUIloCllov Uallol/lipU) 1 ^INJ^IX 1 Lj t LUI\rS£\ 


NM 002833 


Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), 

mRNA 

liUVLNxi. 


NM_080589 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 

UalloUiipi Vd-llalll J, illiVLN^V 


NM_O80588 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
udiibunpi Varia.ni z, mixiN j\ 


NM_002832 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), . 
transcnpi vanani i, miviNA 


NM_007039 


Homo sapiens protein tyrosine phosphatase, non-receptor type 21 (PTPN21), 

ml? "NT A 


NM_014369 


Homo sapiens protein tyrosine phosphatase, non-receptor type 18 (brain-derived) 

[Mr I x IN 10), IutvLNrV 


NM_005401 


Homo sapiens protein tyrosine phosphatase, non-receptor type 14 (PTPN14), 

IlLtvL>/\ 


NM 002835 


Homo sapiens protein tyrosine phosphatase, non-receptor type 12 (PTPN12), 

ml? "MA 


NM_080685 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
^ras j-associaieu pnospnaiase j \r i rrs ij), transcnpi vanani *t, nixviNA 


NM_080684 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 

^raS^-aSSOCiaicU pnOSpilaiabC^ ^ArlNlj^, UcUlbCnpi VtUlani J, UJX\SHl\ 


NM 080683 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 

^PaS^-aSSOClalcU pilUbpilaLabC^ \T lr IN IJ^, UculoUripi Vol 1 all L 1, IXUVJN/V 


lNlvl__UO UOv 1 


xiomo sapiens protein tyrosine pnospnaiase, non-recepior type 1 1 1 r xn i i ) 9 
transcript variant 2, mRNA 


TJM ClCWRIA 
IN JVI__UV/Z o J ** 


riomo sapiens protein tyrosine pnospnaiase, non-receptor type 1 1 \r x r in i i j, 
transcript variant 1, mRNA 


"MM nn^^oo 


xiomo sapiens oasic leucine zipper transcription lactor, /v i r -okc ^o/\ irj, 
mRNA 


JNM._UUO/U7 


xiomo sapiens xiL/\-r> associatea transcnpi o \ d/\aoj, uranscnpt vanani 
NG36/G9a, mRNA 


JNJVl UjJI / / 


riomo sapiens xiLA-r> associatea transcnpi \dj\lh), nuvLN/v 


NM 004639 


Wnmrt QnnipTiQ T-TT A-R fiQQnrinfpfl fran<irrint ^ fRAT^ trafi^nrint variant 1 
HU111U oauiviio m^rv u ooouvlai>vu uiaiioviipi J ^uai jj } uaxiov^ii^'i' vaiicuiv i, 

mRNA 


NM 080703 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 3, 
mRNA 


NM_080702 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 2, 
mRNA 


NM_004638 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 2, 
mRNA 


MM 080686 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 1, 



220 



WO 03/074654 



PCT/US03/05028 





■mRNA 


NM_004640 


Homo sapiens HLA-B associated transcript 1 (BAT1), transcript variant 1, 
mRNA 




T-Tomn qjityiptiq TTT A -TK jmcnrintpH trflnQnrint 1 rRATI^ tnmQfri"nt variant 2 

mRNA 


NM 080707 


Tlnmn carvipnc Hpiith nccAPintprl fraTicprintinn fflntor 1 CT\ ATTPI ^ trail Qf*ri"nt vsrisiTit' 

3, mRNA 


NM 0RO7QA 


Wnmr* csmipnc Hpflth accnHntpH trflnQrri'n'Hnn factor 1 fTiATFI^ fran sprint variant 

2, mRNA 


NM 0221 OS 


TTrvmn Qarvipn<; Hpafh a^nriatpH tranQfirintion factor 1 fOATFl^ tran^rint variant 

l.xnRNA 


NM 021080 


T-Tomo QanipnQ Hi^ahlpH hnrnoloty 1 fT)rn^OTVh'i1a^ fDAftO mRNA 
xiwiiiV/ ©opiviio uiouL/ivvi liUiiiuiug l yxsi\jo\jLJxxxiaj ^jl/adx j 9 ii ixvi i a 


NM_080760 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 2, 
mRNA 


NM 0S07S0 


RnmA carvipnc HaphchimH Vinmnlnc /TYroQonrfila^ /TiAfTH^ rranQprint variant 1 

iiUlllU odplCllo UttUliaiiLUlU llUJIlVJIUg \XJi\\^XXJj UcUioViipi VOllOlll Xf 

mRNA 


NM 004.1 Q9 


nUIIlU oapicna UawllbiiUUU IlUIIlUIUg yxJl\Jo\)pilllaj \xJr\\*sXX j , tiallol/Iipt Valiant*/, 

mRNA 


"MM 005QQ6 


riomo sapiens i-doa j ^uxnai inaininary syuurornc ) \ixjj\.j ) ) transcnpi vanani i, 
mRNA 




XlUinO bapiCUb 1-DOA J I Ulnar IUdUUIiaiy oyilUXUIIlC ^ ^ 1 DJ\.J ) y UalloUnpL VallallL 

mRNA 


NM 016QS/1 
jlniva u i \jy j *t 




NM_080701 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 4, 
mRNA 


NM_080700 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 3, 
mRNA 


NM.080699 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 2, 
mRNA 


NM_017518 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 5, 

mRNA 


NMJ07205 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 1, 

mRNA 

xxxx\ViJt\. 


NM_080632 


Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 1, 

mPNA 


NM_023010 


Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 2, 


NM.080687 


Homo sapiens similar to yeast Upf3, variant A (UPF3A), transcript variant 2, 

mxvTNA 




noino sapiens similar to yeasi upij, vanani a [\jrrji\) } transcnpi voriani i, 
mRNA 


>jm nsofi^n 


XTUIliU oapiCUo LUlldgCrij type -AjL, aipna x ^UvLl UaXloL/iipt Valldllt V^ 3 

mRNA 


NM_080629 


Homo sapiens collagen, type XI, alpha 1 (COL1 1 Al), transcript variant B, 
mRNA 


NM_001854 


Homo sapiens collagen, type XJ, alpha 1 (COL1 1 Al), transcript variant A, 
mRNA 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (APCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant Al, mRNA 


NM 033068 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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NM 001649 

lllYX \J\J 1 \J?J 


TTonno *%anipn^ aniRftl tvrntpin-lilrp rYpnfmnc IqpitIci f APYT i mP"MA 
xiuuiu oapidio apil/al piulClil-xxAC ^ACilUpUa loCVlby ^/VT-A. 1 *), xTuVlN/\ 


NM 014481 

XllTX, VlTTOl 


xiuuiu aapicua apiumiwapyrillUUiniC enQOnuuiC<ii>c-ilKC z, ^/\x Jj«AJL>Z nuClCaL 

gene encoding mitochondrial protein, mRNA 


NM 080649 


nuiiiu oapivlid iu i-/yv UUwlCaaC ^IllUillxUixOllUIxal JLJlN/\ repair Cnzymei ^xTjrJtlAJ, 

transorint variant 3 mRNA 

11 UllkJVl 1 L/ V V til 1C1XXL *J j 11UV1 1/1 


NM 080648 


Homo saoiens APEX nuclease fmulh'njnctirmal TYNA renair enTvmp^ f APF"50 ' 

xxuiuu ocxljxwxo -i vx ij/v nuuiuaot ^lllUlUlUlxwLlUliai L/l"n iV/JJall CIIZjVIJLIC J I /VI Ljj\Jy 

transcript variant 2, mRNA 


NM 001641 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 1 , mRNA 


NM 080839 


Homo sapiens similar to garnma-glutamyltransferase 1 (LOC91227), mRNA 


NM 080927 


Homo saniens endothelial and 9mnnth minjrlp ppll-Hpn"vp/i npiirrinilfn-lilrp 

xxvjxiixj acxxsxt'ixQ viiixvixxvxxax auu oixiuu ill uiuovlv vvll^lwiivcu 11^ 111 UL»11 ill UlvC 

protein fESDN) mRNA 


NM 030969 


Homo sapiens hvoothetical protein MGC1223 (MGCM2V\ mRNA 


NM 080920 


Homo saniens pamma-e r 1iitamvltranQfpra<!P-1iVp nptvvitv d /Tti^yTT A4\ mP IMA 

x avjxxivj oapi^/iio ^oxxxxixa £1 uiAllljf x U Culdlvl aoc IxxVC dvLlYlLj' *t \^VJ vJ X LA i IllXvLixx. 


NM 021168 


Homo sapiens RAR fRAS like GTPASE'i like (RART mRNA 


NM 080842 


Homo saniens hvoothetical PP.ne similar tn aamma-aliitamvlrrnnQfprncp-liVf» 

xxvynxw oulsiwxxo iij ly uuiuuuai gvil^ oxxxxxtux iu gullxlllcx tlU.uxllXylliclIlalCla.oC llJVC 

activity 1 (LOC129026) mRNA 

*** / n » * x ^xvv/VKfy VAiVy) iixixi 111 


NMJ)31460 


Homo sapiens potassium channel, subfamily K, member 17 (Tj\SK-4) 
(KCNK17) mRNA 


NM 033056 


Homo sapiens protocadherin 15 (PCDH15), mRNA 


NM 053283 


Homo saniens derm ci din iDPrVi ml? MA 

XXvlllv uuL/lwllo VXwl lllwlVXllX ^X-/\_/X-/y, 1 X IX VI X l\ 


NM 033518 


Homo sapiens solute carrier family 38, member 5 (SLC38xA5), mRNA 


NM 021160 


Homo sanipns TTT A-R assnrintpri trn-ncrrint rRAT^ ml? "MA 
xxuuiu oapiciio j. xj_*xt.-u aasuuiotcu Uailal/lipi j ytj£\l J ) y lIlxVIN/A. 


NM 002279 


Homo sapiens keratin, hair, acidic, 3B (KRTHA3B), mRNA 


NM 004HR 


xiuuiu adpicTio Kcrdiui, iiaxr, acidic, JJ\ yJSjs. 1 rx/\j/v j, rilr\jN/\ 


NM 016110 


JxUUiu bapiciib puiyuicraac ^IvlNrvy JJUL ^JUlN/\ QircClcQy poiypepilQe A. 1 iZ.D KU ) 

(POLR3K), mRNA 


NM 031991 


xiuuiu bdpxcub puiypyriiniuinc uaui □lnumg protein i \r LOr i Transcnpt variant 
3, mRNA 


NM 031990 


Homo QflnipnQ nnlvnvrirriiiTirip frsjft VimHirtir •nr/\t#»i'n 1 rPTT^T^^ ft^ripo-nt^f tmnnnt 

iivjiiiu aapiciia puijrpjf i xiixiuiiic uov/i uiiuuiig pioLcui i ^riDii ) i uaiiscripL vanam 
2, mRNA 


NM 002819 


iil»ihvj oapiviio puijrpjrlllliiUlUC Uaul UUlUlIig piULCin 1 \JT XJDxT 1 ^, UaJlSCIipi Vanam 

l.mRNA 


NM 030930 


T-Tnmn <mnipn^ nnp«.Q^ TirvmnlrMT /"f^ *»1po-Qr»c^ rTTKTP'Q'^'RI ^ rviT?MA 

numu aapiciid uiio-^j iiuiiiuiug di eicgansj ^Uli^yjljl ) 9 1T1KJNA j 


NM 022454 


T-Trvmri CQ-nipnQ SIT? V-rplaf-p/1 TTMTJ Kr»v frQ«e/*ri-nfir\n fa n+nr COY 1*7 /'Pnvi *7\ 

nuiiio bapiciib ojvx -reiaieu xiivivj-oox TJanscnpnon iacior oUAl / ^ovJ^vl /)> 
mRNA 


NM 004652 


nuiuu bdpiciia uuiquiiin spccinc proiease a. cnromosome ^iax iacets-UKe 
Drosophila) (USP9X), transcript variant 1, mRNA 


NM 091006 

LNxVl Ux-l7vO 


riomo sapiens uDiquinn specmc proiease y, a cnromosome (iat iacets-liJce 

Drn^nnhila^ rTTSPQY^ frariQrririt variant 9 ml? XT A 
•L/xUaupilxxa/ v > ' J *-'- r -'-^/> IXalioviipi VcUldin Z, IxJJ\J,N/\ 


NM 022349 


xiuuiu i>apicjLio iiicxxxuronc-opaixiiing *t-iiomains, suuiamny a, memoer oa 
fMS4A6A , i mRNA 

^iVXwj^ixVJix XXXXVLlXX. 


NM 022122 


xiuinu bapiciio iiiau 1A IUCLaUUpiOlClIlabc Z./ ^lVJiVlx ^/ )« inivlNA 


NM_006387 


Homo sapiens calcium homeostasis endoplasmic reticulum protein (CHERP), 
mRNA 


NM_006918 


Homo sapiens sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, fungal- 
like (SC5DL), mRNA 


NM 020151 


Homo sapiens STxART domain containing 7 (STARD7), mRNA 


NM 018976 


Homo sapiens solute carrier family 38, member 2 (SLC38xA2), mRNA 


NM_013351 


Homo sapiens T-box 21 (TBX21), mRNA 


NM 006993 


Homo sapiens nucleoohosixxin/nucleoplasmin, 3 (NPM3\ mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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1 (TRPM1), mRNA 


NM 007244 


Homo ^anif*n<? nrolinp rich A flarrimaft fPROL4i mRNTA 


NM 006758 


Homo saniem TI2rRNTI2^ small nuclear RNA auxillarv factor 1 fTJ2AFl^ 
mRNA 


NM_006264 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
rPflQVflQcnrintpH nho<mhata<:p\ rpTPNI %*\ transcririt variant 2 mRNA 


NM 006055 


Homo sapiens LanC lantibiotic synthetase component C-like 1 (bacterial) 
(LANCLH mRNA 


NM_005716 


Homo sapiens regulator of G-protein signalling 19 interacting protein 1 
fl*GS19IPn mRNA 


NM 005149 


Homo sapiens T-box 19 (TBX19), mRNA 


NM 004211 


Homo saniens ATPase vacuolar 14 kD rATP6S14 > l mRNA 


NM_000275 


Homo sapiens oculocutaneous albinism H (pink-eye dilution homolog, mouse) 
rOPA2^ mRNA 


NM 001 1R4 


Hnmn sanipns dintheria toxin resistance nrotein reauired foT dinhthamide 
hiosvnthesis-like 2 (S cerevisiae'l flDPH2L2^ mRNA 


NM 000062 


Homo saniens serine for cvsteine^ nroteinase inhibitor clade G (CI inhibitor^ 
member 1, (angioedema, hereditary) (SERPING1), mRNA 


NM 003307 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
2 (TRPM2), mRNA 


NM_003807 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 14 
(TNFSF14), mRNA 


NM 002984 


Homo sapiens small inducible cytokine A4 (SCYA4), mRNA 


NM 002105 


Homo sapiens H2A histone family, member X (H2AFX), mRNA 


NM 005331 


Homo sapiens hemoglobin, theta 1 (HBQ1), mRNA 


NM 000558 


Homo sapiens hemoglobin, alpha 1 (HBA1), mRNA 


NM 000517 

X 1 -IV J- VUUJ i- / 


Homo saniens hemoglobin alnha 2 fHBA2^ mRNA 


NM 012262 


Homo saniens henaran sulfate 2-O-sulfotransferase 1 fHS2STl^ mRNA 


NM 021213 1 


Homo sarjiens rjhosnhatidvlcholine transfer nrotein (POTP\ mRNA 


NM 018960 


Homo sapiens glycine N-methyltransferase (GNMT), mRNA 


NM 017807 


Homo sapiens O-sialoglycoprotein endopeptidase (OSGEP), mRNA 


NM 016732 


Homo saniens RNA binding nrotein (autoantieenic hnRNP -associated with 
lethal yellow) (RALY), transcript variant 1 , mRNA 


NM 014483 


Homo sapiens RNA binding motif, single stranded interacting protein (RBMS3), 
mRNA 


NM 012320 


Homo sapiens lysophospholipase 3 (LYPLA3), mRNA 


NM 000184 


Homo sapiens hemoglobin, gamma G (HBG2), mRNA 


NM 005330 


Homo sapiens hemoglobin, epsilon 1 (HBE1), mRNA 


NM 007367 


Homo sapiens RNA binding protein (autoantigenic, hnRNP-associated with 
lethal vellow'i (RALY1 transcriot variant 2. mRNA 


NM 005332 


Homo saniens hemoelobin. zeta flHBZ^. mRNA 


NM 005438 


Homo sapiens FOS-like antigen 1 (FOSL1), mRNA 


NM 000158 


Homo «i5inipnQ t»1iican (\ 4-alnha-^ branching enzvme 1 Tfflvcoffen branchinff 
enzyme, Andersen disease, glycogen storage disease type IV) (GBE1), mRNA 


NM 000559 


Homo sapiens hemoglobin, gamma A (HBG1), mRNA 


NG 000007 


Homo sapiens genomic beta globin region (HBB@) on chromosome 1 1 


NG 000006 


Homo sapiens genomic alpha globin region (HBA@) on chromosome 16 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NM_004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) (USP9Y), mRNA 


NM 018518 


Homo sapiens MCM10 minichromosome maintenance deficient 10 (S. 
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cerevisiae) (MCM10), mRNA 


NM 018593 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 10 (SLC16A10), mRNA 


NM 018240 


Homo sapiens kin of IRRE like (Drosophila) (KIRREL), mRNA 


NM 016004 


Homo sapiens chromosome 20 open reading frame 9 (C20orf9), mRNA 


NM 006841 


Homo sapiens solute carrier family 38, member 3 (SLC38A3), mRNA 


NM 003725 


Homo sapiens oxidative 3 alpha hydroxysteroid dehydrogenase; retinol 
dehydrogenase; 3-hydroxysteroid epimerase (RODH), mRNA 


NG 000009 


Homo sapiens genomic small histone family cluster (HFS@) on chromosome 6 


NM 080878 


Homo sapiens endothelial lectin HL-2 (HL-2), mRNA 


NM 080876 


Homo sapiens protein phosphatase (SKRP1), mRNA 


NM 080874 


Homo sapiens ankyrin repeat and SOCS box-containing 5 (ASB5), mRNA 


NM 080873 


Homo sapiens ankyrin repeat and SOCS box-containing 1 1 (ASB1 1), mRNA 


NM 080872 


Homo sapiens KIAA1777 protein (Unc5h4), mRNA 


NM 080867 


Homo sapiens suppressor of cytokine signalling 4 (SOCS4), mRNA 


NM 080864 


Homo sapiens relaxin 3 (H3) (RLN3), mRNA 


NM 080863 


Homo sapiens ankyrin repeat and SOCS box-containing 16 (ASB16), mRNA 


NMJJ80862 


Homo sapiens SPRY domam-containing SOCS box protein SSB-4 (SSB-4), 
mRNA 


NM 080861 


Homo sapiens SPRY domam-containing SOCS box protein SSB-3 (SSB-3), 
mRNA 


NM 080860 


Homo sapiens testes specific A2 homolog (mouse) (TSGA2), mRNA 


NM 016150 


Homo sapiens ankyrin repeat and SOCS box-containing 2 (Ai>B2), mRNA 


NM016127 


Homo sapiens hypothetical protein MGC8721 (MGC8721), mRNA 


NM 004170 


Homo ^aniens solute carrier familv 1 fneuronal/enithelial hiffh affinitv fflutamate 
transporter, system Xag), member 1 (SLC1A1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 017611 


Homo sapiens hypothetical protein DKPZp762A227 (DKFZp762A227), mRNA 


NMJ)25220 


Homo sapiens a disintegrin and metalloproteinase domain 33 (ADAM33), 
mRNA 


NM 018548 


Homo sapiens down-regulated in lung cancer (HLCDGP1), mRNA 


NM_080740 


Homo sapiens similar to Ovis aries Y chromosome repeat region OY1 1 . 1 
(3'0YlLl),mRNA 


NM 012163 


Homo sapiens F-box and leucine-rich repeat protein 9 (FBXL9), mRNA 


NM 012304 


Homo sapiens F-box and leucine-rich repeat protein 7 (FBXL7), mRNA 


NM 012160 


Homo sapiens F-box and leucine-rich repeat protein 4 (FBXL4), mRNA 


NM 012159 


Homo sapiens F-box and leucine-rich repeat protein 3B (FBXL3B), mRNA 


NM 012158 


Homo sapiens F-box and leucine-rich repeat protein 3 A (FBXL3A), mRNA 


NM 012157 


Homo saoiens F-box and leucine-rich reneat nrotein 2 fFBXL2^ mRNA 


NM 024555 


Homo saniens F-box and leucine-rich reneat nrotein 6 fFBXL6^ transcriDt 
variant 2, mRNA 


NM 012162 


Homo ^aniens F-hox and IpiNrinp-rinh reneat nrotein 6 fKKXT f\\ transcrint 
variant 1 mRNA 


NM_033535 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant 2, mRNA 


NM012161 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant 1, mRNA 


NM 002278 


Homo sapiens keratin, hair, acidic, 2 (KRTHA2), mRNA 


NM_033285 


Homo sapiens tumor protein p5 3 inducible nuclear protein 1 (TP53INP1), 
mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, 1 (KRTHA1), mRNA 


NM 032994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 



224 



WO 03/074654 



PCT/US03/05028 





♦ran sprint variant 5 mRNA i 

Li CLllo^l 1|J I V CLL Idiilr ■f, lllivl^i*. 


NM_032954 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), I 

trflncm'int variant A mlvNA 
U. dllo vl 1 jJ I VaiXaiiL *r, li.li.vi i A 


l\Vfl_\J J />y J D 


UnmA cnni^mc WillinmQ RpnrpTi wndrome chromosome retrion 14 rWBSCR14\ 

XXV/iiiv OuUlQllo Y ▼ 11 11 cUilO * * w 111 V^ll O jrllV** wiiiw will vtiivuviiiv ivgiv/u A r ^Ttwuvivi >yj 

transcript variant 3, rnRNA 


in ivi_v j &y j £* 


Wnmn Qanipnc Williams Rpnren svndrome chromosome region 14 fWBSCR14\ 
Iran sprint van' ant 2 mRNA 

UL CUldvi l|sL YCUlCUlk 1 1 VA iZl 




Homo saniens Williams Beuren svndrome chromosome reeion 14 (WBSCR14). 
transcript variant 1, rnRNA 


NG 000008 

i- ivl www 


Homo sapiens genomic cytochrome P450, subfamily HA (phenobarbital- 
inducible) (CYP2A) on chromosome 19 


NM 030809 


Homo sapiens chromosome 12 open reading frame 22 (C12orf22), rnRNA 


NM 004426 


Homo sapiens early development regulator 1 (polyhomeotic 1 homolog) (EDR1), 
rnRNA 


NM 020244 


Homo sapiens choline phosphotransferase 1 (CHPT1), rnRNA 


NM 019074 


Homo sapiens delta-like 4 (Drosophila) (DLL4), rnRNA 


NM 018990 


Homo sapiens chromosome X open reading frame 9 (CXorf9), rnRNA 


NM 017833 


Homo sapiens chromosome 21 open reading frame 55 (C21orf55), rnRNA 


NM_018255 


Homo sapiens elongator protein 2 (ELP2), rnRNA 


NM 014096 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), rnRNA 


NM 014927 


Homo sapiens connector enhancer of KSR2 (CNK2), mRNA 


NM 012164 


Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), mRNA | 


MM 017247 

1N1YX \J 1 ^Z> b r / 


T-Tnmo <?ar>ien^ selenium donor "nrotein fSPS^ mRNA 

XXViiilVl odL/lVlio OV1V111U1U piVLwlll yui U^j lUiuii i 


NM 012165 


Homo sapiens F-box and WD-40 domain protein 3 (FBXW3), mRNA 


NM 007198 


Homo sapiens proline synthetase co-transcribed homolog (bacterial) (PROSC), 


NM_006011 


Homo sapiens sialyltransferase 8B (alpha-2, 8-sialytransferase) (SIAT8B), 
mRNA 


mm nn^^7A 


TTnmn cnnipriQ rinp flnirpr nrotpin 7^0 ^7NF239^ mRNA 


NM 001364 


Homo sapiens discs, large homolog 2, chapsyn-1 10 (Drosophila) (DLG2), 
mRNA 


XNJYL_UUU040 


xiomo sapiens amyio-i, o-giucosiuase, H-aipiia-giut-diiuuduoiciafcc yjiyi/ugcu 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
6, mRNA 


JNM_UUU04j 


1 10mO Sapiens amyiO-1, O-glUCOSlQabC, H-aipna-giUOaIlUuailol.CiaoC ^gljrvUgdl 

debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
5, mRNA 


JNJVL_UUUO £L *f 


xiomo sapiens amyio-i, o-giucosioase, H-aipna-giucanoutui&icni&c ^lyuugcxi 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
2, mRNA 




Homo sapiens amyio-i, o-giucosiaase, ^-aipna-giucanotnuioicriisc ^giyt/ogcn 
Georancning enzyme, glycogen storage uiacdac type nxj v /\vjx-»^, uaiiot'iipi- vaixaiii 

J, mtvJNA 


NM 000642 

1 'I J.TA V V V \J^4J 


Homo saoiens amvlo-1 6-elucosidase. 4-alDha-elucanotransferase (elvcocen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
1, mRNA ' 


NM_000028 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orf87) ? mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44), mRNA 


NM 080823 


Homo sapiens chromosome 20 open reading frame 148 (C20orfl48), mRNA 
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NM 017667 

l lAVl v X 1 UU£ 


TTnmo ^anipnc trarnnpnt rpppntnr nntpntial cation channel Qiihfflmilv member 

XXU1IIU OaUIWlIO IXCUXOlwill IwvvUllM DUlGIlHai 1/aLlUII IrilOXlll&i, OUUXaXlXlljr I"X, 

6 (TRPM6), mRNA 


NM 080/744 


Unmn cnrvpnc cfavpnopr rpnpntnr p\/ctpfnp rich Hnnri?iin pfvntainin<y ornnn R f4 
xxumu oauiuiis ouavciigci igucului uyouvmc' iivii uuiiiam uuiivajjiuigj giuuu u y~ 

domains^ (SRCTRR41TI mRNA 

viv/iiiuuio j yijxv\-/x\jLJ'Txyy j uuvi ^ i \. 


NM 000493 


Homo sapiens collagen, type X, alpha l(Schmid metaphyseal chondrodysplasia) 


NM.057096 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 3, 
mRNA 


NM fi14S7R 


TTrvmn CQnipnc rue VmmAlntr crf*n c* ■Pomi lv ■mprnViM' T*l /AT? T-l 1 )^ tnl? "M A 
xxumu oauiciio i do uuiiiviUg gcuc xaixxujr, uidixud J_v ^/tjvlxj-/^, iiuviiiT. 


iNiVx_vZU I\JO 


tlnrnn csirvipnc cnliit^ pQ-rripr familv 1 9 fnntncciiim-pVil fvriHp trancnnrtAri tnpmKpr 

XXUIIIU oa-Lslwlld oUIULC 1/OllIvI lallllljr JLi£>, ^UUUXoaiUllI-L/llIUI 1U.C UOlloUUllClJ lllvlllUd 

5 fSLC12A5i mRNA 


NM 01609^ 


Wnmn <mnipn<5 rihnQnmal nrntpin T 96-lilrp 1 fRPT 96T 1 i mRNA 

XXUIIIU OdUlVrlld I1UUOU1IXOI pi U Lb III Xv^U "IXIVw A ^XNJC AvXfUXvl ^, IIIXVIN-Ti 


NM 057095 


T-Trvmo <:nnipnQ cvtnphrfvmp P450 nnlvnpntidp 4^ f("* r Y'P , ^A4 , ^ tran<*crint variant 9 

XXUIIIU oajJlVIId V jr tU wil UlllW X *T*/U yKJlj pv^pLlUV TJ ^ V/ X X JAT J UOXXSvllLsL V 0110111 £>, 

mRNA 


NM 022820 


TTnmn ^anien^ evtrtchrome P450 nnlvnpntidp 4^ ffTYP^ A4^ transerint variant 1 

mRNA 


NM 052969 


TTomo SRr>ien<! riVin^omal nrntein T^Q-lilce rRPT>^9T^ mRNA 


NM 052970 i 


Homo sapiens chromosome 20 open reading frame 60 (C20orf60), mRNA 


NM 052865 


T-TfYinn ennipne pVirnmocnmp 90 rn^pn TPaHinc rramp V9 rO90nrP79^ mRNA 
xxuiiiu oauivxio uxuuiiiuouiiiw £t\j uu&ii iwauiiig xxoiiiv it* ^Ui.uuii / ii ixvln a 


NM 021029 


Unmn carvif , Tic fihncnmal nrrttpin T 'Xfisi /T?PT ^fiA i TnR*NfA 
xxuiiiu dauiwixo iiuuouiiia.i uiulwiii jujua \xvx LsJ\J£\j s iiixvx^^*. 


NMJM001 


Homo sapiens ribosomal protein L36a-like (RPL36AL), mRNA 


NM fin 64^ 


nuniu Sapiens p~doa anu yy u-h\j uuiuain pruicin id ^th-a. w ldj 9 LTctriaur ipt 
variant 1 mR"NTA 


NM 033644 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 

variant 9 mRNA 
vol lain £*y liixvii/x 


NMJH2300 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 

VailailL J, 1I1XVLN.TY 


NM_ 022760 


Homo sapiens chromosome 20 open reading frame 81 (C20orf81), mRNA 


"MM fi14Q5R 


xionau adpiena xvno gudiiine nuuicouuc cAundngc lauior ^vjnr ^ 1 j ^yvRXivjxir u), 

mT?7sIA 
mjKjN/i 


NM 021810 


Homo sapiens cadherin-like 26 (CDH26), mRNA 




xiomo sapiens onaciory receptor, iamny j, suDiamiiy v, memoer i ^vjrvj v i) 9 
mRNA 


MM fi319^9 


xiomo sapiens amyioio oeia ^/\*f j precursor proiem-omaing, iamny a, memoer /, 
binding protein (APBA2BP), transcript variant 2, mRNA 


MM 0/31 931 
IN1YL_Uj 1ZJ 1 


xiomo sapiens amyioia oeia ^ah^ precursor proiein-omaing, iamny a, memoer z 
binding protein (APBA2BP), transcript variant 1 , mRNA \ 


MM rn9^54 


xiumo sapiens vjr proiein-coupicu rcucpiur o i ^vjrr^rvo i ) t nitviN a 


MM flfi£469 


xiuiriu sapiens cnroniosorne zu upen rcauuig iraiiic 10 ^^zuunio^, uaiioLi lpi 

vnriflnt 1 mRNA 
vaiiaxii I, iiuviN/v 


NM_031229 


Homo sapiens chromosome 20 open reading frame 1 8 (C20orfl8), transcript 
varid.ni z, miviN a 


MM 031998 
JMiVl__UJ 1ZZO 


xiuixiu sapiens ciiroiiiosoiTie zu opcu icaumg iraine io ^v^zvonio^, uansuripi 
variant 3 mRNA 


NM_031227 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 4, mRNA 


NM 031424 


Homo sapiens chromosome 20 open reading frame 55 (C20orf55), mRNA 


NM 000518 


Homo sapiens hemoglobin, beta (HBB), mRNA 


NM_030959 


Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 
mRNA 


NM 018661 


Homo sapiens defensin, beta 3 (DEFB3), mRNA 


NM 022487 


Homo sapiens DNA cross-link repair 1C (PS02 homolog, S. cerevisiae) 
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fDCLRElO mRNA 


NM 022099 


Homo saniens chromosome 20 onen reading frame 51 f C20oTf5 1 ^ mRNA 


NMJ)00668 


Homo sapiens alcohol dehydrogenase IB (class 1), beta polypeptide (ADH1B), 
mRNA 


NM 021943 


Homo saniens testis exnresspd spniipnee 97 CWW)T\ mRNA 


NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (C12orfl0), mRNA 


X TXVX I^IJ 


Wnrrm cpnipnc rlirnmncATYiA Ofi rmpn rpaHma "framp 77 ( f\r\Tf~T7\ m°P"MA 

xTuxiiu oapiciib t/iu uiiiuduiiic t\j upcn rcauiiig xrainc / / ^v/Zuon/ / ^, niXviNrv 


NM 017141 


Hnmn canipnc TYPAT^/H" ( A cn-f^ln- A1a_ Acm/TTicA Kat rvr»Kmp»-r\'Hr1ia 7A /T^nY')^ 
xlUXILU odpiClli) x^ljrvL//Xl ^/\bp-01U-r\ia-/\S>p/xllby UUA pUxypepUQc ZO ^J-zUyvZO ) i 

mRNA 


NM 021225 


Hnmn Qanipnc nrolinp-riph 1 fPR("iT 1 i mRNA 

XXUXIXVs OdplCllD LJXUXilXG-X Xvll 1 ^X J\vL« X^, liJXVl^lXk. 


NM 006508 


Homo sanipns re pen era tin islpt-dprivpd-liVp nanrrpatip otrmp nrntpin-liVp 
xxuxxxvs ooiyxv/xxa iwgvuuauug xoxw^vja/Xxywu -xxaGj pcuiL-ic-anv ohjiic piuix>xix iusx;, 

oancreatic thread t>rotein-like (rati fRFGLi mRNA 


NM 020356 

111"! V \J *s v 


Homo saniens chromosome 20 onen reading frame 39 (P90nrf39 1 mRNA 


NMJ)20369 


Homo sapiens fascin homolog 3, actin-bundling protein, testicular 
( Stronffvlocentrotus nurDiiratiis^ fFSCN3^ mRNA 


NM_020145 


Homo sapiens SH3-domain GRB2-like endophilin B2 (SH3GLB2), mRNA 


NM 020125 


Homo saniens Hf^M-lilce mpmhranp nrntpin nrppur^nr fRT AlVTP^ mRNA 

xxuiiivi oa-LJl^'li.d XJV_/i,vx XXXV.G XXXvXXXUX OIXG LJXUlvXXX LJXGVyUXoUX ^XJX-ixjJLYXX_» Jy XXXXvl>Xi. 


NM 019025 


Hnmn QnniPtic phromncnmp 9fi nnpn rpaHin rr framp 1 A ^r^OAnrfl mT?"NT A 
xxuxxxu oclljxvxxo V/iiiuiiiuoUiiiu £*\J upcn icauiiig xiailiv 1U \^v>z,vjui l luy, IIIXVL>i/\. 


NM 018679 

XiXYX V 1 Ow f 7 


Hnmo saniens t-pnmnlpv 1 1 ^mmicp^ /TOP1 1 i mRNA 


NM 017589 

1^1 XYX Ul / JO/ 


Homo saniPnQ R-ppII tranQlnran'on crpnp 4 ^1^X04^ mRNA 


NM 018692 

X>XYX V10U76 


Hnmn cnmVnc plirrnnftsnmp 90 nnpn rpnHincr framp 1 7 /Y* l 7flr»r'f*l 7^ tnl?"KrA 
xxuxxiu saiyx&xxa uxxiuouiixc £At upcii xvauxixg xxaiixc x / ^v^^ut/ixi / iixxvi></\ 


NM 018697 

li 1YX v 1 OU7 / 


TTftmn cnnipnc T anr** lnntiniAtiP cvnthptacp p/Ymnrvnpnt O-IiVp 7 rnapfprial^ 
XXU1X1V/ odL/XCXiD XvCLlXv^ XCUXlXUlvlX^/ o^XiUlClaoC ^/Uxxxpuxicxxi W iilVV Z, ^Ua^lCIlaX^ 

(LANCL2 1 mRNA 


NM 018677 


Homo saniens acetvl-Ooen7vme A svnthetase 2 ( ATTP formino'i T APAS9^ 

-LiVyiliVy uw^LJ^i^V^V/wXlZtjrXXXv A Oj' liUIV MXOw a> ^^IXyX X\JXXlXXXXgl 1 Av/UL Ij 

mRNA 


NM 018431 


Homo sapiens chromosome 20 open reading frame 180 (C20orfl80), mRNA 


NM 018725 


Homo sapiens interleukin 17B receptor (IL17BR), mRNA 


NM 018474 


Homo saniens chromosomp 90 onpn rpaHina frnmp 1 0 {C)Cinrf\ Qi\ mRNA 
xx\/ixxu oaiyxwxxo v/ixi uxxxuouixxw ujjwxi xwauxxxg xxaixxc X7 ^v«uuii iy)y hlcs_ln/\ 


NM 018478 

A^IXVX v 1 o*t / o 


xxuixiu oajJlCllo V/iU UXIlUoUXIlC £Aj upCil xvaUxllg xTalXlC 3 J {yy^KJVLLjDJy UUSlStx 


NM 017R96 


xlUIXXU odpiCXlo UU UIIlUoUxIlC £A) UpCIl xCaUXOg llalllC 1 1 ^^^V/Oril 1 ), XJUxTNA 


NM 017874 


flTnmn campnc pnrnmncnmp 90 nnpn rpaHirxr framp 77 ^^* l 9^/^'r^^7^ mPMA 
xxUIilU oapxcilo UXU UXxlUoUIIlv £*\j upcil ICaUillg lialllC / ^V-^VUIiZ/ J, IILCviN/\ 


NM 017859 

X^IXVX V/ 1 / OJ7 


Hnmn ^anipnc liriHinp lrinacp-li'Vp 1 rTTRTf T 1^ mDNA 

ilUlllU oa-lJXVXia LXXXUXXXv XVXXXooCXXJVC 1 ^UXVTVXj X J j IXXIVl^/A. 


NM 017798 

x> ivx v i / i yo 


Hnmn canipnc phrnmncnmp 9rt nnpn rpaHino framp 91 ^r^70nTf71^ «v»T?M A 

XXUXXXU oaLJXVXiO UXXX L/XXX\JoUXXXC £AJ ULJDXX XCaUXXlg XlaXlXC ^AUUlX^l ) 3 Uu\±\t\ 


NM 017789 

X^UYX__VJ 1 / / 07 


Unnift cani pn c cpma Hnmain immnnncrlnKiilin Hnmnin /Tcri tr*an cmPTnlir'inp 
xxuxxxu oaiyxvxxa acxixa uunxaiii, ixxxxxxuxiugxuuuxxxi ixuxxxaixi yxgjy uaJioUicinuiaiic 

domain ^TMi and short cvtonlasmic domain ^semanhorini 40 fSPKf A4f v l 

UUXXXU.XX1 ^ A It JL J CIA1V1 JliXll L VJT LV/^/XCloXiXXw UUXIICIXXX) ^SvUUlUXlUl XXXJ t V_/ ^OXJ/XVX-tV" Jy 

mRNA 


NM 017714 


Homo sapiens chromosome 20 open reading frame 13 (C20orfl3), mRNA 


NM 017671 


Homo sapiens chromosome 20 open reading frame 42 (C20orf42), mRNA 


NM 018384 


Homo sapiens immune associated nucleotide 4 like 1 (mouse) (IAN4L1), mRNA 


NM 018354 


Homo saniens chromosome 20 onen reading frame 46 fO20orf46^ mRNA 


NM 018347 


Homo sanien.s chromosome 90 nnen rpadincr frame 29 fO90orf99^ mRNA 

J. lUlliW OtLj^XVllO vlu UlllUoUlil^ A»v V/LVvXX XvClViXXXg XXA1X1& t* J ^VXivV/lX£f7yj XXXXvX^lxV 


NM 018327 


Homo saniens chromosome 20 onen reading frame 38 fC20orf3R^ mRNA 


NM 018282 


Hnmn saniens narasnpclcle nrotein 1 fPSPl^ mRNA 

1XUXIXVJ OC*|^XV/i-lO |^CU OO^LwAib LyXlyl&XXX X ^X OX Xyj 11U.XJ. ^iV 


NM 018270 


Homo sapiens chromosome 20 open reading frame 20 (C20orf20), mRNA 


NM 018257 


Homo sapiens chromosome 20 open reading frame 36 (C20orf36), mRNA 


NM 018197 


Homo sapiens zinc finger protein 64 homolog (mouse) (ZFP64), mRNA 


NM 018010 


Homo sapiens estrogen-related receptor beta like 1 (ESRRBL1), mRNA 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 017429 


Homo sapiens beta-carotene 15, 15 f -dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


Homo sapiens SH3-domain GRB2-like endophilin Bl (SH3GLB1), mRNA 
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NM 016408 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA ! 


NM 016407 


Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA 


NM_016319 


Homo sapiens COP9 constitutive nhotomorohocenic homolod subunit 7A 
(Arabidopsis) (COPS7A), mRNA 


NM 015985 


Homo saniens antnonoietin 4 ( ANGPT4^ mRNA 


NM 015834 


Homo saniens adenosine deaminase RNA-snecific Rl rRRDl homolop rat^ 

1AV111U OCl JJIV^AIO aUVIlVOlUv Vll/LAlAlAAlUOV^j AVLijfA O^J ww AA Ivj AJ 1 ^AVA-/J_/ 1 llVlllvlVyg LCLVJ 

(AD ARB 1), transcript variant DRADA2c, mRNA 


NM 015833 ' 


Homo saniens adenosine deaminase RNA-snecific Rl rRRDl homnl op rafl 
(ADARB1), transcript variant DRABA2b, mRNA 


NM 014036 


TTomo saniens ROM-lilce membrane nrotein nrenirsor fRT AA4T*^ mRNA 

OC1LJ1&AAO AJ wAVl~HIV\> 1111*1111/1. 0110 jJllHWlll JJlVt/UlaUi ^XJJL»aUYJLIwJ, lllAVl 1 XA. 


NM014012 


Homo sapiens RAS (RAD and GEM)-like GTP-binding (REM), mRNA 


NM 014841 


TTomo saniens svnantosomal -associated nrotein 01 VD Viomoloa rmrtiice^ 1 
x xuiiivj oajji&ua ojriia|JLU0V7iiA£ii aoouuiaitu jJivJiwiii, Zf i ivi-/ iiuiiiuiUg ^iiiuuocy 

(SNAP91, mRNA 


NM 014795 


Homo sapiens zinc finger homeobox lb (ZFHX1B), mRNA 


NM 015313 


Homo saniens Rho tmanine nucleotide exebanffe factor fCrFF i 1 2 ( ARTTfiFF! T\ 

XA\Jkll\J OOVyiVAAO A\A L\J glAUUAllw UUwlvvUUv ^/VvAACAAlgV luVlUl ^\JJji J 14* ^l\l\A A VJ M—il. A ^ Jy 

mRNA 


NM_014784 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 1 (ARHGEF1 1), 
mRNA 


NM 014862 


Homo saniens arvl-hvdrocarhon recentor nuclear translocator 2 ( ARNT? § 
mRNA 


NM 014054 


Homo saniens chromosome 20 onen readme frame 40 ( C20orf40 1 mRNA 


NM 015629 


Homo saniens PRP31 ore-mRNA orocessinj? factor 31 homoloff (veasfl 
(PRPF31),mRNA ! 


NM 015417 


Homo sapiens chromosome 20 open reading frame 28 (C20orf28), mRNA 


NM_0 14625 


Homo sapiens nephrosis 2, idiopathic, steroid-resistant (podocin) (NPHS2), 
mRNA 


NM 014592 


Homo sapiens Kv channel interacting protein 1 (KCNIP1), mRNA 


NM014140 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a-like 1 (SMARCAJL1), mRNA 


NM 013442 


Homo sapiens stomatin (EPB72)-like 2 (STOML2), mRNA 


NM 013248 


Homo saniens NUTF-like exnort factor 1 fNXTl^ mRNA 


NM 013316 


Homo saniens CCTR4-NOT transerintion comnley snbnnit (PTsJOTd^ nVRTtfA 

11U1L1U Da^JlVAAD \*r\*/l\7T U. alio v I l^J LI VJ1 1 vvllipivA, o 111/ 111 11 V ^V_/l , l V_/ X~Jy 1 1 lAvi 'I A 


NMJU3348 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 14 
(KCNJ14), mRNA 


NM 013279 


Homo sapiens chromosome 1 1 open reading frame 9 (CI lorf9), mRNA 


NM 012418 


Homo saniens fascin homolot? 2 actin-bundlinff nrotein retinal 

AAUlliV gaulvlli} lUuVUl ilVUXVivg 5 UVliil l/UAlvlAAAAg piUlvUij IvUUUl 

rStronffvlocentrotus nurnuratus^ (FSCill^'l mRNA 


NM 012201 


Homo saniens eoltri annaratus nrotein 1 fGLGl^ mRNA 


NM 000519 


Homo sapiens hemoglobin, delta (HBD), mRNA 


NM 006999 


Homo saniens nolvmerase fDNA directed^ sioma fPOT mRNA 


NM 006719 

A lA~A V W 1 1 *r 


T-fomo saniens actin binding T.T1\4^ nrotein f ART TA4^ transcrint variant ART TlM-m 

mRNA 


NM 002313 


TTomo saniens actin binding T TM nrotein ( ART TM^ tran sprint variant ART TA/T-1 

mRNA 


NM 007238 


Homo sapiens peroxisomal membrane protein 4 (24kD) (PXMP4), mRNA 


NM 007184 


Homo sapiens nischarin (NISCH), mRNA 


NMJ)06720 


Homo sapiens actin binding LM protein (ABLIM), transcript variant ABLIM-s, 
mRNA 


NM 007026 


Homo sapiens dual specificity phosphatase 14 (DUSP14), mRNA 


NM_006837 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 5 
(iVrabidopsis) (COPS5), mRNA 


NM 006614 


Homo sapiens cell adhesion molecule with homology to L1CAM (close homolog 
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of LI) (CHL1), mRNA 


NM 006410 


Homo sapiens HIV-1 Tat interactive protein 2, 30 kD (HTATIP2), raRNA | 


NM 006432 


Homo sapiens Niemann-Pick disease, type C2 (NPC2), mRNA 


NM 006348 


Homo sapiens golgi transport complex 1 (90 kD subunit) (GOLTC1), mRNA 


NM 006408 


Homo sapiens anterior gradient 2 homolog (Xenepus iaevis) (AGR2), mRNA 


NM 006106 


Homo sapiens Yes-associated protein 1, 65 kD (YAP1), mRNA 


NM 006096 


Homo sapiens N-myc downstream regulated gene 1 (NDRG1), mRNA 


NM_006071 


Homo sapiens polycystic kidney disease (polycystin) and REJ (sperm receptor 
for egg jelly homolog, sea urchin)-like (PKDREJ), mRNA ! 


NM 006092 

X^XVX \J\J\J\J S 


Homo sapiens caspase recruitment domain family, member 4 (CARD4), mRNA 


NM 005748 


Homo saniens YY1 associated factor 2 (Y AF2), mRNA 


NM 005715 


Homo saoiens uronvl-2-sulfotransferase (UST), mRNA 


NM 005622 

X'lXVX \J\J<J Ut<t/ 


Homo sapiens SA hypertension-associated homolog (rat) (SAH), mRNA 


NM 005733 

X^XYX \J\J*S 1 mi •? 


Homo saoiens RAB6 interactine kinesin-like (rabkinesin6) (RAB6KIFL), 
mRNA 


NM_005668 


Homo sapiens sialyltransferase 8D (alpha-2, 8-polysialytransferase) (SIAT8D), 
mRNA 


NM 005606 


Homo sapiens legumain (LGMN), mRNA 


NM 004649 

JL1XVJL Vw~\rT/ 


Homo sapiens chromosome 21 open reading frame 33 (C21orf33), mRNA 


NM 005469 


Homo saoiens oeroxisomal acvl-CoA thioesterase (PTE1), mRNA 


NM_005180 


Homo sapiens B lymphoma Mo-MLV insertion region (mouse) (BMI1), mRNA 


NM 005108 


Homo sapiens xylulokinase homolog (H. influenzae) (XYLB), mRNA 


NM 004610 


Homo sapiens t-complex 10 (mouse) (TCP10), mRNA 


NM 004579 

X^IXYX UUtJ / s 


Homo saoiens mitoeen-activated Drotein kinase kinase kinase kinase 2 
(MAP4K2), mRNA 


NM 004086 


Homo saoiens coa dilation factor C homoloe. cochlin (Limulus nolvDhemus) 
(COCH),mRNA 


NM 004273 

X^tXVX w~*« / -* 


Homo sapiens carbohydrate (chondroitin 6) sulfo transferase 3 (CHST3), mRNA 


NMJ04902 


Homo sapiens RNA-binding region (RNP1, RRM) containing 2 (RNPC2), 
mRNA 

XXUXX^^i. 


NM 004351 


"Rnmn ^aniens sprine for cvsteine^ nroteinase inhibitor clade H fheat shock 
protein 47), member 1, (collagen binding protein 1) (SERPINH1), mRNA 




Tlnmn canipn«! ar^A ar«iprntp transnfirtpr ATP-hindirit* hornolot? 1 (bacterial^ 
(ASNA1), mRNA 




T-Trvmn Qa-niptic prtnnnrlpnoiHp trinhncsnhatp HmVinsnhnhvdrolase 6 fnutative 

iiUIlIU oaJJltllo ^1/lAJIlUl/lvUolUv LllpllUoLJlla.lt/ uipxilso^lilMlYUi.vsiaoi> \j \j;uiouvv 

function) (ENTPD6), mRNA 




TTfvmn wmipriQ <jhHD ^imnrpQQnr rtfhimDfi hnmnlnp" fA nidulans^ fSLJDDi 
mRNA 


NM 003143 


Homo sapiens single-stranded DNA binding protein (SSBP1), mRNA 


xNxvx_U UjU70 


Wnrrin ?flniVnQ ovntTfYnhin a1tVha 1 fHvQtrnn1riTi.-a^ociated orotein Al 591cD 

XlUlllU SoL/lVlXO o Villi UL/lllll, CLlL/lla X I UYOIX VJk/XXXll aOaUvXCUWl piUU/lil illj — ' s iVJ-^ ) 

acidic component) (SNTA1), mRNA 


1N1V1 UUJUjH- 


TTnmn Qnniprnj cinlvltranifpraQp 8 A ^alnVia-N-arptvlnpiiTa.minate/alnha-2 8- 

sialvtransferase GD3 svnthase) (SIAT8A) mRNA 


NM_003028 


Homo sapiens SHB (Src homology 2 domain-containing) adaptor protein B 
(SHB), mRNA 


NM 003579 


Homo sapiens RAD54-like (S. cerevisiae) (RAD54L), mRNA 


NM_002669 


Homo sapiens pleiotropic regulator 1 (PRLlhomolog, Arabidopsis) (PLRG1), 
mRNA 


NM_000139 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


Homo sapiens delta-like 1 homolog (Drosophila) (DLK1), mRNA 


NM 003653 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 
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fArabidonsisI fCOPS3^ mRNA 


NM_000083 


Homo sapiens chloride channel 1, skeletal muscle (Thomsen disease, autosomal 
dominant^ (CT Oin mRNA 


NM_000691 


Homo sapiens aldehyde dehydrogenase 3 family, memberAl (ALDH3A1), 
mRNA 


NM_001112 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 

(ADARRn tranQprint variant DR AH A9a mRNA 
i j) uaiJidvJLipi remain JL/Jv/iJ^/r\,4>a, nuxri/A. 


NM.004370 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant long, 
mRNA 




Wnmrt canipnc PiYllaopn hmp *V1T alrVha 1 ( C^CW 19A1^ franenrint T/oriont cVir»T+ 
X1UU1U oapiCUa OUllagCIl, lyyC yvXl, dipila 1 ^V/Uttl^nl j, LI aXXoUI lpi Vol loll I oUUil, 

mRNA 


NM 080681 


T-Tnmo QanipnQ pollaopn tvrv* VTT alnna 9 ffTYT 1 1 A 9^ tranQprint variant 9 

mRNA 


NM 080680 


TJnmn ^anien^ collaopn tvnp alnha 9 ffOT 1 1 A 9"^ trancpn'nt variant 1 
iiuuiu oajjiviio vuiiagvii, ijrLyv ■<vl, alalia ^ ^vwij i u.aiis»oii|Ji valiant l, 

mRNA 


NM 080679 


Homo ^anipnQ cnllaopn tvrv* "3£T alnna 9 iT^OT 1 1 A 9^ tran sprint variant ^ 
XTLwiiiv aapibus isuuagi/ii, u^pt y\-L, aipua ^ ^/VALvJ, irxx^j, uaiiai/iijji vallalll j, 

mRNA 


NM 003593 


Womo sanienc winded -helix nuHp rWTTN^ mRNA 

XAV/JUiAJ OdJUiViid VYiiigWl iiWiiA. IIUU-L- ^TVlUi K 11UL\X > 


NM 000638 


T-Tomo 9anien<i vitronpptin ( ^prnm <7nrpaHincy fartnr ^somatomedin TK rnmnlpmpnt 

AAVJiiiU OajJlVllO V 1 Li Uiil/U till ^O&l Uiii J JJi ^aUiiig lCL\s WJl , OvJiiid L\Jliit/IJll 1 ±jy lAJlllLiiC/lllWliL 

S-Drotein) (VTN) mRNA 


NM 080682 


Homo saniens vascular cell adhesion molecule 1 fV(~!AMl ^ transm'Tit variant 9 
mRNA 


NM_001078 


Homo sapiens vascular cell adhesion molecule 1 (VCAM1), transcript variant 1, 
mRNA 


NM 006115 


Homo sapiens preferentially expressed antigen in melanoma (PRAME), mRNA 


NM 000175 


Homo sapiens glucose phosphate isomerase (GPI), mRNA 


NM 020526 


Homo sapiens EphA8 (EPHA8), mRNA 


NM 002109 


Homo sapiens histidyl-tRNA synthetase (HARS), mRNA 


NM 012208 


Homo sapiens histidyl-tRNA synthetase-like (HARSL), mRNA 


NM 004608 


Homo sapiens T-box 6 (TBX6), transcript variant 1 , mRNA 


NM_080758 


Homo sapiens T-box 6 (TBX6), transcript variant 2, mRNA 


NM 080718 


Homo sapiens T-box 5 (TBX5), transcript variant 2, mRNA 


NM 080717 


Homo sapiens T-box 5 (TBX5), transcript variant 3, mRNA 


NM 000192 


Homo sapiens T-box 5 (TBX5), transcript variant 1, mRNA 


NM 080832 


Homo sapiens poly(A) binding protein, cytoplasmic 5 (PABPC5), mRNA 


NM 080824 


Homo sapiens chromosome 20 open reading frame 106 (C20orfl06), mRNA 


NM 080822 


Homo sapiens candidate tumor suppressor OVCA2 (OVCA2), mRNA 


NM 080821 


Homo sapiens chromosome 20 open reading frame 108 (C20orfl08), mRNA 


NM 080820 


Homo sapiens chromosome 20 open reading frame 88 (C20orf88), mRNA 


NM 080818 


Homo sapiens G protein-coupled receptor 80 (GPR80), mRNA 


NM 080817 


Homo sapiens G protein-coupled receptor 82 (GPR82), mRNA 


NM_080794 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NMJ)20973 


Homo sapiens cytosolic beta-glucosidase (GLUC), mRNA 


NM 054112 


Homo sapiens chromosome 20 open reading frame 63 (C20orf63), mRNA 


NM_052951 


Homo sapiens chromosome 20 open reading frame 167 (C20orfl67), mRNA 


NMJU4145 


Homo sapiens chromosome 20 open reading frame 30 (C20orf30), mRNA 


NM_033409 


Homo sapiens chromosome 20 open reading frame 54 (C20orf54), mRNA 


NM 032013 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 032109 


Homo sapiens orthopedia homolog (Drosophila) (OTP), mRNA 


NMJ)24021 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 4 
(MS4A4A), mRNA 


NM 022910 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 
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NM_025206 


Homo sapiens fer-l-like 4 (C. elegans) (FER1L4), mRNA 


NM 024960 


T-Tnmo Qarvieni chromosome 90 onen readint* frame 48 fC20orf4Jft mRNA 


NM 024893 


Homo saniens chromosome 20 onen reading frame 39 fC20orf39A mRNA 


NM 024299 


ffnflin ^aniens chromosome 20 onen readme frame 149 TC20orfl49^ mRNA 


NM 024077 


Homo sapiens SECIS binding protein 2 (SBP2), mRNA 


NM 0997^0 


H7vmo canipnc f^OPQ ronctitiitivp nh^tnmomhoo'pn^^ , hnmolnff dihimit 7H 
fArabidonsisKCOPS7Bi mRNA 


NM_022574 


Homo sapiens postmeiotic segregation increased 2-like 12 (PERQ1), mRNA 


NM 099S6R 


Wrvmn carvipnc sjIHpTwHp HphvrdncipnnQp R ■frnnilv ttipttiKpt A 1 ( AT TYPTRA1 1 

mRNA 


MM 099477 


TTnrnn cam'pnQ TsTTYRfr fnmilv -memher *\ fNTiPfrV^ mRNA 
numu aauiciia i^JVXvvJ lauuiy uiciiiuci J ^i.iJ_/±\.vjj y, iiuviN/v. 


NM 0990R9 


TTnmrt cnr\ipnc pVimitiAcnmf* 90 rt'npn tpjj Hintr frnmp ^ Q ir* , 90r*TTSQ 1 mR^tf A 

riUiilU bapiClJO l/iUUlilUoUIIIC £AJ UJJCLL 1 Calling JlalllC J7 ^L/Z.V/U11J7^ lIUVL^-rt. 


NM 022058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
memher 10 f<5T CAAICft mRNA 


>JM 0919^0 


numu Sapicub my ciuiu/ ly iiiunuiu or ieuac u- 1 mc a^c icuKcniiaj ^ivi_L,ij.jy, iiuvi>/\ 


NM.021145 


Homo sapiens cyclin D binding myb-like transcription factor 1 (DMTF1), 


NM_005238 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) 

\Er lulj, II1Jlv1N/\ 


NM_020465 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 


xnv/f ^14997 


xiomo sapiens soiuie earner iamuy d \iow ainniry giucose cotransponer^, 
member 4 (SLC5A4), mRNA 


XTM fl1^17 


xiomo sapiens purnuio nomoiog z ^urosopnna^ \jl uiylzj, mrviNr\. 


XN1VI_U 1 D OD J 


TTrtTnrt compile o^>nol9Cio Oi4r^Tirtr»rt'rtir»Ql i , noiifiR/*i#»'n^ , '\/ alommio 1 A 1 1 trr/WTf* +t*it^1*» 

numu bd.pi cub aLuaiaMd, aurcnuLunicdi uibuiuv/icncy) ai dun ii ud ^/viigrovc, uipic- 


NM_021950 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 2 (Fc 

TTfl&mPTit at ToK ni crn QTTinit\7 T rpppntnr tVm"* n^*f"!i nrtl\/i>ATi'H/iA 1 A 1 i tnR^TA 
IlaglllCllL Ui l^i-r) lUgll ailUliiy 1, ICUCpLUl lUl y UCUl UUiyUCpUUCy ^lViO'T/^.l Jf illIVLN/v 


NM_005589 


Homo sapiens aldehyde dehydrogenase 6 family, member Al (ALDH6A1), 

mRNA 


NM_000533 


Homo sapiens pro teolipid protein 1 (Pelizaeus-Merzbacher disease, spastic 

pdldpiCgld. Z, UnUUmpiluaLCU J ^rJL>x Ay, UJLXVIN/\ 


NM 016252 


Homo sapiens baculoviral IAP repeat-containing 6 (apollon) (BIRC6), mRNA 


XTM fil/H^I 
INJVL Ui^fjJl 


nomo sapiens suiroiransierase iamuy *tA, memoer i ^oU-Lri'fAij, nuvTN/v 


NM.012323 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog F 
^avianj yviArr j, mxuNA 


JNlVi_JJUOOUU 


nomo sapiens nuciear cusUiDunon gene \^ nomoiog \£\. niauiansj ^iNUiJ^, 


>jm nn^izK 

1N1VL_UU0 l*f j 


nomo sapiens unaj ^xisp*HJ^ nomoiog, suDrmauy D t memoer i ^uinajoij, 
mRNA 


"mm nns 190 


xiomo sapiens cnnucieouae repeal coniammg 1 1 ^ixxK-associaieu proiem, zju 


J/N1V1 uul JOj 


nuiuu oapicno uipuicrid lUAiri rcbioidnuc pruiciii icl^uiicu. iui uipiiuidiuiuc 


NM 001327 


Homo sapiens cancer/testis antigen 1 (CTTAG1), mRNA 


NM 080750 


Homo sapiens chromosome 20 open reading frame 143 (C20orfl43), mRNA 


NM 032819 


Homo sapiens zinc finger protein 341 (ZNF341), mRNA 


NM_0 17895 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 27 (DDX27), 
mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR5p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52), mRNA 


NM 080743 


Homo sapiens serme-arginine repressor protein (35 kDa) (SRrp35), mRNA 


NM 080742 


Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA 
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NM 080741 


Homo saDiens sialidase 4 fisTFTI4^ mRNA 


NM 080739 


Homo sapiens chromosome 20 open reading frame 141 (C20orfl41,, mRNA 


NM 033550 


Homo satviens chromn<?nmp 90 nnf*n rpaHiYta frnmp 64 fP9flnrfK4 i ml? XT A 

xxv/iuu ga^iviu wiu v/lllvraUlXiv lCauxlig xiaillw V/f \\^JJ\J\J1 k\r+J) LlU\XSl\ 


NM_080732 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 3, 
mRNA 1 


NM 053046 


xiuinu bdpiciid cgi nine nomoiog z eiegansj ^je\xljnzj, transcript variant 1, 
mRNA 


NM 025106 


Wrttnn QanifMls SPRY dnmn-m-^rmtfliniTitT ^Of^ Kny nr/vf-pin QQ"R_1 H7T TOOIQ^ 
xxumu oapicna ox xv x UUillaxU^ouiaxIxing owv>o DUA piULClil OoX?-l JuJ LZJyj ), 

mRNA 


NM_030760 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receotor 8 fEDG8 1 mRNA 


NM 016069 


Homo saniens mitochondria-a^<;nniatpd ■nrntpiTi involved in ornmilnpvtp- 
macroDhaffe colonv-stimulatinii factor sienal transduction fMaemas^ nuclear 
gene encoding mitochondrial protein, mRNA 


NM 021205 


Homo sapiens Wnt-1 responsive Cdc42 homolog (WRCH-1), mRNA 


NM 032495 


Homo sapiens hypothetical protein SMAP31 (SMAP31), mRNA 


NM 032556 


Homo sapiens interleukin-1 HY2 (IL1HY2), mRNA 


NMJH4331 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 1 1 (SLC7A1 D mRNA 


NM 017564 


Homo saDiens stabilin-2 (STA"R2) mRNA 


NM 020924 


Homo saniens hioref flrioTe/n mRNA 


NM 015356 


Homo saDiens scribble (SCRTB i mRNA 


NM 030648 


Homo sapiens SET domain^ontaining protein 7 (SET7), mRNA 


NM 018488 


Homo sapiens T-box 4 (TBX4), mRNA 


NM 016470 


Homo sapiens chromosome 20 map 20ql3.1 1 


NM_080722 


Homo saDiens a disintesrin-like and metallonrotease Crenrolvsin tvnei with 
thrombospondin type 1 motif, 14 (ADAMTS14), mRNA 


NM 080676 


Homo sapiens chromosome 20 open reading frame 133 (C20orfl33), mRNA 


NM 080674. 


Homo sapiens chromosome 20 open reading frame 86 (C20orf86), mRNA 


NM 080621 


Homo sapiens chromosome 20 open reading frame 136 (C20orfl36), mRNA 


NM 080608 


Homo saDiens chromosome 20 onen reading frame 1 6^ fP90nrfl mRNA 


NM 080719 


Homo sapiens hvDothetical nrotein MGC4473 fMGC4473 1 mRNA i 


NM 003495 


Homo saDiens H4 histone familv member M fH4FM > l mRNA 

■** Avxiiv d» *• * v*i*j * lUtfVVllv XltXXXAAJr j UlvillUVi XYX ^XX^TX XYX IXXXVX14L 


NM 020633 


Homo sapiens VIR-like 1 (V1RL1), mRNA 


NM 007259 


Homo saDiens vacuolar Drotein sorting 45 A fveasti fVPS45A^ mRNA 


NM_080631 


Homo saDiens vacuolar nrotein sorting 41 rveasrt fVP5%41 ^ trarKrrint variant 9 
mRNA 


NM_014396 


Homo saDiens vacuolar nrotein sorting 41 fveasft (VPS41^ tran<?crint variant 1 
mRNA 


NM 018668 


Homo saDiens vacuolar Drotein sorting ^veasfi rVPS3^R^ mRNA 


NM 022916 


Homo sapiens vacuolar protein sorting 33 A (rat homolog) (VPS33A), mRNA 


NM 003610 


Unmn cn-ni pn c R AK1 T?XJ A pYnnrt 1 VinmAlrtcr r\r\m\*p>\ A "C 1 "\ rnOXTA 
nuixiu oapicua xvtvxji cApun x nomoiog V 13 ' punil/CJ ^xvrVC 1 ) f miviNA 


NMJ)14061 


Homo sapiens APR-1 protein (MAGEH1), mRNA 


NM 001927 


Homo sapiens desmin (DES), mRNA 


NM 080593 


Homo sapiens histone family member (H2B/S), mRNA 


NM 080596 


Homo sapiens histone family member (H2A/S), mRNA 


NM_001867 


Homo sapiens cytochrome c oxidase subunit VHc (COX7C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM1001866 


Homo sapiens cytochrome c oxidase subunit VHb (COX7B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004718 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like 
(COX7A2L), nuclear gene encoding mitochondrial protein, mRNA 
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NM_001865 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 (liver) 
1<7\ nuclear Bene encoding mitochondrial orotein. mRNA 


NM.001864 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 1 (muscle) 
(CCYX7 A "H nuclear ffene encoding mitochondrial orotein. mRNA 


NMJ06438 


Homo sapiens collectin sub-family member 10 (C-type lectin) (COLEC10), 
mRNA 


NM_080544 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asvmmetric acetvlcholinesterase fCOLO^ transcriDt variant VTH, mRNA 


NM_080543 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VH, mRNA 


NM_080542 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VI, mRNA 


NM_080541 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant V, mRNA 


NM_080540 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asvmmetrie acetvlcholinesterase fCOLO^ transcriDt variant IV. mRNA 


NM_080539 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
awmmetric acetvlcholinesterase (COlJOi) transcriDt variant TTT. mRNA 




Hnmn <ianiens collagen-like tail subunit fsinffle strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant EL, mRNA 


NM_005677 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant I, mRNA 


"MM 080592 


Homo ^aniens anontosis related orotein APR-3 (APR-3 V transcript variant 2, 
mRNA 


NM 0160RS 


Hnmn ^aniens anontosis related orotein APR-3 ( APR-3 ^ transcriDt variant 1. 
mRNA 


"MM 014^18 


TTnmn Qani#»n«i annntn<5"K rplatpH nrfltein ( APR -2^ mRNA 


NM 001745 


Homo sapiens calcium modulating ligand (CAMLG), mRNA 


KIM fiOA^I 


TTnmn QamVnc rarharnnvl-nhnsnhatp ovnthetase 2 asnartate transcarbamvlase 
and dihydroorotase (CAD),, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 032493 


Homo sapiens adaptor-related protein complex 1, mu 1 subunit (AP1M1), 
mRNA 


NM_001128 


Homo sapiens adaptor-related protein complex 1, gamma 1 subunit (AP1G1), 
mRNA 


NM_080545 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 

tran sprint variant 9 mRNA 


NM_003917 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 

trancm-int variant 1 mRNA 
U. CLilb ip U Veil laill X, lJJJLYJL^ A 


NM_080549 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
Uonscnpi Van din j, iiuviNrv 


NM.080548 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
Uonscnpi vdridiiL z, nu\iN/\ 


NM 002831 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 1, mRNA 


NM_002830 


Homo sapiens protein tyrosine phosphatase, non-receptor type 4 
(megakaryocyte) (PTPN4), mRNA J 


NM_002829 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NM_080423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 3, mRNA 


NM 080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
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transcrint variant 9 mRNA 

U aiXoVX XLJl> YOXXCUXl +*• y lllXviN i\ 


NM_002828 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 

rransrnnt van ant 1 itTRXTA 
u oxxai'i x lj i yoxxoxxl x, ixxxxii/\. 


NM 002827 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (PTPN1), 
mRNA 

XXXXXX^xl 


NM 014241 


Homo sapiens protein tyrosine phosphatase-Iike (proline instead of catalytic 

nroiniTiPi tn ptti rxf^T* a iP'I'mT A 1 ml? "MA 
axgxxxxxxcj, xxxcixxuwx a \xr xx XaT^jy IIxJXJ. 1./V 


NM_003479 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 

francr^ririt variant 1 mRNA 

ULCuidvlXpL Val lull I X, XllXVli/v 


NM 080192 

1MVX UOUJ J 4, 


Homo snnipn«j nrotein tvrosine nhosnhatase tvne TVA mprnhpr 9 fPTP4A9^ 
xxv/xxxu aapicua pxuLvxu iyx\soXXX& piiuopiiauioc< ly^js* iv Aj xxiwxxiswx £* \x ix*t,rvxy, 

rranscrint variant ^ mRNA 


NMJ)80391 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
tTanscrirjt variant 2 mRNA 


NM_080591 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
svnthase and cvclooxvffenase^ fPTCiSI^ Iranscrint variant 1 mRNA 

OjrXXLXlOOW ouu vjr v/xvsuA.jrgV'iiaovy yx xvjuxy, UCUlOWll^/l vcuiaxxw *», lllAVXirv 


mi_000962 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
svnthase and cvclooxvtyenase^ ^PTOSl^ Iran serint variant 1 mRNA 

OjllUlHOw OUU w Jr VI v/v//VJr gVl lilOv y ^X 1 VJUJL y , UOHOwl ,r T SIX J. ft* XL X, llu\i^/4 


NM 004058 


Homo sapiens calcyphosine (CAPS), transcript variant 1, mRNA 


NM 0R0SQ0 


xlUIIxU oapivxio 1/aH/ypilUolIlC W//VJTO J, UdlxoUnpi Val ldlll 4, IIlxVIN/T 


NM_006380 


Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 
9 (APPTVP2 > 1 mRNA 




xiuiiiu oapiciio aiiiyiuiu ucia prcuurbur protein uinuing proiein i, jyi\u 
(APPBPH mRNA 

y^iU. X Ul X J) XXXXVL 14V 


NM 005783 

XTXVX WJ / OJ 


Hnmn saniens ATP hinHinp nrotein associated witri cell differentiation 
nuiuu oapiwxio a x x uxiiuxiig piwivixi aooutmicu w i ill i/cxx uixxcx cixiiaiiuxi 

fAPACD) mRNA 


NM 080600 


Homo saniens mvelin associated fflvconrotein fMAG^ transcrint variant 2 

XX\JXXl\J guyiVUO IM-t-Jf Villi IWJVvlUlVU gljf WVJJ1 V/ Lwlll ^iTJLZ».Vjy, U CUlOWl 1U 1 TtUidUl 

mRNA 


NM 002361 


Homo saniens mvelin associated fflvconrotein fMAG^ transcriDt variant 1 

JLAVlilv UUk/iVlii' ill V villi UUy VVIU V%/\*- fcl J VV Ul V V vill 1 i»TM 1.V M MUUwvliL/b TliiiUilV 1 * 

mRNA 


NM 005994 


Homo sapiens T-box 2 (TBX2), mRNA 


NM_080647 


Homo sapiens T-box 1 (TBX1), transcript variant C, mRNA 


NM 080646 

J. 1 XT A vU V V I w 


Homo saniens T-box 1 fTRX!^ transcrint variant A mRNA 


NM 080675 

XlXYX UUUU / mJ 


Homo saniens snprm associated antigen 4-lilce ^SPA(t4T ^ mRNA 


NM 080617 


Homo saniens cerebellin nrecursor-like 1 fCTRT.NT 1^ mRNA 

J.1V1UV OU|/lvUO vvl vUvl 1 II 1 pvVUl JV1 11A.V X yV-»UJUJ.lJ_/l J j HliUlll 


NM_080611 


Homo sapiens dual specificity phosphatase-like 15 (DUSP15), mRNA 


NM 080610 

XlXYX UOUUlv 


Homo saniens rvstatin Q-1ilfP fmonse^ ^OSTQT,^ mRNA 


NM 080602 


Homo sapiens actin related protein 2/3 complex, subunit 3B (21 kD) (ARPC3B), 
mRNA 


Nfi 000011 


Homo saniens crenomic rvtorhrome P4-S0 snbfamilv TTA rnbenobarhital- 

XX\Jlll\J Oaj^lwXXo KwilVsXIXXl» v Y L\JwlXI CIX11W X ~«^V, OiXL/XAXlXllY XXTv yLixiwxiuuai i/iiax 

inducible^ TCYP2A on chromosome 19 


NM 016649 


Homo saniens chromosome 90 onen readinp frame 6 ff^Oorfr*^ mRNA 


NM 080597 


Homo saniens nYVjterol ninHina nrotpin-lilce 1 A fOSRPT 1 A^ mPNA 

xxKtlllKJ oai/lvXio UAjroU^XUl UXXXIXIXI3 pxwtt'lll llXk-fc x^x ^WuiJi X-iXxxy, liXXVl>xx 


NM_080605 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
6 (B3GALT6), mRNA 


NM_058169 


Homo sapiens loss of heterozygosity, 12, chromosomal region 1 (LOH12CR1), 
mRNA 


NM 058164 


Homo sapiens olfactomedin 2 (OLFM2), mRNA 


NM 052866 


Homo sapiens ADAMTS-like 1 (ADAMTSL1), mRNA 


NM 018030 


Homo sapiens oxysterol binding protein-like 1 A (OSBPL1 A), mRNA 


NM 033142 


Homo sapiens chorionic gonadotropin, beta polypeptide 7 (CGB7), mRNA 


NG 000013 


Homo sapiens genomic MHC class HI complement gene cluster (MCGC@) on 
chromosome 6 
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NM 020967 


Homo sapiens nuclear receptor coactivator 5 (NC0A5), mRNA 


NM_033044 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
van ant 3, rnKNA 


XTA K AO 1 AO A 

NMJ)33024 


Homo sapiens microtuDUie-acun crossiiniang iacior i (mau i) 9 rranscnpx 
variant 2, mRNA 


XT/~» A A A A 1 O 

NG 000017 


Homo sapiens genomic pro to c aonenn oeia cluster {ry^urix>[g^) on cnromosome j 


XT! >T A 1 C CI Z' A 

NM 015864 


Homo sapiens chromosome 6 open reading firame 32 (C6orf32), mRNA 


XT* jT AO ill OO 

NM 032188 


Homo sapiens nistone acetyltransierase Mioii (M i o 1 1 j, mivJN a 


NM 030776 


Homo sapiens cnromosome zu openreaaing rxame ibj ^zuoriiojj, mivrN/*. 


XTK Jf AO /I A 1 O 

NM 024918 


Homo sapiens cnromosome zu open reading rrame i /z ^zuom /zj, mjKiNA 


\T» jT AOylOlO 

NM 024812 


TT I-, ^ nnMiA«4A "1*. ftj-t ■ i~» io-n aA n Aula lai ll/avMlA Atff/\tAlO0fH1^ fD A A T i | rvi U M A 

Homo sapiens Dram ana acute leuKemia, cytoplasmic jpaaia^j, miuN x\ 


NM 024777 


Homo sapiens chromosome 20 open reading rrame 124 (C20orfl24), mRNA 


NM 024758 


Homo sapiens agmatinase (riJZ33o4), rnKJNA 


XTfc K AO /I £1 A 1 

NM 024641 


Homo sapiens manaaselin (rlJ iZoJo), rnKJNA 


XT* K AO /tOOl 

NM 024331 


rlomo sapiens cnromosome zu open reaamg rrame izi tvzuomzij, ttuvlna 


XT* >T AO/tOAl 

NM 024301 


Homo sapiens tuKuun-reiatea protein (rJKJKx j, rriKjNA 


NM 005763 


Homo sapiens aminoadipate-semialdehyde synthase (AASS), mRNA 


NM 023935 


Homo sapiens chromosome 20 open reaamg rrame 1 lo (CZUoril loj, mKJNA 


NM 021993 


tt rnn i j* j _ * ._ / ; * * O / l» i TO TOO \ mDXTA 

Homo sapiens FUS mteracting protem (senne-argmine ncn) z (rUblFzj, mKTNA 


NM J) 14555 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
5 (TRPM5), mRNA 


NM 000537 


TT /TiT'XTi t> XT A 

Homo sapiens reran (REN), mRNA 


NM 016652 


Homo sapiens Cm, crooked neck-like 1 (Drosophila) (CRNKL1), mRNA 1 


NM 021245 


Homo sapiens myozenin 1 (MYOZ1), mRNA 


NMJKH967 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 2 (EIF4A2), 
mRNA 


NM_018649 


Homo sapiens H2A histone family, member Y2 (H2AFY2), mRNA 


NM 015148 


Homo sapiens PAS domain containing senne/threonme kinase (PASK), mRNA 


NM_017902 


Homo sapiens hypoxia-inducible factor 1, alpha subunit inhibitor (HIF1AN), 
mRNA 


NM_018285 


Homo sapiens chromosome 15 open reading frame 12 (C15orfl2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 018267 


Homo sapiens H2A histone family, member J (H2AFJ), mRNA 


NMJH7555 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 2, 
mRNA 


NM 016143 


Homo sapiens likely ortholog of rat p47 (p47), mRNA 


NM 015993 


tt 1 t • frvk rr n\ t»\t a 

Homo sapiens plasmohpm (PMLP), mRNA 


NM 014938 


Homo sapiens Mix interactor (MONDOA), mRNA 


NM_0 14948 


Homo sapiens likely ortholog of mouse ubiquitin conjugating enzyme 7 
interacting protein 5 (UBCE7IP5), mRNA 


NM_014016 


Homo sapiens SAC1 suppressor of actm mutations 1-like (yeast) (SACM1L), 
mRNA 


NM 015156 


Homo sapiens REST corepressor (RCOR), mRNA 


NM_013337 


Homo sapiens translocase of inner mitochondrial membrane 22 homolog (yeast) 
(TIMM22), mRNA 


NM 013233 


Homo sapiens serine threonine kinase 39 (STE20/SPS1 homolog, yeast) 
CSTK39), mRNA 


NM 006595 


Homo sapiens apoptosis inhibitor 5 (API5), mRNA 


NM 006402 


Homo sapiens hepatitis B virus x interacting protein (HBXIP), mRNA 


NM_006351 


Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
(TIMM44), mRNA 


NM 006327 


Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 



235 



WO 03/074654 



PCT/US03/05028 





(TIMM23), mRNA 


NM_006335 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog A 
(yeast) (TIMM17A), mRNA 


NM_006420 


Homo sapiens ADP-ribosylation factor guanine nucleotide-exchange factor 2 
(brefeldin A-inhibited) (ARFGEF2), mRNA 


NM 005992 


Homo sapiens T-box 1 (TBX1), transcript variant B, mRNA 


NM_005834 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog B 
(yeast) (TIMM17B), mRNA 


NM_O00385 


Homo sapiens aquaporin 1 (channel-forming integral protein, 28kD) (AQP1), 
mRNA 


NM_002891 


Homo sapiens Ras protein-specific guanine nucleotide-releasing factor 1 
(RASGRF1), mRNA 


NM_000963 


Homo sapiens prostaglandin-endoperoxide synthase 2 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS2), mRNA 


MM_002792 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 7 
(PSMA7), mRNA 


NM 002335 


Homo sapiens low density lipoprotein receptor-related protein 5 (LRP5), mRNA 


NM_001402 


Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (EEF1 Al), 
mRNA 


NM 080677 


Homo sapiens dynein light chain 2 (Dlc2), mRNA 


NM 080672 


Homo sapiens Q9H4T4 like (H17739), mRNA 


NM_080671 


Homo sapiens potassium voltage-gated channel, Isk-related subfamily, gene 4 
(KCNE4), mRNA 


NM 080670 


Homo sapiens similar to RIKEN cDNA 2610030J16 gene (MGC2541), mRNA 


NM 080669 


Homo sapiens similar to RKEN cDNA 1 1 10002C08 gene (MGC9564), mRNA 


NM 080667 


Homo sapiens similar to RIKEN cDNA 4931428D14 gene (MGC15407), mRNA 


NM_080665 


Homo sapiens similar to RIKEN cDNA B2301 18G17 gene (MGC19604), 
mRNA 


NM 080664 


Homo sapiens similar to RIKEN cDNA 4930578F06 gene (MGC9912), mRNA 


NM 080662 


Homo sapiens similar to RIKEN cDNA 1810022F11 gene (MGC4281), mRNA 


NM 080660 


Homo sapiens similar to RIKEN cDNA 1200014N16 gene (MGC14289), mRNA 


NM_080659 


Homo sapiens similar to RIKEN cDNA 2310030G06 gene (MGC14839), mRNA 


NM 080657 


Homo sapiens vipirin (cig5), mRNA 


NM 080655 


Homo sapiens similar to RIKEN cDNA 5730528L13 gene (MGC17337), mRNA 


NM 080654 


Homo sapiens NY-REN-41 antigen (NY-REN-41), mRNA 


NM 080653 


Homo sapiens similar to RIKEN cDNA 4930500C14 gene (MGC9341), mRNA 


NM_080652 


Homo sapiens similar to RIKEN cDNA 5730578N08 gene (MGC15397), mRNA 


NM 004296 


Homo sapiens regulator of G-protein signalling 6 (RGS6), mRNA 


NM_014234 


Homo sapiens FabG (beta-ketoacyl-[acyl-carrier-protein] reductase, E coli) like 
(E. coli) (FABGL), mRNA 


NM 024775 


Homo sapiens gemin 6 (GEMIN6), mRNA 


NM 080626 


Homo sapiens BRI3 binding protein (BRI3BP), mRNA 


NM 080625 


Homo sapiens chromosome 20 open reading frame 160 (C20orfl60), mRNA 


NM 080616 


Homo sapiens chromosome 20 open reading frame 1 12 (C20orfl 12), mRNA 


NM 080612 


Homo sapiens DOS/Gab family member 3 (GAB3), mRNA 


NM 080607 


Homo sapiens chromosome 20 open reading frame 102 (C20orfl02), mRNA 


NM 080603 


Homo sapiens chromosome 20 open reading frame 162 (C20orfl62), mRNA 


NM 032019 


Homo sapiens histone deacetylase 10 (HDAC10), mRNA 


NM 030815 


Homo sapiens chromosome 20 open reading frame 126 (C20orfl26), mRNA 


NM .020841 


Homo sapiens oxysterol binding protein-like 8 (OSBPL8), mRNA 


NM 020764 


Homo sapiens cask-interacting protein 1 (CASKIN1), mRNA 


NM 016436 


Homo sapiens chromosome 20 open reading frame 104 (C20orfl04), mRNA 
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MM 022104 


Homo sapiens chromosome 20 open reading frame 67 (C20orf67), mRNA 


NM 080546 


Homo sapiens CDw92 antigen (CDW92), mRNA 


NM 015511 


Homo saniens chromosomp 70 rvnpn rpadmc? frame 4 fC20orf*4^ mRNA 


NM 002116 


Homo sapiens major histocompatibility complex, class I, A (HLA-A), mRNA 




TT/vmn cprvipnc TiHocnlifYtTiociti Hp 3-lrmflCP pnViflncpr iPTTCP 1 mRNA 

XXUillU oaJJlWild jJlil/O^JlJVlllVJol UUv J AJUCloV VlillCUlVWl. 1X\l-LjJ) li.LLVl>iV. 


NM 090QH 


TTnmn cnnipnc ^inr fin opt nrotpm 317 (7WP%\l y \ ml?NA 
X1UII1U oapiCIIa £1111' LLllgCI piULClll JL / \£jlyrJl 1 1, llU\xM.TV 


NM 005017 


nuiiiu bapiciib pciuAibUUic piumciaiivc avuvaicu icucpiui, gamma r/\xs.vjj, 

mRNA 


NM 01R906 
1N1VI U 1 oZUO 


nuiiiu bapicnb Vaouuiai pruiciii burling jj yyctiaij ^ v jtojj^, uuviNrv 


NM_014003 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 38 (DDX38), 

ml? XT A 


NM_006445 


Homo sapiens PRP8 pre-mRNA processing factor 8 homolog (yeast) (PRPF8), 

IILTvJ/NrY. 


NM 003675 


Homo sapiens pre-mRNA processing factor 18 (PRP1 8), mRNA 


JNM UUOZlH 


xiomo sapiens pnyianoyi-i^oA nyaroxyiase ^iveisum oiseasej ^irxiixi/, mtuNA 


NM_004374 


Homo sapiens cytochrome c oxidase subunit Vic (COX6C), nuclear gene 
encoding mitochondrial protein, mRNA 


JNiYl_UUloOJ 


xiomo sapiens cyiocnrome c oxidase suoumx vid i^ija.oi3J, nuciear gene 
encoding mitochondrial protein, mRNA 


>jm nn^ofK 


xiomo sapiens cyiocnrome c oxidase suDunii v la poiypepuoe z ^luaoaz ) 9 

UUUlCal gCIlC dllLt/UlIlg IIULOLllUIlUllai piULClll, IIJJMNrV. 


NM_004373 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 1 (COX6A1), 

uuuicar gene cn^uuuig iiiiLOuiiuiimidi pruiein, iijxvin/a. 


NM_032609 


Homo sapiens cytochrome c oxidase subunit IV isoform 2 (COX4I2), nuclear 
gene encoding mitochondrial protein, mRNA 


XJM 0194RQ 
IN1V1 uJZnOy 


xiomo bd.pi ens acrosui omauig proiem ^/\v>yXvDr ) t niiviN/\ 


NM.080476 


Homo sapiens CDC91 cell division cycle 91-like 1 (S. cerevisiae) (CDC91L1), 


NM 080473 


Homo sapiens GATA binding protein 5 (GATA5), mRNA 


NM_002121 


Homo sapiens major histocompatibility complex, class II, DP beta 1 (HLA- 


JNM_U/o4/U 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 15), nuclear gene encoding mitochondrial protein, transcript variant 1, 


MM 0^417^ 


xiomo sapiens v^uai i nomoiog, cyiocnrome c oxiua.se assemoiy protein 

^POYI ^\ nnr^l par opnp PTirriHinrr mitrip rinnrlnsl "nrntpin mT?T\I A 
^L/UA 1 1 j, uuncai gene cn^/ULUiig liiiiUL/iiuiiuiiai piuicni, iijjxitxt. 


mm no iw* 


TTrvmn canipnc PDY 1 0 linmrklno pAHripVimnnp p oyiHsiqp nccpmWv nrfttpin lipmp 
nuuiu oapiciio v^uaiv nuxiiuiug, i/yiuLdiiuiiic V/ uAiviaac aooeiuL/ijr piuieiu, neme 

A /fame wl transferase ^veast^ mOXlO^ nuclear ffene encoding mitochondrial 

nrotein mRNA 


NM 054028 


Homo saniens acvl-malonvl condensing enzvme f AMAO mRNA 


NM 032485 


Homo sarjiens chromosome 20 onen reading frame 1 54 fC20orfl 54^ mRNA 


NM 033342 


Homo sapiens tripartite motif-containing 7 (TR1M7), mRNA 


MM 0H421 


Wnmn saniens rHrnmncomp 90 nrtpn rpaHino 1 framp 161 ^f^Oorf! 61 ^ mRNA 


NM 033197 


Homo sapiens chromosome 20 open reading frame 1 14 (C20orfl 14), mRNA 


NM 020866 


Homo sapiens kelch-like 1 (Drosophila) (KLHL1), mRNA 


NM 032883 


Homo sapiens chromosome 20 open reading frame 100 (C20orfl00), mRNA 


NM 032523 


Homo sapiens oxysterol binding protein-like 6 (OSBPL6), mRNA 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NM 031473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 030801 


Homo sapiens MAGE-E1 protein (MAGE-E1), mRNA 
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NM 025128 


Homo sapiens MUS81 endonuclease (MUS81), mRNA 


NM 024958 


Homo sapiens chromosome 20 open reading frame 98 (C20orf98), mRNA 


NM 024663 


Homo sapiens aminopeptidase-like 1 (NPEPL1), mRNA 


NM 024586 


Homo sapiens oxysterol binding protein-like 9 (OSBPL9), mRNA 


NM 024120 


Homo sapiens chromosome 20 open reading frame 7 (C20orf7), mRNA 


NM 022776 


Homo sapiens oxysterol binding protein-like 1 1 (OSBPL1 1), mRNA 


NM 022109 


Homo sapiens CDw92 antigen (CDW92), mRNA 


NM 022088 


Homo sapiens zinc finger protein 338 (ZNF338), mRNA 


NM 021158 


Homo sapiens chromosome 20 open reading frame 97 (C20orf97), mRNA 


NM 021232 


Homo sapiens proline dehydrogenase (oxidase) 2 (PRODH2), mRNA 


NM 021220 


Homo sapiens zinc finger protein 339 (ZNF339), mRNA 


NM_021039 


Homo sapiens S100 calcium binding protein A14 (calgizzarin) (S100A14), 
mRNA 


NM 020659 


Homo sapiens tweety homolog 1 (Drosophila) (TTYH1), mRNA 


NM_0 18972 


Homo sapiens ganglioside-induced differentiation-associated protein 1 
(GDAP1), mRNA 


NM 017921 


Homo sapiens hypothetical protein FLJ20657 (NPL4), mRNA 


NM 017784 


Homo sapiens oxysterol binding protein-like 10 (OSBPL10), mRNA 


NM 017731 


Homo sapiens oxysterol binding protein-like 7 (OSBPL7), mRNA 


NMJ)18209 


Homo sapiens ADP-ribosylation factor 1 GTPase activating protein 
(ARF1GAP), mRNA 


NM 018102 


Homo sapiens zinc finger protein 334 (ZNF334), mRNA 


NM 015891 


Homo sapiens pre-mRNA splicing factor 17 (PRP17), mRNA 


NM 016599 


Homo sapiens myozenin 2 (MYOZ2), mRNA 


NM 014962 


Homo sapiens BTB (POZ) domain containing 3 (BTBD3), mRNA 


NM 014835 


Homo sapiens oxysterol binding protein-like 2 (OSBPL2), mRNA 


NM 014723 


Homo sapiens syntaphilin (SNPH), mRNA 


NM 014183 


Homo sapiens dynein light chain 2A (DNLC2A), mRNA 


NM 014055 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-l),mRNA 


NM 014477 


Homo sapiens chromosome 20 open reading frame 10 (C20orfl0), mRNA 


NM 012261 


Homo sapiens chromosome 20 open reading frame 103 (C20orfl03), mRNA 


NM 013369 


Homo sapiens DNA (cytosine-5-) -methyl transferase 3-like (DNMT3L), mRNA 


NM 012469 


Homo sapiens chromosome 20 open reading frame 14 (C20orfl4), mRNA 


NM 012291 


Homo sapiens extra spindle poles like 1 (S. cerevisiae) (ESPL1), mRNA 


NM 007002 


Homo sapiens adhesion regulating molecule 1 (ADRM1), mRNA 


NM 006809 


Homo sapiens translocase of outer mitochondrial membrane 34 (TOMM34), 
mRNA 


NM 006813 


Homo saDiens oroline rich 2 (PROL2). mRNA 


NM 002509 


Homo sapiens NK2 transcription factor homolog B (Drosophila) (NKX2B), 
mRNA 


NM 080474 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 12 (SERPINB 12), mRNA 


NM 006009 


Homo sapiens tubulin, alpha 3 (TUBA3), mRNA 


NM 003463 


Homo sapiens protein tyrosine phosphatase type IV A, member 1 (PTP4A1), 
mRNA 


NM 019888 


Homo sapiens melanocortin 3 receptor (MC3R), mRNA 


NM 001846 


Homo sapiens collagen, type IV, alpha 2 (COL4A2), mRNA 


NM_079422 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant 3f, mRNA 


NMJ)79420 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant If, mRNA 
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NM 000795 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 1, mRNA 


NM 016574 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 2, mRNA 


NM_079837 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 2, 
mRNA 


NMJH7869 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 1, 
mRNA 


NM 079425 


Homo s aniens mvosin It ©lit nnlvnpntide 6 alkali smnnth muscle anH nnr. 
muscle (MYL.G) transcrint variant 3 mRNA 


NM 079424 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 4, mRNA 


NM_079423 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 2, mRNA 


NM_021019 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 1, mRNA 


NM 004509 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant a, mRNA 


NM 080424 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant c, mRNA 


NM 004510 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant b, mRNA 


NM 004574 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 1, mRNA 


NM 080417 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 4, mRNA 


NM 080416 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 3, mRNA 


NM 080415 


Homo sapiens peanut-like 2 CDrosonhila , ) (TNUTL2 > ) transcrint variant 2 mRNA 


NM 002117 


Homo sapiens major histocompatibility complex, class I, C (HLA-C), mRNA 


NM 005514 


Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA 


NC_001807 


Homo sapiens mitochondrion, complete genome 


NM 080489 


Homo sapiens svndecan bindine nrotein (svnteninl 2 (SDPBP?^ mRNA 


NM 001997 


Homo sapiens Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) 
ubiauitouslv expressed ffox derivedV ribosomal nrotein 5530 fFATH mRNA 


NM_057179 


Homo sapiens likely ortholog of mouse and rat twist-related bHLH protein 
Dermo-1 (DERMO 1), mRNA 


NM 001008 


Homo sapiens ribosomal protein S4, Y-linked (RPS4Y); mRNA 


NM 001007 


Homo s aniens ribosomal nrotein 554 X-l inked fRPS430 mRNA 


NM_005192 


Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual 
snecificitv nhosnhatase^ (TDKN^ mRNA 

O^^/V/lAlVAljr ^/ll VOpilCl IAD ^^X-ZXVl^Uy, 11 LEVI > 


NM 079421 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 1 

fCDKN2D^ transcrint variant 9 mRNA 

Jy UolloV^lipi Ydllalll Zr, 1 1 LLVL N A i 


NM_001800 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 

fCDKN2D^ transcrint variant 1 mRNA 

^vi/ivi'iid/y) Li allot/1 Ijvt VaJ.lu.ill 1, 111XV1 ixV 


NM 078626 


Homo saniens cvclin-Henenrlent Irinase inhihitnr OC* (r\\ ft -mhibitc (TYIif 

axuiiiv oapiv^iio V/jr Will-\j.^pvliUvlll AXllaoC llllUUllUi Z>v> tUlo, llllllUlLo V_/J-/Jv*tI 

( CDKN20 transcrint variant 2 mRNA 


NM 001262 


Homo saniens cvclin-denendent kinase inhibitor OO /nl R inhibits Prwd^ 
(CDKN2C), transcript variant 1 , mRNA 


NM 078487 


Homo saniens cvclin-denendent kinase inhibitor 9R \ S inhibits miif J.^ 
(CDKN2B), transcript variant 2, mRNA ! 


NM_004936 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pl5, inhibits CDK4) 
(CDKN2B), transcript variant 1, mRNA 


NM 004896 


Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 


NM 052945 


Homo sapiens BAFF receptor (BAFFR), mRNA 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 1, mRNA 


NM 014281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 2, mRNA 
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NM_004740 


Homo sapiens TGFB1 -induced anti-anontotic factor 1 fnAFl i transcrint variant 
2,mRNA 


NM_078471 


Homo Sapiens TGFB1 -induced anti-anontotic factor 1 fTIAFl i tran sprint variant 

l.mRNA 


NM 001852 


Homo saniens collagen tvtie IX aloha 2 (COL9A21 mRNA 


NM 078485 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant 2, mRNA 


NM 001851 


Homo saniens collagen tvneDC alnha 1 ffYYTQAl'l transprrnt variant 1 mPWA 


NM_054026 


Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 2 mRNA 


NM_013354 


Homo sapiens CCR4-N0T transcription complex, subunit 7 (CNOT7), transcript 
variant 1 mRNA 


NM_004064 


Homo sarjiens cvclin-denendent Irinase inhibitor 1 R (W)l ICiriW /"PTYKTNTI 1^ 

jupivixo vjrv/XJui UW^/ksllUVUl IViliaaG 111111 Ul IAJ1 ID ^JJx> / , 1 J 1 1 IDJj 

mRNA 


NM_000389 


Homo saniens cvclin-deDendent kinase inhibitor 1 A fn?1 Pinl'i frTVR"NI1 A^ 
transcript variant 1 s mRNA 


NM 078467 


Homo saniens cvclin -denenHent Irinacp inV»iViitrvr 1 A fnO. finl^ ATWNTI A"\ 

ajwju.iv oa^iuio vjrwiui uv^pwiuwill iviilaoC 111111 UHU1 Xf\ yy&l, v^ipi ^ ^V^L/JViN l/YI, 

transcript variant 2, mRNA 


NM 003936 


Homo saniens evclin-HpnennVnt IrinaQp ^ rponlatnrv cnKnnit 0 /Vi^C^ fCTW ZT}'y\ 

xx\jih\j oop 11,110 vjrvmi u.v^p^nut'lll JUliaoC/ J, ICgulalUiy oUUUIllL Z, \ JjSm J, 

mRNA 


NM 004642 


Homo saniens CDK2-associated nrotein 1 fPTYR^API 1 mPTsTA 


NM_078481 


Homo sapiens CD97 antigen (CD97), transcript variant 1, mRNA 


NM 001784 


Homo saniens (T)Q7 antiopn CCTlQl^ trnncr*rmt variant 0 tnPMA 
liuuiu oapitua K^xjy / allllgCll \\rUy 1 J, UallbUlipi Vanani a., iniviN/V 


NMJ)80432 


Homo sapiens vacuolar protein sorting protein 1 8 (VPS1 8), transcript variant 2, 
mRNA 


NM 020857 


Homo saniens vacuolar nrotein sortina nrnfpin 1 R fVP^!1 #\ trn-ncrm*'n+ xrai-io-nf 1 

aavhiv oa^iwia vavuvicu piVJlvill sui Ullg ^/lUldll lO ^Vi OlOjj UToXlbVJiipi VaXlcilil 1, 

mRNA 


NM_080414 


Homo saniens vacuolar nrotein sorting 1 6 fveasfi fVPSI G\ transprmt variant 9 
mRNA 


NMJ)80413 


Homo sapiens vacuolar orotein sortine 16 (veastl fVP551 6) tranQrrint variant 1 
mRNA 


NM_022575 


Homo saniens vacuolar orotein sorting 16 fveast^ A/PS 16^ Iran sprint variant 1 
mRNA 


NM_021729 


Homo sapiens vacuolar protein sorting 1 1 (yeast) (VPS1 1), mRNA 


NM 005806 


Homo saniens olieodendrocvte lineage transcrintion factor 2 (OT \CV)\ mP"NTA 


NM_012106 


Homo sapiens binder of Arl Two (BART1), mRNA 


NM 006095 


Homo saniens ATPase aminonbosnliolinirl trancnnr+pr ^APT Ploce T Hmt* 8 A 

xiuniu ou^iww CUlLLUV/piludpilLriipiU Uoll£>pUXLCl ^/VTJ-fl V^ldoi> 1, type 0/\, 

member 1 (ATP8A1), mRNA 


NM 058241 


Homo saniens cvclin T2 (CCNT21 transcrint variant b mRNA 


NM 001241 


Homo saniens cvclin T2 fCCNT2^ transcrint variant a mRNA 


NM 001240 


Homo sapiens cyclin Tl (CCNT1), mRNA 


NM 000474 ! 


Homo saniens twist bomnloo' ^apmrpnTifllnctmHaftvlv *K* ^aptVir^-i^Virt+TAri 

xxv/xiiu oaLsivua iwwi iiuinuiug ^a^iUL'CpilalUoyllUawlj'iy J, OovUUC~\^I10tZcn 

syndrome) Qrosophila) (TWIST), rnRNA 


NM 080475 


xxuniu bapi^iia atimc \kji uyolClIlC^ piULclUdSc lnniOlCUi, LlaUC o ^QValDUminjj 

member 1 1 (SERPINB 1 1), mRNA 


NM 021209 


Homo sapiens caspase recruitment domain protein 12 (CARD 12), mRNA 


NM 014550 


Homo sapiens caspase recruitment domain protein 10 (CARD10), mRNA 


NM 012287 


Homo sapiens centaurin, beta 2 (CENTB2), mRNA 


NMJ)07049 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 1, rnRNA 


NM 078476 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 2, mRNA 


NM 004444 


Homo sapiens EphB4 (EPHB4), mRNA 



240 



WO 03/074654 



PCT/US03/05028 



NM 004443 


Homo sapiens EphB3 (EPHB3), mRNA 


NM 004442 


Homo sapiens EphB2 (EPHB2), transcript variant 1, mRNA 


NM 017449 


Homo sapiens EphB2 (EPHB2), transcript variant 2, mRNA 


NM 004535 


Homo sapiens myelin transcription factor 1 (MYT1), mRNA 


NMJ)06800 


Homo sapiens male-specific lethal 3 -like 1 (Drosophila) (MSL3L1), transcript 
variant 3, mRNA 


NM_078630 


Homo sapiens male-specific lethal 3 -like 1 (Drosophila) (MSL3L1), transcript 
variant 2, mRNA 


NM_078629 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 1, mRNA 


NMJ378628 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 4, mRNA 


NM 080431 


Homo sapiens actin related protein M2 (ARPM2), mRNA 


NM 080430 


Homo sapiens selenoprotein SelM (SELM), mRNA 


NM 052944 


Homo sapiens putative sodium-coupled cotransporter RKST1 (RKST1), mRNA 


NMJJ24831 


Homo sapiens nuclear receptor coactivator 6 interacting protein (NCOA6IP), 
mRNA 


NM_032803 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 3 (SLC7A3), mRNA 


NM 080385 


Homo sapiens carboxypeptidase A5 (CPA5), mRNA 


NM 016476 


Homo sapiens APC1 1 anaphase promoting complex subunit 1 1 homolog (yeast) 
(ANAPC 1 1), mRNA 


NM 080389 


Homo sapiens defensin, beta 4 (DEFB4), mRNA 


NM 032646 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 


NM 006928 


Homo sapiens silver homolog (mouse) (SBLV), mRNA 


NM 080390 


Homo sapiens my048 protein (my048), mRNA 


NM 080388 


Homo sapiens hypothetical protein MGC17528 (MGC17528), mRNA 


NM 080387 


Homo sapiens C-type lectin-like receptor (CLEC-6), mRNA 


NM_080284 


Homo sapiens ATP-bindine cassette, sub-familv A (ABCn member 6 
(ABCA6), mRNA 


NM_080283 


Homo saoiens ATP-bindine cassette sub-familv A f ABC 11 member 9 
(ABCA9), mRNA 


NM_080282 


Homo sapiens ATP-bindine cassette, sub-familv A (ABC 11 member 10 
(ABCA10), mRNA 


NMJ)06549 


Homo sapiens calcium/calmodulin-dependent protein kinase kinase 2, beta 
(CAMKK2), mRNA 


NM_007200 


Homo sapiens A kinase (PRKA) anchor protein 13 (AKAP13), mRNA 


NM_002476 


Homo sapiens myosin, light polypeptide 4, alkali; atrial, embryonic (MYL4), 
mRNA 


NM 001853 


Homo sapiens collagen, type DC, alpha 3 (COL9A3), mRNA 


NM 006001 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 1, mRNA 


NM 079836 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 2, mRNA 


NM 006000 


Homo sapiens tubulin, alpha 1 (testis specific) (TUBA1), mRNA 


NM_004376 


Homo sapiens COX15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX15), nuclear gene encoding mitochondrial protein, transcript variant 2, 
mRNA 


NM 024407 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 7 (20kD) 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM_078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1, mRNA 


NM 078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA 


NMJ)04665 


Homo sapiens vanin 2 (VNN2), transcript variant 1, mRNA 
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NM 013245 

X1XYX U 1 J4)^(/ 


Homo *?aTjien<5 vacuolar Tvrntpfn cortina fartor 4 A rVP5s4Al rnRTJA 

X X U 1 1 1W oapiwio V UvUUlui pi \J Lt'iXX QUI LI life lovlUl tA y V 1 LyT/v J , IxlXVxNxV 


NM 058240 


Womo ^anipTiQ Qolutp rnmpr farnilv R fQnHiiimw , a1piiim P"yr , Viano'i*ri mpmW 3 

IXUllXVs dtlLJlt'lxd oVJlUlXv t/OxllWX 101x111 jr O ^oUUllAxll^'tliW/ 11X111 VvAl/llOllgCl 1, lllClIlUCI J 

fSLC8-A3j transcrTDt variant b mRNA 


NM 033262 


Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
TSLC8-A3 ) trans criDt variant a mRNA 


NM 004869 


Homo s aniens sunnressor of K+ tran^nort defect 1 (SKT)1 i mRNA 

iiuuiu uu^yiviu ouppi vuJui v/x x v ■ IX 0 1 lOpvi l» Uvlvv l> X ^> ' * 1 j y XX LX vX l ix 


NM 078474 

A 1XVX V / \J~ / t 


Homo saoierm TVRP-like nrntein 2 fRT P9.^ Iranserint variant 1 rrVRNA 

ilV/Uiv 0OLJXWXXO U±J± ILIWs pXUll/XXI V*** 1 jl X» Jy IX (XXXDVvI 1 JJ L VaXXOXXL 1, IxXXVxXxl. 


NM 025141 


Homo saoien^ BRP-like nrntein 2 fRT P9. i tran^erint variant 7 mRNA 

XXV/ XX IV-/ OOLVXwXXO UUl XXTLV/ yiUKrUl ^ ^XVivl OXlOwX 1 L VOX 1CU1L £*y llXXvX lix. 


NM 078473 


Homo sani ens RBP-1 ike nrotein 1 fRT.PO tTansrrrint variant 1 mRNA 

XXV-FXXIV7 OapiWllo XJXJX 11XYV y/XV/kWXXl X ^XJX_fX X y, UQllOvliyi V CLX lOXXl X , XXLLVXIXX 


NM 031940 


Homo ^aniens RRP-like nrntein 1 fRTPli rrarKrririt variant 9 mPNA 

lll/iliVJ oa^/XWlxO Ulll 1XJVV/ jJl ULVvXll X ^XJX-fX 1 y, LX OXiOUx l|Jl V CU. 1 (XL I L , XllXvXlXk 


NM 020749 

XlXYX \J 4*\J I 


Homo saniPnQ AT9 reopntnr-intprartiTi0 nrotpin 1 fATTPI^ mRNA 

X XVJlliV/ dXXpfXt'XXO rVlA XV^VyVv^JLUX LLXl&X av Uli^ jJXvllXvXXX 1 ^Alil X liiXvi > j\ 


NM 018672 


Homo sanipns ATP-binHinix fias^pttp oiiH-familv A ( AROO mpmbpr ^ 
±x\jiii\j oauiuio rvii c/ixivxxxig vaoovUvj dixlt^xaiixii y a irxUvi xxiwiiiUd «/ 

(ABCA5), mRNA 


NM 020177 


Homo ^aniens femini7Jition 1 homoloi^ a fFRMl A^ ml?NA 

XXv/lllVJ OCl^JlVlXd XwlXiXiXXxXlLlWXl X XlVJXXlV/liJg CI ^X J— ilVX 1 li. j j IJLxXvXlXv 


NM 002088 

X lXVX vvavuO 


TTomo sanipn<! fflntamatp rpcpntor ionotTonifi kainatp S ^01?iTfS^ mRNA 
i-iv/xxivs oapit/xxo giuicixxxaixv ivvv^iv/ij lviiv/ux v/j-'iv, xvaixxaiw j ^vjivxxv»y iixxvx^c/x 


NM 006835 


Homo sapiens cyclin I (CCNI), mRNA 


NM 001939 


Wrvmn camVnc p\;r»lin W frVTvJTA mPNA 

xiumu odpicxio uyuiiii n ^vyv/nii j 9 irusssix 


NM_014286 


Homo sapiens frequenin homolog (Drosophila) (FREQ), mRNA 


IN1VL UUOOjU 


xiomo sapiens compiexm / ^riwA/j, mjviNA 


NM 006651 


Homo sapiens compiexm 1 (CPLX1), mRNA 


iNiVl_UU0400 


Homo sapiens associatea molecule wiui tne oxi3 aomam or o 1 AM (AMoH), 
mRNA 




riomo sapiens collagen, type vm, aipna 1 ^luloai j, nixsJNA 


NM_000094 


Homo sapiens collagen, type VII, alpha 1 (epidermolysis bullosa, dystrophic, 
Qu nun an i ana recessive^ ^\Ji^/Ai j, iiuvina 


NM_000077 


Homo sapiens cychn-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
KsUjsji) ^L/JL'jsjnzaj, uanscnpi van ant i, mtsiNA 


iNxVi__UJOli// 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 

\*>LJJ\st) \KsL/J\£V/,f\), UanSCnpi Vail axil J, inJ\xN/V 


NM_058196 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 

PriTf/Tl /T r nHrN9 A\ troneprint variant 9 mPXJ A 

KsUJs>. L t) ^v-ziyiviNz/Y^, uanscnpi vanani z, mjtviNA 


1NxVx_UJo150 


nomo sapiens cycim-aepenaeni Kinase mmDiior z/\ ^melanoma, pio, nmiDiiS 

PD K" 4^ ^PniCN9 A i tran Qrrint van* a-nt d mR N A 
vyJJlVT^ ^v^l^xvl^i z.t\)y uaixbuiipi Vol lolll H, lIlxviN/A. 


NM 014800 


UftiMrt catvifmc pnoiilTinPTir atiH pp1 1 tyip*ti1*+\7 1 10 nrimr*1rk<T P t» ry<m 
JULUtUU oapiCHo CllgUllixlCllU OllU UCll xllUUlliy 1 ^V/CU 1 Z, HUIUUIUk, v_^. ClCgaxxSw 

fELMOli mRNA 

i Xvx^xvxvy 1 1, iixxvi ^ixv 


NM 079834 


Homo sapiens secretory carrier membrane protein 4 (SCAMP-4), mRNA 


NM 0101 1ft 


xiumu bapiciib nypuuiciivvdi pruiein r i pj / jCO ^jt i.r j /JK^\jj y iiiivin/v 


IN xVl_\7Z Z vJ O O 


nomo sapiens enguiuneni ana cen moiuiry z ^cea-iz nomoiog, eiegansj 


>JM OSRIRl 
1N1VX 


X1UIUU bapiCUd OVylN iylN/\. Oinumg pruiem ^ovJlN )y ITlxvLNrV 




xiomo sapiens owiN uin j\ uinuing protein {puiN ), imviN/v 


NM 030767 


Homo sapiens AT-hook transcription factor AKNA (xAKNA), mRNA 


INlvl vjoiyi 


nomo sapiens enromosome zi open reading irame oo ^^lonooj, miviNA 


NM 015657 


Homo saniens ATP-bindinff cassette suh-familv A TABCl^ member 12 

xxv/inw aapiviu Xx X X uixxuxxig waOdvUvj OUU XaiXXlXJr **. yrLUVl Jy XXXV^IXIU wi X it 

(ABCA12), mRNA 


NM 020427 


Homo sapiens ARS component B (ARS), mRNA 


NM 021638 


Homo sapiens actin filament associated protein (AF/iP), mRNA 


NM 005782 


Homo sapiens transcriptional coactivator (ALY), mRNA 


NM 031916 


Homo sapiens xAKAP-associated sperm protein (ASP), mRNA 


NM_024083 


Homo sapiens alveolar soft part sarcoma chromosome region, candidate 1 
(xASPSCRl), mRNA 


NM 058230 


Homo sapiens zinc finger protein 354B (ZNF354B), mRNA 
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NM 091 


Unmn canipnQ Virvrnfilntt nf mnncp RvR fRnrnhiffA varippata R VDaY nrnViTiptifin 9 
xxUIllvJ oopiGllo xiuiixuiUg UX lllUlloC JjVO ^xju muiua vaiivgaio o FiX/ajy piUAXU^UvXix ^ 

m*pnir<;or fRVfft mRNA 

jJi twill Jul T O/j 1 1 JJ.VJ. i A 


NM 015399 


TTnmn ^ftnipni hrpa^t canrtpr mpta^ta^is-^iinnre^sor 1 fBRJVISl^ mRNA 


NM 007073 

X^IXYX VU / v / J 


TTninn QflnipnQ KlnnH vpqqpI pnirfliYiifll ^lih^tancp fRVRS^ mRNA 


NM_017726 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14D 
(PPP1R141TI mRNA 




ftnmn qatytptiq nolvarfenvlfltp HinHinof nTntpin-iTiterflctinff orotein 1 fPATPl^ 

mRNA 


NM 018073 


Homo saniens SSA orotein SS-56 fSS-56i. mRNA 


NM 032812 


Homo sapiens tumor endothelial marker 7-related precursor (TEM7R), mRNA 


NM 022748 


Homo saniens tumor endothelial marker 6 (TEM61 mRNA 


NM 032777 


Homo sapiens tumor endothelial marker 5 precursor (TEM5), mRNA 


NM 022779 


Homo saDiens DEAD/H ( Am-Glu- Ala-Asrj/His i box TJolvDentide 31 fDDX31 > ) 
mRNA 


NM 018454 


Homo saniens nucleolar nrotein ANKT fANICD mRNA 


NM 016489 


Homo sapiens uridine 5' monophosphate hydrolase 1 (UMPH1), mRNA 


NM (V7R4R3 

1N1Y1 V / 040J 


Wnmn cnnipnc 1"vcncrvmn 1 etytitio cif'iH fran cr^nrtpr 1 iT VA A T 1 ^ mT?"W A 
XXU1L1U DflplCilo lyoUoVJIllal axlUllKJ dvlu UaXlopUllGl 1 yi-i X /VtV 1 1 J } illJVl^xk. 


NM 019606 


Homo sapiens hypothetical protein FU20257 (FLF20257), mRNA 


iNlVL UIjZjO 


xiomo sapiens iauy-acia-v^oenzynie a ngase^ long-vnaui o ^r/\^iyOy, nixviNA 


In lVl_y U j J yj 


xiomo Sapiens wingicso-type iviiYii v lniegraLion sue lamiiy, mcmucr od 
avNTR^Ri mRNA 


JIN J.YJL_y J 0 


X1UII1U SdpiCHS WlllglCSa-iypC J.VL1Y1X Y llHCgiaLlUll SllC lalliliy, II1C1I1UC1 Ol\ 

(WNT8A), transcript variant 2, mRNA 


NM 0^938 

1N1YX__V J OZJ 0 


xiuuiu sapiens wingiess-Ljrpc ivxiyxx v micgiaiiuii sno iduuiy, mcmiycr / d 

(WNT7B), mRNA 


NM 0H469S 


nuniu sapiens wingless" type iviiyix y lnicgrauon sue laimiyj memocr //\ 

(WNT7A), mRNA 


NM fl^R949 


xiomu Sapiens Keraim ov> ^xvxvi ov^ ^, nuvLN/\ 


NM 005555 


Homo sapiens keratin 6B (KRT6B), mRNA 


NM (YW^A 


xiomo sapiens iterann o/\ ^jsjvi urv^, nuviNrv 


NM_058207 


Homo sapiens sperm associated antigen 1 1 (SPAGl l), transcript variant E, 
nuviN/i 


NM_058206 


Homo sapiens sperm associated antigen 1 1 (SPAGl l), transcript variant B, 

nilvlNrv 


NM_058203 


Homo sapiens sperm associated antigen 1 1 (SPAGl I), transcript variant C, 

tnPNA 
nUvLN/V 


NM_058202 


Homo sapiens sperm associated antigen 1 1 (SPAGl l), transcript variant H, 

mPXT A 


NM_058201 


Homo sapiens sperm associated antigen 1 1 (SPAGl l), transcript variant D, 

ml? XT A 


NM_058200 


Homo sapiens sperm associated antigen 1 1 (SPAGl l), transcript variant G, 

IIlxvLNA 




iromo sapiens sperm associated antigen 1 1 {pr avji i ) 9 uanscnpx vanant a, 
mRNA 


NM_057180 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 2, 
mRNA 


NM 016226 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 1, 
mRNA 


NM 053004 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
1-like (GNB1L), mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein 1 (FUBP1), mRNA 


NM 058217 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
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3 mRNA 


NM.058216 


Homo sapiens RAD5 1 homolog C (S. cerevisiae) (RAD5 1C), transcript variant 
1 mRNA 


NM_002876 


Homo sapiens RAD5 1 homolog C (S. cerevisiae) (RAD5 1C), transcript variant 
2 mRNA 


NM.058179 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 1, 
mRNA 


NM_021154 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 2, 
mRNA 


NM_078469 


Homo sapiens BRCA2 and CDKN1 A interacting protein (BCCIP), transcript 

variant C* mT?"MA 
v ax tain iiixvL^xi. 


NM 078468 


Homo Qflniens TYRO A 9 anH PTYK"NT1 A intf^rantincr nrrvfpin fi^PPTP^ trancr*n*Tit 

variant B mRNA 


NM 016567 


Homo saniens BRCA2 and CDKN1 A interacting nrotein fRCPn^ tran sprint 
variant A, mRNA j 


nm_058177 


Homo saniens histone deacetvlase 9 rHDAC9-PENDING^ transcrint variant 2 i 
mRNA 


NM_058176 


Homo saniens histone deacetvlase 9 (UDAC9-PEND1NG^ transcrint variant 1 
mRNA 


NM 022110 


Homo satriens FK506 binding nrotein like ("FKBPO mRNA 


NM 012181 


Homo sapiens FK506 binding protein 8 (38kD) (FKBP8), mRNA 


NM 003602 


Homo saniens FK506 bindine nrotein 6 C\ffoTf\ fFTCRPfii mRNA 

AAV/HIV Oa^J X 1VJ V W L/illvliilg U 11^ 111 Kf vJl\-I-/ y ^mjji "/> lli-IVl^lXk. 


NM 004117 


Homo sapiens FK506 binding protein 5 (FKBP5), mRNA 


NM 002014 


Homo saniens FK506 bindine nrotein 4 fSQVTji fF!CRP4^ mRNA 


NM_057092 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 2, 
mRNA 


NM_004470 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcript variant 1, 
mRNA 


NM_004116 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
1 mRNA 


NM_054033 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBP1B), transcript variant 
2 mRNA 


NM 000801 


xiuiiiu bapiciia x*r^jv/u uiuuiiig protein ii\ yiAKuj ^risj5x if\) 9 Uanscnpt vanani 
12B mRNA 


NM 054014 


Homo Qaniens FTCS06 hinHinanrnfpin 1 A fiTtTRPI trancrrint variant 

12AmRNA 


NM 057175 


Homo saniens hvnnthetieal nrofpin FT T1^^40 (VI T1 ^4fft tran<jrrtnt variant 1 

mRNA 


NM 025085 


Homo saniens hvnothetical nrotein FT Tl fFT Tl ^^40^ transnrint variant 9 
mRNA 


NM 014708 


Homo saniens Vinetoehore a<?^oHated 1 rKT'WTr^l^ ttiPNA 


NM 058199 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 3, mRNA 


NM 014279 


HfMYin car*i**nc rtlfaffr^mA/lin 1 (CW Vi \ft 1 "\ rronc/^rint variant 1 mPMA 
XxUllll/ oapiCllo UlxavlUJLuvUlll X \\J±jriVLLJ 9 Uaiiavlipi VdXldill 1, IlLCvlNrV 


NM_057174 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 2, 
mRNA 


NM 033118 


Homo sapiens myosin light chain kinase 2, skeletal muscle (MYLK2), mRNA 


NM 019117 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 1, mRNA 


NM__005103 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin 1) (FEZ1), 
transcript variant 1, mRNA 


NM_022549 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin 1) (FEZ1), 
transcript variant 2, mRNA 


NM 005112 


Homo sapiens WD repeat domain 1 (WDR1), transcript variant 2, mRNA 
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NM 017491 


Homo sapiens WD repeat domain 1 (WDR1)> transcript variant 1, mRNA 


NM 001862 


Homo sapiens cytochrome c oxidase subunit Vb (COX5B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 004255 


Homo sapiens cytochrome c oxidase subunit Va (COX5 A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 057162 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 2, mRNA 


NM 033427 


Homo sapiens cortactin binding protein 2 (CORTBP2), mRNA 


NMJKJ1799 


Homo sapiens cyclin-dependent kinase 7 (MO 15 homolog, Xenopus laevis, cdk- 
activating kinase) (CDK7), mRNA 


NM_057089 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI), 
transcript variant 2, mRNA 


NM_001283 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI), 
transcript variant 1, mRNA 


NMJ)05148 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 1, 
mRNA 


NM_054035 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 2, 
mRNA 


NM 017675 


Homo sapiens protocadherin LKC (PC-LKC), mRNA 


NM_002401 


Homo sapiens mitogen-activated protein kinase kinase kinase 3 (MAP3K3), 
mRNA 


NM 003728 


Homo sapiens unc-5 homolog B (C. elegans) (UNC5C), mRNA 


NM 004673 


Homo sapiens angiopoietin-like 1 (ANGPTL1), mRNA 


NM_054016 


Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSIP1), 
transcript variant 2, mRNA 


NM 006625 


Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSIP 1), 
transcript variant 1, mRNA 


NM_054027 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 2, mRNA 


NM_019847 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 1, mRNA 


NMJJ06363 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 1, 
mRNA 


NMJJ32986 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 3, 
mRNA 


NM_032985 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 2, 
mRNA 


NM_053285 


Homo sapiens tektin 1 (TEKT1), mRNA 


NMJ) 18440 


Homo sapiens phosphoprotein associated with glycosphingolipid-enriched 
microdomains (PAG), mRNA 


NM 014479 


Homo sapiens ADAM-like, decysin 1 (ADAMDEC1), mRNA 


NM 016545 


Homo sapiens immediate early response 5 (IER5), mRNA 


NM_052820 


Homo sapiens coronin actin binding nrotein. 2 A ( C0RO2 A^ transcrint variant 
2, mRNA 


NM_003389 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
1, mRNA 


NM 032587 


Homo sapiens caspase recruitment domain family, member 6 (CARD6), mRNA 


NMJJ52814 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 2, mRNA 


NM_052813 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 1 , mRNA 


NM_022352 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 3, mRNA 
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NM_052978 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 2, mRNA 


NM 015163 


Homo sapiens tripartite motif-containing 9 (TKIM9), transcript variant 1 , mRNA 


NM_052840 


Homo sapiens bruno-like 6, RNA binding protein (Drosophila) (BRUNOL6), 
mRNA 


NM 000967 


Homo sapiens ribosomal protein L3 (RPL3), mRNA 


NM 015125 


Homo sapiens capicua homolog (Drosophila) (CIC), mRNA 


NM 018256 


Homo s aniens WD reneat domain 12 fWDR12^ mRNA 


NM_016601 


Homo sapiens potassium channel, subfamily K, member 9 (TASK-3) (KCNK9), 
mRNA 


NM 033415 


Homo sapiens hypothetical gene MGC 19595 (MGfC 19595), mRNA 


NM 001253 


Homo saniens PDP5 cell division rvrlp S-like (S nnmhp^ fPDP^T ^ mPNA 

±x\jxii\j oaj^/xi/xxd \-/JLt\sJ wwu UiVloxVsxx i/jrvlO J IxNv V.^' {JUlxIUv^ ^v^-Ly ^ j llxxvlN r\ 


NM_007065 


Homo sapiens CDC37 cell division cycle 37 homolog (S. cerevisiae) (CDC37), 
mRNA 


NM_003504 


Homo sapiens CDC45 cell division cycle 45-like (S. cerevisiae) (CDC45L), 
mRNA 


NM 006035 


Homo saniens CDC42 binding nrotein kinase beta fnMPIC-liV-e^ /PDP49 "RPT^ 

XAV/XllV OCXLJIV-XIO \-sJlS\s~£* wxilUlllg UlUlVlxx XvJlldo^/ l/vla ^X^iViJ. XV IIIVO J yvL/ v*tZ>DrD J j 

mRNA 


NM 044472 


Homo saniens cell division evele 42 fGTP hinriincr nrotein ?SlrTY\ fPF)P49^ 

iivjiuu oaxjxwiia wii ixivioxvsxl \>y\si\j •tx« ^VJ XX UlxiUxlxg piULdll, £*<Jl\±J j 1 \^xJ\*rr£, 1, 

transcript variant 2, mRNA 


NM 001791 

X 1 X V X UVI / X 


Homo saniens cell division evele 42 {"OTP Win diner nrotpin 9SVTY\ (CDCA/)} 

X1UU1U OtXLXlWllO WV11 V-11Y10X\J11 l/JTVXts *TA ^vJ 11 UXXllliXXg piL/lVlllj jLJKlU J \\sXJ\~l^Ld Jy 

transcript variant 1, mRNA 


NM_001254 


Homo saniens CDC6 cell division evele 6 homolo? fS cerevisiae^ (PDPn^ 
mRNA 


NM 022894 


Homo sapiens poly(A) polymerase gamma (PAPOLG), mRNA 


NM_033655 


Homo sapiens cell recognition molecule CASPR3 (GASPR3), transcript variant 
1, mRNA 


NM_024879 


Homo sapiens cell recognition molecule CASPR3 (CASPR3) transcrint variant 
2, mRNA 


NM_012115 


Homo sapiens CASP8 associated protein 2 (CASP8xAP2), mRNA 


NM 012173 


Homo sapiens F-box only protein 25 (FBX025), mRNA 


NM 033624 


Homo sapiens F-box only protein 21 (FBX021), transcript variant 1, mRNA 


NM_015002 


Homo sapiens F-box only protein 21 (FBX021), transcript variant 2, mRNA 


NM_033625 


Homo sapiens ribosomal protein L34 (RPL34), transcript variant 2, mRNA 


NM 000995 


Homo sapiens ribosomal protein L34 (RPL34), transcript variant 1, mRNA 


NM 033540 


Homo sapiens mitofusin 1 (MFN1), transcript variant 1, mRNA 


NM_005612 


Homo sapiens RE 1 -silencing transcription factor (REST), mRNA 


NM_007085 


Homo sapiens follistatin-like 1 (FSTL1), mRNA 


NM 000993 


Homo sapiens ribosomal protein L3 1 (RPL3 1), mRNA 


NM 012180 


Homo sapiens F-box only protein 8 (FBX08), mRNA 


NM 033182 


Homo sapiens F-box protein FBX30 (FBX30), mRNA 


NM 033406 


Homo saniens F-box onlv nrotein 3 ( FBX03^ transcrint variant 2 mRNA 


NM 012175 


Homo sapiens F-box only protein 3 (FBX03), transcript variant 1, mRNA 


NM 017425 


Homo saniens snenn autoanti t^enie nrotein 17 fSPA 1T\ mRNA 

X XWXX1W OlXJJlwllO 3|JI>1111 CxlXlUClXlllgVXXlv ^Jl \J IV 111 1 / ^ul A 1 / Jy ilXXAj. 1 /X 


NM 005633 


Homo sapiens son of sevenless homolog 1 (Drosophila) (SOS1), mRNA 


NM 003333 


Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product -1 
(UBA52), mRNA 


NM 019894 


Homo sapiens transmembrane protease, serine 4 (TMPRSS4), mRNA 


NMJ)33313 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC 1 4A), transcript variant 3 , mRNA 


NM_033312 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 2, mRNA 


NM 003672 


Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
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fPDP14A^ trantjerint variant 1 nVRNA 

^v^JL^O L*rs\Jy Uaxxol'Xipi VdJialll 1, UxxVLN/v 


NM_005786 


Homo sapiens serologically defined colon cancer antigen 33 (SDCCAG33), 
mRNA 


NM 00361 R 

1N1V1_UU JO 1 0 


Tl/vmrk canipnc mitnrrpn-a r»ti vat*»/1 fvtwtpin Ifinnce Vinace Vinac** Vitiqcp "X 
XlUIIiU oajpicilo IlUlUgCIl-aOUValCU piUlClIl IvUlaov ISJJUaoG JVilidoC AiliaoC J 

fMAP4K3 > > mRNA 


NM 006577 


Wrvmn curvifMic TTTYP-f"r1r , 'WAr"Viptaf*Tra1 Vipta-1 3-N-apptvl oliipncarniTivl traticfpracp 

1 fB3GNTH transcrirjt variant 1 mRNA 

^UJVJll X Ay) UCUXOvXXpV YCUXCUXl A ) A11AVJ. li V 


NM.020981 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
1 rB3GALTD mRNA 


NM_033252 


Homo sapiens UDP-GlcNAc:betaGal beta-l^-N-acetylglucosaminyltransferase 
1 fi33GNTn Iran smnt variant 2 mRNA 


NM 002954 


Homo sapiens ribosomal protein S27a (RPS27A), mRNA 


NM 000971 


TIYvmp* conipnc riVincnmal •nrr\fpir» T 7 /T?PT 7^ mPNA 
AxUlxll? oapiGxxo liUUoUiiiai piULClil Lj 1 \x\± xj 1 } 9 il\J\±\r\ 


NM 033344 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


XTNyf CnACXTX 
INiVL UZtUZJ 


xiomo sapiens unxempt-iiKe ^jL/rosopniiaj ^uinjsj^j, imvCNA 


XNiYL_UOJZZl 


xiomo sapiens tripartite moxii-conxaimng ih j\jjvii*fj, transcript variant 4, 

ml? "NT A 


NM_033220 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 3, 
mRNA ^ 




T-Tr\mr\ oonipnc trmar+itp rnntiflpPititairnTicy 1/1 /TRTN^IzlA froncprfnt voriant 0 
xxxjllVJ oapiCUo UipcUULC lUUlll^UllLallAlIlg In ^ll>JlVll*t^, LrcuibLripi Valiant Z, 

mRNA 


NM_014788 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 1, 
mRNA 


NM 006074 


Homo sapiens tripartite motif-containing 22 (TRJM22), mRNA 


NM 012210 

A 1 ATX V X A V 


Homo sanipns trinartiti? motif-containinp 39 m?TM39^ mRTtf A 

XX\JXIX\J OOpiV/AXO UipCUllLV XUVlXX^/VAXlCllXllllg J Xv ^ X X\X±VXJ£tJ} XXXCVJLlxX 


NM_007276 


Homo sapiens chromobox homolog 3 (HP1 gcuiirna homolog, Drosophila) 
rCBX3 > i mRNA 

\\^XJJ\.J J) 111XNJ, > A 


NM_025227 


Homo sapiens hypothetical protein dJ726C3.2 (DJ726C3.2), mRNA 




nUIIlU sapiCXxd UipalinC IuUlU-vOniaUxlUg L ^liXilVLZ^, mi\JN/\. 


NM_017838 


Homo sapiens nucleolar protein family A, member 2 (H/ACA small nucleolar 

R"NTM fNTOT A2^ mRMA 


in ivi_u j zyyj 


nomo sapiens nucleolar protein iamiiy a, memoer 1 ^xi//\l^a small nucleolar 
RNPs) (NOLA1), transcript variant 2, mRNA 




Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 1, mRNA 


IN1VL__UU4 ILL 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit (AP4M1), 

ml? "MA 
irUviNrV 


NM 0^066 
INIYI^V J jUOO 


nomo sapiens memorane proiem, pairmtoyiatea *t ^iviAOUrw pj j suDiamiiy 


NM OT*03ft 


XxUIUU SaplCllS OOl, OOUlC-llKC ^L/TOSOpixl la^ \D\JxjXj), mJvlNr\ 


NM 004216 


xxvjiiJLU bapicilo UCalll Cllvuiui UUlilam-UUnUixxAiIxg yL/SjxJxJ ) t UalloCripL vaxialll ^, 

mRNA 


NM 032998 


Homo saniens Heath effector Homa in-con taininc rTiRr^T*)^ tran^erint variant 1 
Aiuiuu oapiviio ucaui liilviui uvjiiiaiii lAsiiiauiiiig \xj Xjxjxj j t uaxXoviipL v cu idiii i 9 

mRNA 


NM 033010 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 4, mRNA 


NM 033009 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 2, mRNA 


NM 033008 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 3, mRNA 


NM 020418 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 1, mRNA 


NM 032944 


Homo sapiens serine/threonine kinase 3 1 (STK3 1), transcript variant 2, mRNA 


NM 031414 


Homo sapiens serine/tlireonine kinase 31 (STK3 1), transcript variant 1, mRNA 


NM 014302 


Homo sapiens Sec61 gamma (SEC61G), mRNA 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 
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fSEC61AH mRNA 


NM 031431 

i X~X \J X T*J X 


Homo saDiens tetherine factor SEC34 fSEC34Y mRNA 


NM 015490 


Homo saDiens secretorv oathwav comDonent Sec31B-l (SEC31B-1 1 mRNA 


NM 004892 


Homo saDiens SEC22 vesicle traffickine Drotein-like 1 (S cerevisiae i 
(SEC22Ll),mRNA 


NM 032970 


Homo saDiens vesicle trafficking orotein (SEC22Ci. transcriot variant 1 mRNA 

XXwXXXw wUiyiVliw t vulwlV LX *X X LAVIi ill Aj X W IrWXX X ymJJL^^Smfm* IXUAttJvl ipb YOXXfcUXIr 1 ^ K ■ 1 1. V 1 ^X Xs 


NM_000969 


Homo sapiens ribosomal protein L5 (RPL5), mRNA 


NM 005034 

X ~-LVX \J\J J \J J~ 


Homo ^niprK nnlvmpra^p H?NA i TT ATTN A HirftrtfH i nolvnpntiHp tC (1 fllrTY\ 

(P0LR2K), mRNA 


NM 014459 

XxXVX V/ x i i *<r 


Homo sanien^ nrotocadherin 17 fPCT)H17i mRNA 

XXV7XIXV/ OCIL7l^/ilO pi UWvOUllwl Xll X / yX V^/XVXXi. / y j 1 1 IX VI T A 


NM 032961 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 1 , mRNA 


NM 090R1S 
xnivx uzu oij 


XlUIllU oapiCXlo pru LL/vaUilCI 111 1 U yx K^LjFl luj, u alio 1/ lip I V all all L Z, IllxVlN/A. 


NM_031988 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 

VdXldllL X, IIxlvlN/\. 


NM_002758 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 

YalxdZLl x, IlTXVx>iA 


IM lVl_y j XH 1 y 


xiumo sapiens Qomo nomoiog l, yy,. eiegansj \iJ\JNijL>) i iranscnpt vananx 1, 
mRNA 




xiumu t>d.piciiis xjuiiull lyiiipiiuiiia icv/cpiui i, vjix oinumg proicin [DxjSs.ij, 
transnri'nt varifint 9 mRNA 


NM.001716 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLR1), 
trariscriijt variant 1 mRNA 

UOliOVlipt vatUUll 1 j 1 1 1JLVJL 11 \ 


NM_004951 


Homo sapiens Epstein-Barr virus induced gene 2 (lymphocyte-specific G 
nrotein-counled recentor i fEBT2 1 mRNA 


NM_004874 


Homo sapiens BCL2-associated athanogene 4 (BAG4), mRNA 


NM 001016 

XiXYX UvlUlU 


x xwixiu oapiwiio i iuv^dvjiixcii piut^iii u iz> ^x\x ui^jj iiixvj. 


NM 031994 


Homo sapiens ring finger protein 17 (RNF17), transcript variant short, mRNA 


NM 011271 


XxUlxlU oapiCllo LCollo CApiCooCU oCtJUCIluC 1 J \l E/J\.L J J, xixivlN/V 


NMJH8995 


Homo sapiens MovlOll, Moloney leukemia virus 10-like 1, homolog (mouse) 
^MOVIOT 1^ mRNA 

^XVlVy V IVLilyj IIIXVIN/A. 


nm n^?sm 


XxUlIlU bapiCIla pax-U pdl LlllUIllilg UCICLUVC O ilOlTlOlOg galllilla eiCgaJlS^ 

rPARD6Gi mRNA 


NM 006704 


numu bapiciio i>uppicobui ui vjz. aiicic ui ojvti, o. ucrcvioiac, numoiQg 01 
TSGT1 1 mRNA 


NM_031968 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
7 mRNA 


NM 012336 


Hnmn QaniPTiQ nndpar nTplnmin A Y(*r*c\ on if\ nn fsiptnr /N^ARR^ traTicfrirtt variant 

XXVJA11U oapiVllo llUvlval piWicllllXll A l^VvVJglliLlUll LaXflAJL ^l^xVEVL Jy Uoilovlipi VallalH 

1 mRNA 


NM 003980 


Homo sapiens microtubule-associated protein 7 (MAP7), mRNA 


NM 032380 


Homo sjanien^ plnnantinn fa t*tnr (T-9 fPTO^ mRNA 


NM 032214 


Wnmn campn^ Srr»-1 l'Vp-aHant nr 9 ^ST A9^ ml?NA 


NM 020064 


Hnmn Qanien«i "RarTT-like 1 rr>rn<ir»nhi1a^ fRARTTT 1^ mRNA 


NM 005916 


TJVvmn cnTii'pnQ "KAC^KA*! miTiiVlirftTYiftCrtmp maintpnanf*** H<*"fioipnt 7 n^rpviciap^ 
xxuiiiu oapiviio lvxv^ivi / iiixiii^iixi/iiiuauiiiv iixauiicxicux^^ utiiuiciiL / ^o. wcicvioiac^ 

(MCM7), mRNA 


NM 004098 


Homo sapiens empty spiracles homolog 2 (Drosophila) (EMX2), mRNA 


NM 005826 


Homo sapiens heterogeneous nuclear ribonucleoprotein R (HNRPR), mRNA 


NM_006418 


Homo sapiens differentially expressed in hematopoietic lineages (GW1 12), 
mRNA 


NM 005016 


Homo sapiens polyfrC) binding protein 2 (PCBP2), transcript variant 1, mRNA 


NM 031989 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 2, mRNA 


NM 006196 


Homo sapiens polvfrC) binding protein 1 (PCBP1), mRNA 


NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 



248 



WO 03/074654 



PCT/US03/05028 





factor A1 (HNRPLH transcritit variant 1 mRNA 


NM_004501 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
factor (HNRPLH transcrint variant 2 mRNA 


NM_004500 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 

tran sprint variant 9 mRNA 


NM.031314 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 

tran sprint variant 1 mRNA 
ucuiowiApi v cxi lain 1^ iiiiviNzV 


NM_031370 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 

RNA hinrlini* nrotein 1 ^7VD^ fHNRPTV^ tramrrint variant 1 mRNA 


NM 031369 


Homo sanien*; heterogeneous nnelear riHonneleonrotein T) ( ATT-rirh element 
RNA bindine nrotein 1 37kD^ fHNRPD^ transcrint variant 2 mRNA 


NM_002138 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA bindine nrotein 1 37kO fHNRPD'l transcrmt variant 3 mRNA 


NM.003903 


Homo sapiens CDC 16 cell division cycle 16 homolog (S. cerevisiae) (CDC 16), 
mRNA 


NM_031483 


Homo sapiens itchy homolog E3 ubiquitin protein ligase (mouse) (ITCH), 
mRNA 


NM_031907 


Homo sapiens ubiquitin specific protease 26 (USP26), mRNA 


NM 031866 


Homo ^aniens fri77lpf1 homolocr 8 mrncnnhila^ fF7F)R^ nVRNA 


NGJ)00004 


Homo sapiens genomic cytochrome P450, subfamily IIIA (niphedipine oxidase) 
(CYP3 A) on chromosome 7 


NM 001788 

INJ.V1 W 1 / O O 


rJrvmn cnnipnc i TllM 0 f'P'l 1 /"inn 01 mi {*\wl& 1 A Vir\T*rir\1 rvrr ^^rflirJpioa^ ( / 1 1 1 0\ 

nuiiiu oapiciio \^xj\^i\j vcu uivi&iun uywic w nomuiog ^o. ccrcvisiacj ^/ly^iuy, 
mRNA 


NM_004276 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
2 mRNA 


NM 031205 


Homo ^aniens ralrinm Kin Hin or nrotein 1 fralhrain^ ffARPI^ trancrrmt i/nriant 

1, mRNA 


NM 000784 


Homo ^aniens evtorhrome P4^0 Qiihfnmilv YYV1 1 A fctprniH 97-livHmwlaep 

cerebrotendinous xanthomatosis), polypeptide 1 (CYP27A1), nuclear gene 
encoding mitochondrial nrotein mRNA 


NM 031491 


Homo sapiens retinol binding protein 5, cellular (RBP5), mRNA 


NM 006929 


Homo ^aniens snriprlrillpr viraliniHif* arrivitv r^Tf*vicini»^ (QTCT\f)T \ 

mRNA 


NM 001447 




NM_007242 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 19 (DBP5 

homoloa vpaQA rDDV1 mRNA i 


NM_006773 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 18 (Myc- 

refnilatprl^ rnnY18^ mRNA 


NM_030655 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 1 (CHLl-like 

IlClluaoC IlUIIlUIUg, O. CCrCYlalaC^ ^i^JL/^Y 1 1 ) y UanSCiipL VaTlani UuvlN/Y 


NM_030653 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 1 (CHLl-like 
aciiodoc iioinuiug } o. ccrcviaiac^ ^iyu«A.i i ^, uaiiscnpi vanani 1, miviNA 


NM_000770 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
nolvDentide 8 fCYP2C8). transcriot variant Hol-1 mRNA 


NM_030878 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-2, mRNA 


NM_012239 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 3 (S. 
cerevisiae) (SIRT3), mRNA 


NM_030593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 2, mRNA 


NM_012237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 1, mRNA 
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NM 012238 

Al ATX w X 4rfXrf»/ \J 


Homo saoiens sirtuin silent matinc tvoe information regulation 2 homoloe 1 fS 
cerevisiae) (SLRT1), mRNA 


NM_031309 


Homo sapiens scratch homolog 1, zinc finger protein (Drosophila) (SCRT1), 
mRNA 


NM 031278 


Homo sapiens tudor domain containing 1 (TDRD1), mRNA 


MM 031277 

X 1 111 Vjltt/ / 


Homo saniens rinff fineer nrotein 1 7 fRNF 1 T\ transcrint variant lonp mRNA 


NM 031276 


Homo saoiens testis exoressed seauence 1 1 fTEXl Y) mRNA 


NM 031273 


Homo saniens testis exoressed seauence 13R fTEX13R^ mRNA 


NM 031272 


Homo sapiens testis expressed sequence 14 (TEX 14), mRNA 


NM_006636 


Homo sapiens methylene tetrahydrofolate dehydrogenase (NAD+ dependent), 
methenyltetrahydrofolate cyclohydrolase (MTHFD2), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_022818 


Homo sapiens microtubule-associated proteins 1 A/IB light chain 3 
(MAP1A/1BLC3), mRNA 


NM 018607 


Homo sapiens hypothetical protein PR01853 (PR01853), mRNA 


NM 004856 


Homo saoiens kinesin-like 5 (mitotic kinesin-like orotein 1^ fKNSL5^ mRNA 

*AV*lIw fcJ i Al J 1 AVUlli &11VV *J ^iUlVvVIV *VUL1VU AAA A A AVW I*/ A V IrV AA A X J ^AVL lLIA^*/ y j ililVilAA 


NM 030979 


Homo saoiens oolvfA^ binding nrotein cvtoolasmic 3 fPABPC3^ mRNA 


NM 030770 


Homo saniens transmembrane nrotease serine 5 fsninesrrrt fTM"PRSS^ mRNA 


NM 002545 


Homo saniens onioid binding nrotein/cell adhesion moleenle-lilce fOPCTMT ^ 
mRNA 


NM_0 14676 


Homo sapiens pumilio homolog 1 (Drosophila) (PUM1), mRNA 


NM 030673 


Homo saniens SEC13-like 1 fS cerevisiae^ (SEC13LH mRNA 


NMJW3342 


Homo sapiens ubiquitin-conjugating enzyme E2G 1 (UBC7 homolog, C. 
eleeans) fUBE2Gn mRNA 

VlvglUlgf 1 w A^AWmW X f } XXXJLVX 11A 


NM 022051 


Homo sapiens egl nine homolog 1 (C. elegans) (EGLN1), mRNA 


NM 015577 


Homo sapiens retinoic acid induced 14 (RAH 4), mRNA 


NM 012170 

X T ATX V X X /V 


Homo saniens F-box onlv nrotein 22 fFBX022^ mRNA 

xiviiiv Qu^/iviiij a. vsxxxjr yJx \j twin 4m* Aj/\.y/^»<« y, i liivl i <tk 


NM 022304 

A 1 ATX V**Xrf*/V^ 


Homo saniens histamine recentor H2 (HRH2^ mRNA 

**VillV 0U^/1VU|J AXXOIrCXXXXXXXV IVvVptVl 1J ' ' ^JlAAvilt) y, lliiu lZi 


NM 022333 


Homo saniens TIA1 cvtotoxic granule-associated RN A hrndinir nrntpin-lilcp 1 

llV/iiiv juujviJJ x xx x X wy !>UkUA.lW gKUlUlv UOuuVlukvU XVlllk It'll m 1 1 IK L/lUlvui ilAv X 

(TIAL1), transcript variant 2, mRNA 


NM_003252 


Homo saniens TIA1 cvtotoxic cranule-associated RNA binding nrotein-like 1 
(TIAL1), transcript variant 1, mRNA 


NM 017910 


Homo saniens hvnothetical nrotein FLJ20628 ^020628"! mRNA 


NMJH2384 


Homo sapiens glucocorticoid modulatory element binding protein 2 (GMEB2), 
mRNA 


NM_006118 


Homo sapiens HS1 binding protein (HAX1), mRNA 


NM 022740 


Homo saniens homporinmain intern ctin o nrr» fpin Irmnsp 9 Cf-i 1 PUT 2^ mR^TA 

liuiiiv oopiwio xivxxxVUUUxlIClJJJl JUlLvlClVLxixg LyivLviil AJUldOC *t* \X- Ml V\~L* J , IxilVLixV 


NM 00200 S 


Unmn cnnifn^ fplinf* cnrprtma rtn^ntfpnp ^T7P^5^ -ml? XT A 
IXUillU oajjlt/llo oail/Uilia UllwUgCiiC ^I/XiO^, lllX\_LN/v 


NM_014757 


Homo sapiens mastermind-like 1 (Drosophila) (MAML1), mRNA 


xNxYl_\/.£J 1 JO 


nomu sapiens opuc axropny j ^autosomal recessive, wiui cnorea ana spastic 
paraplegia) (OPA3), mRNA 


XTNyf fiO/KO^ 
iNxVL_UZ*fjUD 


xiomo sapiens iNAUrxi oxidase, nr nano caicium-oinaing aomain j ^inuad^, 
mRNA 


IX 1YJL 1/ £ub J 


Knmn saniens 1M"N/TS11 0-lilrp r\ZTFT1 R hnmnlna fi pprpvi^inp^ rA/TN^^I OT ^ 

mRNA 


NM 000256 


Homo sapiens myosin binding protein C, cardiac (MYBPC3), mRNA 


NM_000276 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
a, mRNA 


NM_001587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
b, mRNA 


NM_001407 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo 
homolog, Drosophila) (CELSR3), mRNA 
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NM 001408 


Homo saniens cadherin FCW T AG seven -nass O-tvne recentnr 9 fflamin un 
homolog, Drosophila) (CELSR2), mRNA 


NM 005735 


Homo saoiens ARP1 actin-related nrotein 1 homoloff B centrartin heta fveacrt 

(ACTR1B), mRNA 


NM 012254 


Homo saoiens verv lone-chain acvl-CoA svnthetase homolog 1 rVT PS-H2^ 
mRNA 


NM 012331 


Homo sapiens methionine sulfoxide reductase A (MSRA), mRNA 


NM 016596 


Homo saniens hi stone deacetvlase 7 A fHDAP7A^ transrrint variant 9 rrVRTtfA 


NM 015401 


Homo sapiens histone deacetylase 7A (HDAC7A), transcript variant 1, mRNA 


NM 004082 


Homo saniens dvnarrin 1 fn1S0 oliied hnmolna rVrncrmhilcA fDf"T r W1^ 

transcript variant 1, mRNA 


NM 023019 


Homo saniens dvnacrin 1 fnl^O oliied homolnc TYrncnnhila^ mfTW^ 
xx\jui\j oa^ivizo ujii.avu.ii i \pi Jw, giucu uuiiiuxug, UoUUlllla J \Ls\^ X IN X j y 

transcrint variant 2 mRNA 


NM 002893 


Homo sapiens retinoblastoma binding protein 7 (RBBP7), mRNA 


NM 023001 


Homo saniens retinoblastoma hindincr nrntein 1 fRRRPI^ trancerint variant % 

-&J.VM11U oapiwio i viiiiviLiiaotv^iXia uillLLlllg pi u It'll 1 1 ^IVUJji l j f Uallol/XiLJl Vd.1 Idlll jj 

mRNA 


NM 023000 


Homo saoiens retinoblastoma hindincr nrotein 1 fR PYRP1 ^ trancrrint variant 9 

mRNA 


NM 002892 


Homo saniens retinoblastoma hindinc* nrntein 1 flJRTVP'O trancrrint variant 1 
aauiiivj oa^/iwiiD i viLLivi/iao iwiua uiiiuiiig ^ixuiwlll l ^rVDJJX i uailoUripi Vol ldlll L f 

mRNA 


NM_024408 


Homo sapiens Notch homolog 2 (Drosophila) (NOTCH2), mRNA 


NM 012311 


TTnmn canipnc UTTW anticrpnir 1 ^pfprmin ant r\T*r*»r»A nr/N^^in l^r\rvirt1 nrr ^«yi/m«ca^ 

nuuiu oapiciid rvjiN, aiiugciiii' uc icx xxundni 01 rccri proicin nomoiog ^ mouse j 
(KIN), mRNA 


NM 021938 

lllYJL \J£* 17JO 


Homo saniens hmnA-liVf* ^ PMA nindino- nrntein ^^Vncf^nni^^^^ rRTJTTXIOT 

jnuniu oapxc/ixo ui uiiu-iLtvc j, x\iiA uiixuxixg pruicxn ^i^ruoopmiaj ^r>r\.Ui>\Jijj ) y 
mRNA 


NM 020180 


Homo saniens hmnn-lilre A PNA hinHina r\rr\\(*\n ^^V^r^c^^nni1^^^ rRUTTXTOT A\ 
riuixiu oaiyxcxxo uxuxxu'Xxa.c *t, xviNrv uxiiuxng proicin ^i^ruaopmiay ^oxvUIN wl>r ), 

mRNA 


NM 005868 


Homo saniens BFT1 bomolop rerevisiae^ ^RFTI^ mP"MA 


NM 002467 


Homo saniens v-mvc mveloevtomatosis viral onnoaene Vinmnlncr ^avian^ fMVT*^ 

xxv/iiiu oapiv^iio v uiy\s iiijrviUvjr lAJlliaiUoXO VllaX UllvWFgvXXC llUXIXUlUg yavlallj yiVL I v^^j 

mRNA 


NMJ)22817 


Homo saniens neriod homoloe 2 fDrosonhila^ fPER2^ transcrint variant 1 
mRNA 


NM_003894 


Homo sapiens period homolog 2 (Drosophila) (PER2), transcript variant 2, 
mRNA 


NM 006660 


Homo sapiens CIdX caseinolvtic urotease X homoloe fE colft CCLPX^ mRNA 


NM 012394 


Homo sapiens prefoldin 2 (PFDN2), mRNA 


NM 004234 


Homo sapiens zinc finger protein 93 homolog (mouse) (ZFP93), mRNA 


NM 005870 


Homo saniens sin3 -associated nolvnentide 1 RlcD API 8^ mRNA 


NM_003350 


Homo sapiens ubiquitm-conjugating enzyme E2 variant 2 (UBE2V2), mRNA 


NM 022476 


Homo saniens fiised toec hnmnlno 1 ^mnncp^ /TTT^C^ mUMA 

llUUiy aaLJlCUd lUoCU LUCa XlUXIXUXUg ^XXXUUoC^ \T IOJ, ILu\iN/\ 


NM 022444 


jnuiiiu bdpicnb buiuic earner iamiiy i j \souiunv sunaie symporiers^, memoer i 
(SLC13A1), mRNA 


NM 01R197 


nomo sapiens cia^> nomoiog z ^n. couj ^tULAL/Zj, mxvJN/v 


NM 014317 


Homo sapiens trans-prenyltransferase (TFT), mRNA 


NM 022173 


Homo sapiens TIAl cytotoxic granule-associated RNA binding protein (TIAl), 
transcript variant 2, mRNA 


NM 022037 


Homo sapiens TIAl cytotoxic granule-associated RNA binding protein (TIAl), 
transcript variant l, mRNA 


NM 004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM_021971 


Homo sapiens GDP-mannose pyrophosphoiylase B (GMPPB), transcript variant 
2, mRNA 


NM 013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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1 TnRMA 
1, IIlXNJLNrV 


JN1VI \Jljjjj 


xiomo sapiens OL/r-niannose pyropnospnoryiase a ^oivjurr aj, niruNA 


NM 0919^7 
injvi_uz i zo i 


xiomo sapiens laui longevity assurance nomoiog 1 ^o. cerevisiae j (LAooij, 
mRNA 


nm oo^ai i 

1N1V1 KJKJDQ 1 I 


xiomo sapiens growm uuierennauon iactor 1 1 ^vjiyr 1 1 j, iiikin a 


NM 005971 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcnpi vanani i, iiikina 


NM_021910 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
xranscnpi vanani z, mxvtN a 


NM 022096 


Homo sapiens ankyrin repeat domain 5 (ANKRD5), mRNA 


XTM 099071 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


XTM AO OH/1 7 


Homo sapiens differentially expressed in FDCP 6 homolog (mouse) (DEF6), 
mRNA 


XTM A.91T7Q 
NJYL_UZ1 I/O 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 2, mRNA 


XTM H0 1777 
IN1V1_UZ 1 / / / 


xiomo sapiens a uisiniegrin ana meiaiioproieinase aomam zo ^auajylzo ) y 

ualiouripi VallaLlL J, IUXVlNA 


NM 000152 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
type H) (GAA), mRNA 


XTM 009Q10 


Homo sapiens renin binding protein (RENBP), mRNA 


MM 019079 
JN1VL_U1ZU /Z 


Homo sapiens complement component 1, q subcomponent, receptor 1 (C1QR1), 

-.DMA 

uUvlNA 


mm ooo^id 


xiomo sapiens rivioi posrmeiouc segregauon increased 1 (o. cerevisiae j ^JrMoij, 

IILlvINA 


NM 00S451 


T-Tr\mr\ caniPTiQ ptii trma Ct T\A Hnrnain "nrot^in^ /T7XTTf'"l\/f A ml? XT A 
XIUIIIU actpiCIlb dllglild ^XvJLLVX UUIIlain piUlCin^ ^XM>IAvJ1Y1AJ, niixiNA 


MM 091 07 S 


xiomo bapicuo v-ivi rciioiuoenuoinciioois virai oncogene nomoiog a, nuciear 

xoK/Vji \Jl ivappa iigili puiypepuue gciic CllllallUCX 111 D"UCuo J>, puj ^dvlaliy 

(RELA), mRNA 


MM 021958 


Homo ^anien<3 TT9 0-lilce bompo hmc 1 rnroQnnliilfl^ (V[X VI ^ mRNA 


NM 004 no 

X >1VX W\J" 1J7 


Tlnmn catiipriQ 1i'nnT\nlv5flPf , TiJi'nHp niTiHino - t»ta+piti CI ml? XT A 
xivjiiiu oajjiviio iijj\j^j\Jiyaa\j\^iiai iuv uiiiuiiig piwiciii ^LDi illTvi^l/v 


NM 005442 


Homo sapiens eomesodermin homolog (Xenopus laevis) (EOMES), mRNA 


MM 0041 R7 


xiomo sapiens omcx nomoiog, a enromosome ^mousej ^oJViL/yv.j, mtuNA 


NM 003170 


Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (SUPT6H), mRNA 


"MM 0010A9 


Homo sapiens slit homolog 3 (Drosophila) (SL1T3), mRNA 


NM 003068 


Homo sapiens slug homolog, zinc finger protein (chicken) (SLUG), mRNA 


XTA/T A9 1 09/1 

JNM_UZ 1 oZ4 


xiomo sapiens JNlri JNuul mteracnng iactor 3-liRe 1 (p. pombe) ^JNirJLl), 
mxsJNA 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


XTTVyf (\f\A 1 Q/C 

JNM_UU4iyo 


Homo sapiens cyclin-aepenaent kinase-like 1 (CDCz-related kinase) (CDKL1), 
mRNA 


NM_0U05io 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 
mRNA 


NM_00235o 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MARCKS), 
mRNA 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


NM 014588 


Homo sapiens visual system homeobox 1 homolog, CHXIO-like (zebrafish) 
(VSXl),mRNA 


NM_003503 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7L1), 
mRNA 


NM_004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutarnine. 
transaminase K, kyneurenine aniinotransferase) (CCBL1), mRNA 


NM 020651 


Homo sapiens pellino homolog 1 (Drosophila) (PELI1), mRNA 
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JNM Ulo4il 


Homo sapiens hairless homolog (mouse) (HR), mRNA 


xta/t ni az£C\ 
JNJVL U14Doy 


Homo sapiens zinc finger protein 95 homolog (mouse) (ZFP95), mRNA 


XTA/T A1O/1C0 

JNM_U1z4jo 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog B 
(yeast) (IJMMIjdj, mKJNA 


JNJVL UUUu/Z 


Homo sapiens alcohol dehydrogenase 6 (class V) (ADH6), mRNA 


JNiYL_UU.30U.} 


Homo sapiens Ar g/ Abl -interacting protein ArgBP2 (ARGBP2), transcript variant 


NM_021069 


Homo sapiens Arg/Abl-interacting protein ArgBP2 (ARGBP2), transcript variant 

7 ttVRXJA 
Z, niJVLN/\ 


NM_004950 


Homo sapiens dermatan sulfate proteoglycan 3 (DSPG3), mRNA 


XJX/T AA/17A1 


Jiomo sapiens cycun dz {\^L/Jn.dzj, mtsJNA 


NM 021100 


Homo sapiens NFS1 nitrogen fixation 1 (S. cerevisiae) (NFS1), mRNA 


XTA/f iv>io<;^ 
JNM UzIzjj 


\J f\-mr\ em-*\icx*\r* Tallinn UavmaIaa O rTWnr<nn'Ui1n\ /*DTJT TO \ *v»"DXT A 

iiomo sapiens penino nomoiog z (Drosopniiaj {rcLi/.), mKJNA 


XTA/f AO 111^ 

JNM Uzlllj 


Homo sapiens seizure related 6 homolog (mouse)-like (SEZ6L), mRNA 


XTA/f AA/n^< 

INM UU4/D0 


Homo sapiens numb homolog (Drosophila)-like (NUMBL), mRNA 


JNM_UU40yU 


Homo sapiens LATS, large tumor suppressor, homolog 1 (Drosophila) (LATS1), 

mPXJA 
mKJNA 


XJA/f AAA/l£l 


Homo sapiens thyroid hormone receptor, beta (erythroblastic leukemia viral (v- 
crrj-dj oncogene nomoiog z, avianj ^ifiivDj, iiiimna 


NM 021078 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 2 (yeast) 

ffJPXKT 0\ mPXJA 
f^^JV^IN jL,L), nUvINA 


NM 002877 


Homo sapiens RAD51-like 1 (S. cerevisiae) (RAD51L1), mRNA 


XTA/T AA1 

JNM UUOjz 


Homo sapiens insulin-like growth factor binding protein 4 (IGFBP4), mRNA 


NM 002487 


Homo sapiens necdin homolog (mouse) (NDN), mRNA 


XTA/T AIO/IIC 


Homo sapiens Ras suppressor protein 1 (RSU1), mRNA 


INM UUjOIo 


Homo sapiens delta-luce 1 (Drosopnila) (DLLl j, mKNA 


XTA/T AO 1 AQ 0 

JNM Uz lUJo 


Homo sapiens muscleblma-liKe (Drosophila) (MrJiNL), mRNA 


NM_014268 


Homo sapiens microtubule-associated protein, RP/EB family, member 2 

(MArlvbzJ, mKJNA 




Homo sapiens MRS2-like, magnesium homeostasis factor (S. cerevisiae) 
fN/rpQoo it.pxta 

^JVLKoZJL.J, mKJNA 


NM_020649 


Homo sapiens chromobox homolog 8 (Pc class homolog, Drosophila) (CBX8), 

mKJNA 


xTA>r niazn^ 

JNM \)Ioh30 


xiomo sapiens aiianioicase (ai^iaxJ, itikjna 


INM UzUDZo 


riomo sapiens poiyvn^j oinamg proiem 5 ^rUxJJrjj, nuuNA 


NMJH4276 


Homo sapiens recombining binding protein suppressor of hairless (Drosophila)- 

HKe ^JLvDroUxll^j, mKJNA 


XTA/T A1Q^^'7 

JNM UIVDj/ 


Homo sapiens nypoinencai proxem Kri-ji /jdzj (jujujoioI), mKJNA 


MM 020347 


Homo sapiens leucine zipper transcription factor-like 1 (LZTFL1), mRNA 


NM_005744 


Homo sapiens ariadne homolog, ubiquitin-conjugating enzyme E2 binding 
protem, 1 (Drosophila) (ARIH1), mRNA 


NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA 


NM 002688 


Homo sapiens peanut-like 1 (Drosophila) (PNUTL1), mRNA 


XTTV/f f. 1115/1 
JNM_U1Jjo4 


rtomo sapiens j-«avji longevity assurance nomoiog z ^o. cerevisiae^ ijlaooZJ, i 
mRNA 


NM 020230 


Homo sapiens peter pan homolog (Drosophila) (PPAN), mRNA 


NM_020182 


Homo sapiens transmembrane, prostate androgen induced RNA (TMEPAI), 
mRNA 


NM 020248 


Homo sapiens catenin, beta interacting protein 1 (CTNNBIP1), mRNA 


NM_000399 


Homo sapiens early growth response 2 (Krox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM 002965 


Homo sapiens SI 00 calcium binding protein A9 (caJgranulin B) (S100A9), 
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mRNA 


NM.002964 


Homo sapiens S100 calcium binding protein A8 (calgranulin A) (S100A8), 
mRNA 


NM 002963 


Homo sapiens S100 calcium binding protein A7 (psoriasin 1) (S100A7), mRNA 


NM 014624 


Homo sapiens SI 00 calcium binding protein A6 (calcyclin) (S100A6), mRNA 


NM_019554 


Homo sapiens S100 calcium binding protein A4 (calcium protein, calvasculin, 
metastasin, murine placental homolog) (S100A4), transcript variant 2, mRNA 


NM_002961 


Homo sapiens S100 calcium binding protein A4 (calcium protein, calvasculin, 
metastasin, murine placental homolog) (S100A4), Iranscript variant 1, mRNA 


NM 005978 


Homo sapiens SI 00 calcium binding protein A2 (S100A2), mRNA 


NM 002537 


Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2), mRNA 


NM_019854 


Homo sapiens HMT1 hnRNP methyltransferase-like 3 (S. cerevisiae) 
(HRMT1L3), mRNA 


NM_019619 


Homo sapiens par-3 partitioning defective 3 homolog (C. eleeansl fPARD3^ 
mRNA 


NM_017454 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant Tl, mRNA 


NMJU7453 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T3, mRNA 


NM_017452 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAID transcrint 
variant T2, mRNA 


NM 003785 


Homo sapiens G antigen, family B, 1 (prostate associated) (GAGEB1), mRNA 


NM_015044 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 2 (GGA2), mRNA 


NM_013365 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding ! 
protein 1 (GGA1), mRNA 


NM_004781 


Homo sapiens vesicle-associated membrane protein 3 (cellubrevin) (VAMP3) 
mRNA 


NM_0 18685 


Homo sapiens anillin, actin binding protein (scraps homolog, Drosophila) 
(ANLN), mRNA 


NM_017927 


Homo sapiens mitofusin 1 (MFN1), transcript variant 2, mRNA 


NM 018387 


Homo sapiens spermatid perinuclear RNA binding protein (STRBP), mRNA 


NM 018378 


Homo sapiens F-box and leucine-rich repeat protein 8 (FBXL8), mRNA 


NM_018158 


Homo sapiens solute carrier family 4 (anion exchanger), member 1, adaptor 
protein (SLC4A1AP), mRNA 


NM 018032 


Homo sapiens LUC7-like (S. cerevisiae) (LUC7L), mRNA 


NM 017575 


Homo sapiens chromosome 17 open reading frame 31 (C17orf31), mRNA 


NM 018696 


Homo sapiens elaC homolog 1 (E. coli) (ELAC1), mRNA 


NM 005781 


Homo sapiens activated p21cdc42Hs kinase (ACK1), mRNA 


NM 016831 


Homo sapiens period homolog 3 (Drosophila) (PER3), mRNA 


NM_003387 


Homo sapiens Wiskott-Aldrich syndrome protein interacting protein CWASYTP) 
mRNA 


NM 005993 


Homo sapiens tubulin-specific chaperone d (TBCD), mRNA 


NM 003014 


Homo sapiens secreted frizzled-related protein 4 (SFRP4), mRNA 


NM 006744 


Homo sapiens retinol binding protein 4, plasma (RBP4), mRNA 


NM 002899 


Homo sapiens retinol binding protein 1, cellular (RBP1), mRNA 


NM 005524 


Homo sapiens hairy homolog (Drosophila) (HRY), mRNA 


NM_005206 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant I, mRNA 


NM_016823 1 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant n, mRNA 


NM 016948 


Homo sapiens par-6 partitioning defective 6 homolog alpha (C.elegans) 
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(PARD6A), mRNA 


NM 017420 

X^llYl V 1 / tLU 


Wnmn carvipTiQ crrtp noiilic nrvmf»nhfYY nnmnlncy A fOrncnrtTiiln^ fSTYA^ mT?MA 

XJ.Uli.iU oaUlwiid oliiw Ul/lillo ilUillCUUUA llUiilUlUg *T ^JLSiUoUpilliaj ^OX/Y*tl, IIUvLNxV 


NM 016932 


Homo sapiens sine oculis homeobox homolog 2 (Drosophila) (SK2), mRNA 


MM 017415 


T-Tnmo snrvipnc 1r^1r»Vi-1i1rp 1 fTVrncfinViiliA ffif T WT X\ mPMA 


NM 017412 

XilYl VI /tlA 


T-Trvmfi QflTvi<*n<2 fnV^lpH Virvmnlno 1 iT/Vv^srvrVhila 1 fF7Ti^ rnRMA 
XlUXilU dapiCiio 11 14&1CU HulilUlUg J ^l^IUoUpililal ^17ZaL/JI, lllXvLN^rV 


NM 003400 


Homo sapiens exportin 1 (CRM1 homolog, yeast) (XPOl), mRNA 


T\JA/f A0988Q 

xNlYx^UUZoo;* 


xiomo sapiens reunoic acia recepxor responoer jtazarotene lnaucea ) z 
(RARRES2), mRNA 


xnvA aa£A64 
xNlYx_UUOvO*t 


xiomo sapiens vj x x -Dinoing protein rage (kaud ), transcript variant kaltJds, 
mRNA 


iNM._t)luOjO 


Jtlomo sapiens vjir-Dinaing protein ragu (KALhJ), transcript variant KAlxbl, 
mRNA 


MM AA9859 
JNJVL UUjoj/ 


Homo sapiens galanin receptor 2 (GALR2), mRNA 


MA/T A1££55 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47fcD) 
[\jj\j5rjD/,) t transcript variant gamma, mxuNA 


MM 009 OA 1 


xiomo sapiens vj/v Dmauig protein transcription iactor, oexa suounit / \*t/KU) 

lf""rAT^PR9 1 TTQTl CPH Tit VQTIQTlt fTOTYITTlQ TTlUXTA 

^VJ/tlDjTJjZ,^, UollbUlipi Valiant gal III Ha, I11I\XNA. 


NMJ16654 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 

(Cl A RPR 1 i tran c print t/ori ant Kptci mP M A 
^VJT/vDl X? 1 1, liallol/lipi Vol lalll. UCla, IIlxviN^V 


NM_005254 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 

^VJ/VDx JD 1 1, llaiibLiipi Vaiialil L/C La, IIHVlN/\ 


"MM 01 


nurnu ddpicnb j_>hvi uuiiiaiii uniy / ^iviviw/ y, u 011001 ipi var laiii 0, nxiviN/v 


NM 015842 


Homo sapiens LHVl domain only 7 (LM07), transcript variant 2, mRNA 


MM 009978 


xiomo sapiens v-jun sarcoma virus 1 / oncogene nomoiog javianj ^jujnj, miviNA 


NM 016178 


Homo sapiens ornithine decarboxylase antizyme 3 (OAZ3), mRNA 


MM 016518 


xiomo sapiens sirtum snent mating type miormauon regulation z nomoiog / (p. 
cerevisiaej ^oixvi / ), iiikjna 


NM 016539 


Homo sapiens sirtuin silent mating type mformation regulation 2 homolog 6 (S. 
cerevisiaej ^oixvioj, mrvfN a 


MM 016116 


xiomo sapiens xsjciv l-iuce ^yeastj ^xvc v ll,), mx\jN/v 


"MM 016118 
iNM._y 1 0 i J o 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7), 
mRNA 


MM 01 6581 


Homo sapiens palate, lung and nasal epithelium carcinoma associated (PLUNC), 

mPMA 
liXXvlNA. 


MM 015886 


xiumo sapiens protease inniuiior ij yriiD), nix\j>/\ 


MM 016067 
rNJVl_U 1 DUO / 


Xi-Uiiiu bapicixs iniiocnonQnai nDosoiTiai protein oiol ^ivixvr o 1 o\^) y nuciear gene 
encoding mitochondrial protein, mRNA 


MM 015Q46 


xxuiiiu adpicuh pcioid nuniuiug ^x-/robopnna^ ^xjdluj, nixviN/\ 


NM 016397 


Homo sapiens THl-like (Drosophila) (TH1L), mRNA 


MM 016587 


xiomo sapiens enromooox nomoiog j ^xir i gamma nomoiog, urosopmiaj 


NM 016347 


Homo sapiens putative N-acetyltransferase Camello 2 (CML2), mRNA 


XTM A 15799 


xiomo sapiens tacnyianm receptor i acki j, transcript variant snort, mKJNA 


MM 001058 


riATTin caTMi»Tic tQr»TiA/ViTiin fpp^ntrvr 1 ^T* A 1 i tmncPTint variant Ion cr mT^MTA 
xxuiiiu oapiviio lavxijrivJtiiii icucpiui l ^XAv^xvi^, uaiiawiipi vaxiaiii iuiig, iixiviN<r\. 


NM_004052 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3 (BN1P3), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_014820 


Homo sapiens translocase of outer mitochondrial membrane 70 homolog A 
(yeast) (TOMM70A), mRNA 


NM 014918 


Homo sapiens carbohydrate (chondroitin) synthase 1 (CHSY1), mRNA 


NM_014707 


Homo sapiens histone deacetylase 9 (HDAC9-PEND1NG), transcript variant 3, 
mRNA 


NM 014683 


Homo sapiens unc-51-like kinase 2 (C. elegans) (ULK2), mRNA 
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NM 014874 


Homo sapiens mitofusin 2 (MFN2), mRNA 


NM 014071 


Homo sapiens nuclear receptor coactivator 6 (NCOA6), mRNA 


NM 015700 


Homo saoiens TTTR A interacting nrotein 5 fHTRTPSl mRNA 


NM 015685 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


NM 014263 


Homo saniens YME1 -like 1 (R eprevwiaei fYMTMT 1i mRNA 


NM 014297 


Homo saniens nrotein exnrpsspH in tnvmiH fVFI 3TT1 9 i mR MA 


NM_0 14393 


Homo sapiens staufen, RNA binding protein, homolog 2 (Drosophila) (STAU2), 
mRNA 


NM 014403 


Homo Rani en <i QialvltTanQfpraQp IT) fAilWhnJW-sipprt/Tn pitta mfm/1_9 ^.Kpto- 
xxuniu sapiens oiaijr luaiioiciaoC / ±J ^<upno-li-ttuCLyinCUranunyi-Z,j"Deia- 

ealactosvl-l 3VN-acetvl ffalaetn^aminide alnha-2 fi-^ialvlrransfpraQpi fSTATTTfi 

3»*A«.viv/i3jri *• j»J J J- ^ ovwi-jr* gaiauLiJoaiiiiliiUC' aipiia oiaiyiuaiioXdooej f OJ/Vl / JL/ J, 

mRNA 


NM_0 14465 


Homo sapiens sulfotransferase family, cytosolic, IB, member 1 (SULT1B1), 
mRNA 


NM 014485 


Homo sapiens prostaglandin D2 synthase, hematopoietic (PGDS), mRNA 


NM 014303 


Homo sapiens Descadillo homoloe 1 containing BRCT domain fzebrafish i 
(PES 1), mRNA 


NM 014253 


Homo sapiens odz, odd Oz/ten-m homolog l(Drosophila) (ODZ1), mRNA 


NM 014429 


Homo sapiens microrchidia homolog (mouse) (MORC), mRNA 


NM 006439 


Homo sapiens mab-21-like 2 (C. elegans) (MAB21L2), mRNA 


NM 015322 


Homo sapiens fem-1 homoloe b (C eleeansi (PEMIB i mRNA 


NM 014591 


Homo sapiens Kv channel interacting nrotein 2 flCCNTP2^ mRNA 


NM_004449 


Homo sapiens v-ets erythroblastosis virus E26 oncogene like (avian) (ERG), 
mRNA 


NM 014420 


Homo sapiens dickkopf homolog 4 (Xenopus laevis) (DKK4), mRNA 


NM 014421 


Homo saniens dickkonf homnlofr 2 fXennniiQ Iapviqi (TMC \0 i m"R\TA 


NM 014325 


Homo sapiens coronin, actin binding protein, 1C (COROIC), mRNA 


NM 034246 


ijLuiiiu oapiciio vauiici in, iv/vvj bcvcn-pa&o U'lypc receptor i ^iiamingo 
homoloe Drosonhila i fCFT SR 1 i mRNA 


NM 014391 


Homo sapiens cardiac ankyrin repeat protein (CARP), mRNA 


NM 014336 

1>I1VX Vl^JJU 


xiuniu bdpiciib aiyi nyurut/druun receptor iniciocung protem-iiKe i ^altjli ) y 
mRNA 


NM 01 426 S 


X1U1UU oapiCllo a UlsllllCgTlIl ailu ineuilXOprOLcindSC CLOmam ZO ^AJLyAiYlZoJ, 

transcript variant 1 , mRNA 


NM 014237 

± 1 ±.T±. \J X ~£mj 1 


TTrvmo QanipnQ n Hi^intpcrrin anH mf»+al1r»r»rrktRinac*» ^r>main 1 Q ^ AT^AA^I Q^ 
xivjiiivj oapitllo a UlolllLt/g^lIl allU lllCLallupiULCLllabC UUIXlalll 10 ^/VLI/VLYL 1 OJ } 

mRNA 


NM 005032 


Homo sapiens plastin 3 (T isoform) (PLS3), mRNA 


NM 013980 


X1U11IU oak/lCllo UK^x^jui aUCIIUVll Uc> LID illlCIal/ LUlg pxUlCUX 1 IN XX 1 J, 

transcript variant BNEPl-c, mRNA 


NM 013979 

J. t| 1Y1 \J 1 / 7 


XXUIIIU oapiCilo DKsJuta aUCllU VllUo Xv 1 Xj 1 yi\U ill LCI d.^ llllg piULCin 1 ^JDlNlx 1 J, 

fTanQfTi'nt variant WNTP1 -H mPNA 


NM 013978 


Hnmn ^anien^ RCT 2/aHpnnvimQ FIR 1QVT) intprnrtino- nrofpin 1 fFTWTPl ^ 

XXV/J.LLU oapit-llO XJ\^l^^l autllVJVll Uo XjIXj 17J\Xv llltcia^Llllg, pi *J It ill 1 ^XJlXXX X Jy 

transnrint variant RNTP1 -a mRNA 

UCUiOwlipi ¥0X10111* iJliU 1 O, llilvi l^i. 


NM 004178 


Homo saniens TAR (HIV i RNA binding nrotein 1 rTARBP2 1 mRNA 

i.l\Jkli\J OOj^AwllO liUV V J i\_i 1 n. U/lllVJlllli UiVJLL'lil X. ^ J.XJLXULPX llXCVl^xV 


NMJ)05915 


Homo sapiens MCM6 minichromosome maintenance deficient 6 (MTS5 
homolog, S. pombe) (S. cerevisiae) (MCM6), mRNA 


NMJ)02576 


Homo sapiens p21/Cdc42/Racl -activated kinase 1 (STE20 homolog, yeast) 
(PAK1), mRNA 


NM_012091 


Homo sapiens adenosine deaminase, tRNA-specific 1 (ADAT1), mRNA 


NMJ)05358 


Homo sapiens LHVl domain only 7 (LM07), mRNA 


NM 013451 


Homo sapiens fer-l-like 3, myoferlin (C. elegans) (FER1L3), mRNA 


NM_006113 


Homo sapiens vav 3 oncogene (VAV3), mRNA 


NM_003869 


Homo sapiens carboxylesterase 2 (intestine, liver) (CES2), mRNA 
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NM 005721 


Homo sapiens ARP3 actin-related protein 3 homolog (yeast) (ACTR3), mRNA 




xiomo sapiens xulk. nistone ceil cycle regulation aeiecuve nomoiog A (p. 
cerevisiae) (HIRA), mRNA 


XJXyf MOO AO 

rNivi uizz*tz 


xiomo sapiens aiCKKopi nomoiog l (Aenopus laevisj (JJJsjvi j, mKJNA 


INM WYJJ+Ly 


xiomo sapiens orA^i*i~iiKe z (o. cerevisiae; (MiL/i'kLz;, rnKJNA 


>J\A Anion 


xiomo sapiens iormyiiearanyaroioiate uenyarogenase [r ixtruj, mKJNA 




xiomo sapiens singie-mmaeu nomoiog z (iJrosopniiaj (MJVLZ), transcript variant 

OliVJLZ, IliXvL N s\ 


NM_009586 


Homo sapiens single-minded homolog 2 (Drosophila) (SM2), transcript variant 

QTN/Hc mPTSJA 

oJivizs, rniviNA 


NM_002610 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 1 (PDK1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_0 13374 


Homo sapiens programmed cell death 6 interacting protein (PDCD61P), mRNA 




Homo sapiens anaphase-promoting complex subunit 4 (APC4), mRNA 


NM_002968 


Homo sapiens sal-like 1 (Drosophila) (SALL1), mRNA 


JNM 00244V 


Homo sapiens rush homeo box homolog 2 (Drosophila) (MSX2), mRNA 


NM_006739 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NM_012460 


Homo sapiens translocase of inner mitochondrial membrane 9 homolog (yeast) 
(I1MM9), mKJNA 


NM 012457 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog A 
(yeast; (XJMMliA), mKJNA 


INM_UiZ**00 


Homo sapiens translocase of inner mitochondrial membrane 10 homolog (yeast) 
(T1MM10), mRNA 


iNM__uiz*tjU 


Homo sapiens solute earner family 13 (sodium/sulfate symporters), member 4 
(SLC13A4), mRNA 


JNM__U1Z*KW> 


Homo sapiens SPOll meiotic protein covalently bound to DSB-like (S. 

/>ai>atnnin^ /CDA1 1 \ *v*"DXT A 

cerevisiae; (orui l ;, mKJNA 


NM_012240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 
cerevisiae) (MK14), mKJNA 


JNM_UlZjo/ 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


INM__U 1 Z j o 1 


Homo sapiens origin recognition complex, subunit 3 -like (yeast) (ORC3L), 

mKJNA 


JNM_U1 ZZZD 


Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NUBP2), 

tnPtJA 

rnjviNA 


"WTWT (\*\0O0O 
JMJV1 U1ZZZZ 


xiomo sapiens muti nomoiog (n. con; (mui ixi;, mKJNA 


NMJH2279 


Homo sapiens double-stranded RNA-binding zinc finger protein JAZ (JAZ), 

ml? "MA 
mKJNA 


NM 012206 


Homo sapiens hepatitis A virus cellular receptor 1 (HAVCR-1), mRNA 


JNJVL UIZZUj 


Homo sapiens 3-hydroxyanthranilate 3,4-dioxygenase (HAAO), mRNA 


NM 012198 


Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA 


XTXVT A1HQ1 
NM UIZIVJ 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 


NM uiziyz 


Homo sapiens fracture callus 1 homolog (rat) (FXC1), mRNA 


MM 019076 


Xiuiiiu sapiens crumDS nomoiog i (JL/rosopniia; (v^jvxji ), mivLNA 


NM_012124 


Homo sapiens cysteine and histidine-rich domain (CHORD)-containing, zinc 
binding protein 1 (CHORDC1), mRNA 


NM_012118 


Homo sapiens CCR4 carbon catabolite repression 4-like (S. cerevisiae) 
(CCRN4L), mRNA 


NM_012117 


Homo sapiens chromobox homolog 5 (HP1 alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling 1 (BRDGl)^ mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM 012094 


Homo sapiens peroxiredoxin 5 (PRDX5), mRNA 


IN JYl U u*4 J \J 0 


TJr\mrt cam f*v\ c Viocat r\r-\r trancnrinfi rxn "for* ^nr 7 ih Qh9 1 mT? "\X A 
JtlOmO oapiCIlb IlCal ouOCK UallSCnpUUll IaClOi £* yn.orz.jy llUSSSr\ 


NM 004423 


Homo sapiens dishevelled, dsh homolog 3 (Drosophila) (DVL3), mRNA 


JNJV1 Uv/j/4 


jtiomo sapiens sine ocuiis nomeooox nomoiog o iL/rosopniia nuuNA 


IN1V1 UU / j fj 


nomo sapiens soc-z suppressor 01 clear nomoiog [\,. eiegansj voHUL/ZJ, miuNA 




Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 

r\AC\AV\ ml? XT A 

^ivxL/jvij )y mtuN a 




jtiomo sapiens r>t^.Lz -associated atnanogene d v dakjj ), mKiN a 


NM_007316 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
van an i z, miuNA 


NM_003819 


Homo sapiens poly(A) binding protein, cytoplasmic 4 (inducible form) 


INIVI UUD / J / 


nomo sapiens Ai/r-nDosyiation iacior-iiKe / ^Aivu/j, mKJNA 


NM 002358 


Homo sapiens MAD2 mitotic arrest deficient-like 1 (yeast) (MAD2L1), mRNA 


JNJVL 


Homo sapiens adrenomedullin receptor (ADMR), mRNA 


XTA/T AA/CC7A 

JNJVL UUoo/U 


Homo sapiens aestnn (actin aepolymenzing tactorj (LJolN), mKNA 


NM.005476 


Homo sapiens UDP-N-acetylglucosamine-2-epimerase/N-acetylmannosamine 
Jonase (CjJNJd), mKJNA 


XTA/f AAT3AA 

JNM_UU/JUy 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
l/Xsy mKJNA 


VTA/f AA1 C7Q 
JNJYl UUlo/o 


Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA 


NM_000489 


Homo sapiens alpha thalassemia/mental retardation syndrome X-linked (RAD54 
nomoiog, 0. cerevisiae j \j\ 1 i\A j, mtvCNA 


NM_002528 


Homo sapiens nth endonuclease Hi-like 1 (E. coli) (NTHL1), mRNA 


xnvyf aa/iaqc 


Homo sapiens trans locase of inner mitochondrial membrane 8 homolog A (yeast) 
(TIMM8A), nuclear gene encoding mitochondrial protein, mRNA 


XTA/f AAO'JIA 


Homo sapiens leukemia inhibitory factor receptor (LIFR), mRNA 


NM 004733 


Homo sapiens acetyl-Coenzyme A transporter (ACATN), mRNA 


MM UUzo5/ 


Homo sapiens pleomorphic adenoma gene-like 2 (PLAGL2), mRNA 


NM_006724 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 2, mRNA 


NM_006882 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcnpt variant MDM2e, mRNA 


NM_006881 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcnpt variant MDM2d, mRNA 


NM_006880 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2c, mRNA 


NM_006879 


TT * > r j r\ 1 j r\rr>n 11 J 11 ' 1 ^ r" *\ 1 • l« j • 

Homo sapiens Mdm2, transformed 3T3 cell double mmute 2, p53 binding protein 
(mouse) (1VLDM2), transcnpt vanant MDM2b, mRNA 


NM_006878 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2a, mRNA 


NM_003801 


Homo sapiens GPAA1P anchor attachment protein 1 homolog (yeast) (GPAA1), 
mRNA 


lNivi uujiyj 


nomo sapiens luounn-specinc cnaperone e \ Lo\^c,)y mtuNA 


NM_002370 


Homo sapiens mago-nashi homolog, proliferation-associated (Drosophila) . 
(MAGOH), mRNA 


NM 006341 


Homo sapiens MAD2 mitotic arrest deficient-like 2 (yeast) (MAD2L2), mRNA 


NM_006149 


Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 
mRNA 


NM 003585 


Homo sapiens double C2-like domains, beta (DOC2B), mRNA 


NM_007129 


Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (ZIC2), 
mRNA 
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NM 007279 


TTnmo ^anierK IT? ^mall nimlpar riV»nniic1eonrotein auxiliaTV factor fr>5VTVi 

(U2AF65),mRNA 


NM 007194 


Homo ^aniens nflC2 rherlmoint hnmoloo nomhel ft 1 HFTC? , i rnRNA 


NM 007271 


Homo sapiens serine/threonine kinase 38 (STK38), mRNA 


NM 00793? 

i liVJL UU / 


Xxvixxu oapxciio lllolaxlxilic IClsCpiUi r±J ^XiaNjrx*?^) llixVL i/v 


NM 007278 


Homo sapiens GABA(A) receptor-associated protein (GABARAP), mRNA 


iNiVl UU / iy 1 


xiomo sapiens mzziea nomoiog iu ^l/rosopnuaj ^rzjJiuj, misiNA 


NM 007246 


Homo sapiens kelch-like 2, Mayven (Drosophila) (KLHL2), mRNA 


INM UU1400 


xiomo sapiens mzziea nomoiog z ^lyrosopniiaj yriAjjLj^ mtuNA 


NM_006482 


Homo sapiens dual-specificity tyrosine-(Y)-phosphoiylation regulated kinase 2 
^jj i jvivz j, transcript variant z, mtuN a 


NM.003583 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(jj i j\Kzj, transcript variant i , miuN a 


NM_006484 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
{jj iKJvio;, transcript variant c, mKJNA 


NM_006483 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
\u 1 Kiv i r> transcript variant d, mi\JN a 


NM_UUl5oZ 


Homo sapiens corticotropin releasing hormone binding protein (CRHBP), 

ml? XT A 


NM_005889 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
^ AT \Jx5Hv-/ 1 ), transcript variant z, mKJNA 


lNiVx_UU i OHH 


xiomo sapiens apolipoprotein d nuviNA eaiting enzyme, catalytic polypeptide i 
(APOBEC1), transcript variant 1, mRNA 


IN xVI_UU 0 0 


xiomo sapiens oiyix«> suppressor 01 mix two d nomoiog i ^yeastj ^oivii jriiy, 
mRNA 


XN1V1 UUOUIZ 


xiomo sapiens Kic-iiice, expressea in many tissues lurosopmiaj ^kii j, mKJNA 


xjTV/f nn^Qin 

XNlvi UvOyj-U 


riomo sapiens rennoDiastoma oinamg protein o ^KDrsroj, mruNA 


JNM_UU /UOo 


Homo sapiens DMC1 dosage suppressor of mckl homolog, meiosis-specific 
nomoiogous recomomauon ^yeastj ^uivil> i ), mxuNA 


NM 007021 


Homo sapiens decidual protein induced by progesterone (DEPP), mRNA 


MM flfV7fkft7 
1N1V1_UU /UU / 


riomo sapiens cleavage ana poiyaaenyiation specmc iactor o, ooku suounit 
(CPSF6), mRNA 


"\nvr nnAR77 

IN1VI_U U 0 O ZZ 


xiomo sapiens vjix-omomg protein nomoiogous to oaccnaromyces cerevisiae 
SEC4(SEC4L),mRNA 




Homo sapiens serine dehydratase (SDS), mRNA 


NM 006746 


Homo sapiens sex comb on midleg-like 1 (Drosophila) (SCML1), mRNA 


JNM UUooz4 


Homo sapiens xixJiNAl binaing protein z (h-BNAlBrz), mKNA 


NM_005922 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 1, mRNA 


JNM_UUooU7 


Homo sapiens cnromobox nomoiog 1 (Hrl beta nomoiog Drosophila ) (UBX1), 

„T)XT A 

mKNA 


NMJ)06734 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 2 
(HlVxirzJ, mKJNA 


NM 006732 


TTmnn ^nnipn^ T^RT Tniirinp nQtpOQnrmTna viral onrntrpTiP Viomolocr R rRO^i"R^ 

mRNA 


NMJ06729 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
156, mRNA 


NM 006829 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM 006872 


Homo sapiens TFIIA-alpha/beta-like factor (ALF), mRNA 


NM_006796 


Homo sapiens AFG3 ATPase family gene 3-like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 006544 


Homo sapiens SEClO-like 1 (S. cerevisiae) (SEC10L1), mRNA 
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NM 006666 


Homo sapiens RuvB-like 2 (E. coli) (RUVBL2), mRNA 


NM 006509 


Homo sapiens v-rel reliculoendothehosis viral oncogene homolog B, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3 (avian) (RELB), 
mRNA 


NM 006606 


Homo sapiens retinoblastoma binding protein 9 (RBBP9), mRNA 


NM 006620 


Homo sapiens HB SI -like CS cerevisiaei fHBSlU) mRNA 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CUGBP2), mRNA 


NM 006579 


Homo s aniens emonami! hindmjynTntern f sterol i<;nmeraQe^ rPRPi mPNA 


NM 006560 


Homo sapiens CUG triplet repeat, RNA binding protein 1 (CUGBP1), mRNA 


NM 001211 

■11 ATX \J\J 1 1 


Homo SRnienQ RTTR1 hiiHHinc iirviiVhihitAH h\/ V*M , i'7imi/1a'7r»1f*c 1 V»r\mrk1/\rr Vkf»fo 
iiuiiivr oapiciio u wxj A uuuuilig UllUliUUlLCU uy UC11ZUI JIU a £U ICo 1 UUITIUiUg Ocla 

(veast) (BUBIB^ mRNA 


NM_006374 


Homo saniens serine/threonine kinase 25 (STE20 hnmolop veastf (STTOS^ 
mRNA 


NM 006377 


Homo saoiens unc-13-like (C eleeans') fiJNC13^ mRNA 


NM_006357 


Homo saoiens ubiauitin-coniuirating enzvme E2E 3 flJRC4/5 homo1o& veasft 
(UBE2E3), mRNA 


NM_006323 


Homo saDiens SEC24 related ffene familv member R (S cerevkiae^ fSFC*94"R1 
mRNA 


NM 006364 


Homo saoiens Sec23 homolop" A (S eerevisiae^ fSFP93A^ mPNA 


NM 006272 


Homo sapiens SI 00 calcium binding protein, beta (neural) (S100B), mRNA 


NM 006271 


PTronn sanien*; SI 00 pfllpinm HinHtna •nrntpiti A1 f^inftAI^ tyiR'NJA 


NM 006391 


Homo saniens RAN bindina nrotein 7 CR ANRP7^ tnRMA 


NM 006265 


Homo sapiens RAD21 homolog (S. pombe) (RAD21), mRNA 


NM 006203 


dunce homolog, Drosophila) (PDE4D), mRNA 


NM 006202 


Homo saniens nhosnhoHiesterase 4 A pAlMP-onppifip AVhncnVinrl-ipctprac** 1*0 
dunce homolot? Drosonhila^ fPDE4A^ mRNA 


NM_006190 


Homo saniens oriffin recoffnition comnlex subunit 2-1ike Tveast^ rOPP^T ^ 
mRNA 


NM 006181 


Homo sapiens netrin 2-like (chicken) (NTN2L), mRNA 


NM_006168 


Homo sapiens NK6 transcription factor homolog A (Drosophila) (NKX6A), 
mRNA 


NM 006167 


Homo saniens ISTtC^ transprintion fartnr homnlocr A ^^rnQrn^l^i^!^^ fMTiTV^A^ 

mRNA 


NM 006159 


Homo saniens NFT -liVe 9 frhirVen'^ fMPT T 9^ mPTsTA 


NM 006157 


Homo saniens >JFT -like 1 frhirlaml rMFf T H mPTsJA 


NM_005360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
(avianl fN/f AF^ mRNA 


NM 006306 


TTomn CflrnMic SSA^OI ctniplniral TnQitif**naTir»*» i^f nlirAmACAmAc 1 1 Aroo cf\ 

xAuiiiu oapiciio oiviv^i oixuLiuiai xiiaiiiidiancc oi cnromusomcs i-iiKc i ^yeastj 
CSMC1LD mRNA 


NM 006461 


Homo saniens mitotic snindle eoileH-roil r<*1ntftH nrn tf»in /TiTJPPP^T^ mPMA 


NM 006314 ! 


Homo saniens ronnectnr enViRnrer ofTT^R-lilrp /Drncnnliila THnnci* Qiirmrpccnr ni" 

ras) (CNK1), mRNA 


NM 006366 


Homo sapiens adenylyl cyclase-associated protein 2 (CAP2), mRNA 


NM_006444 


Homo sapiens SMC2 structural maintenance of chromosomes 2-like 1 (yeast) 
(SMC2L1), mRNA 


NM 006321 


Homo sapiens ariadne homolog 2 (Drosophila) (ARTH2), mRNA 


NM 006406 


Homo sapiensjperoxiredoxin 4 (PRDX4), mRNA 


NM 006334 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 2, mRNA 


NM 004032 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 2, mRNA 


NM 005985 


Homo sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAI1), 
mRNA 
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NM 006109 


Homo saniens SKB1 homolos (S r>ombe} (SKB1), mRNA 


NM 005982 


Homo sapiens sine oculis homeobox homolog 1 (Drosophila) (SDCl), mRNA 


INJYL UUOUoy 


Wnmn canif*nc cptt romA on nviHIea-liVp 9 fDrosonhila^ (SCMT.,2^ mRNA 


NM 005980 


Homo sapiens S100 calcium binding protein P (S100P), mRNA 


XTNVf OO<Q*70 


TTniTiA canine ^ 1 00 ralrnim hrnHrnix Tirntein A 1 3 (R\ 00A 1 V\ mRNA 


NM_005938 j 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
TV nc rmhilnV translocated to 7 fMT T T7\ mRNA 


NM_005937 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
TVACAnliiiflV translocated to fi fMTXT6"^ mRNA 


NM_005936 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
nrAQAnVnlflY translocated to 4 (MLLT4^ mRNA 

1 ./I t H J 1 1 1 1 Q. 1 j U (tlXolUwClLWU. IV/j *T ^1V1 L^l < X ' /} lllAvl^JT*. 


NM_005935 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
TVAQAnhilflY translocated to 2 (MTXT2'i mRNA 


NM_005934 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 

rtn-tcrmhilaY trancl AMteH tA 1 fMT T T"n mRNA 
UrOSOpnila J, iranblU^alCU IU, 1 ^1YJJUjL/I XJ, IURJ.N.TV. 


NM_005933 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 


NM_005905 


Homo sapiens MAD, mothers against decapentaplegic homolog 9 (Drosophila) 

fiV/fATVPTQA mPMA 
^IVlAJJriy ), nUUN/V 


NM_005904 


Homo sapiens MAD, mothers against decapentaplegic homolog 7 (Drosophila) 

nVAAFiTTTi rnttXJA 
^lVi/vJJil / ), miviN A 


xrwr one on 3 


tlrtmrk cor\i*»T%o AA A T^i Tnr»+Vi**rc acrainct HfVjmRntflnlporip hftmrtlnff S fTyrOfiOnhilai 
XlOmO Sapiens IVLrVL/, IIIU IIICX a dgalli&l UCOapCiilapiCgiV/ UUillUii-ig J ^j^iuoupiiiiay 

(MADH5), mRNA ~ 1 




Unmn c o t\i ott c AAAF1 mr\tlifn , c a rraitict Hpr , a , nf»nta - n1#*o~iP hAmAlA(7 ^ rTiTAQOTinlla i 
XlOmO Sapiens iVJLrvL/, mULllGTb agallloL UC^dpciluipiCgi^ UUillUlUg J \xjL\Jo\jyLLiiaj 

(MADH3), mRNA 


NMJ)05901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) 
/A/Tatth^ mT?xiA 

{l\l/\±JrL£ ) } IuXvLNrV 


NMJ)05900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 
vJViajjxi i ) } nixviN/\ 


NM 006033 


Homo sapiens lipase, endothelial (LIPG), mRNA 


JNJVl_UUOU*to 


xiomo sapiens uoiquiunauon iaciur h*tij \ kjr±jj* nuiiiuiug, yca&i^ ^\jj_>i_/-rjj y, 

m"PTsIA 

miviNA 


NM_006111 


Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 
Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, 

tyVPMA 
mivlNA 


NM_006012 


Homo sapiens ClpP caseinolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 




rlomo sapiens anngen ^cyiopiasmic iauj omomg proicm ^ yy^Lf&Dr&jy 
mRNA 


NM 006017 


Homo sapiens prominin-like 1 (mouse) (PROML1), mRNA 


NMJ)04010 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p2, mRNA 




xiomo sapiciio uyouopniii ^inubuiiicLr uybLrupiiy, j_^uviiwiiini/ auu u^^jvti ijr^^o^, 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40bc, mRNA 


NM_004022 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NM_004021 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40b, mRNA 
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WM_ UU4U20 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40c, mRNA 


NM_004019 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


NM_0040l8 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71ab, mRNA 


NM_004017 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71a, mRNA 


NM_004016 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71b, mRNA 


NM_004015 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71, mRNA 


■VTA K f\C\ A A 

NM_0Q4014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpi 16, mRNA 


XTX K ftft/tftll 

NM_004013 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40, mRNA 


NM_004012 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-2, mRNA 


XTX K AA/KM 1 

NM_004011 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-1, mRNA 


NM__004009 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427pl, mRNA 


\ri g ftftilArtT 

NM_004007 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DX&142, DXblo4, DXozUo, DXbziU, uXbliy, UAbzoo, DXb2o9, 

TWOITA. "HVOTI /T\A4T"\\ ti>nnn«viH*\t immnnt TVk^O'TI rviDXTA 

/u, JJXoz / z (UNiV), transcript variant L/p4z / 1, mKNA 


MMJUU4UUO 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
UAoZ /u, jjAoZ i l ^ujvluj, transcript variant up**/, /m, mKiN/v 


NM_000109 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 

mciuaes JJAol4Z, JL>Aol04, JJAoZUO, JJAoZjU, JJAoZj?, UAoZOo, JJAoZOy, 

UAoZ / u, UAoz / l \ uvfUJjy transcript vanant up**/, /c, mtviN/\ 


JNM UUjDj/ 


nomo sapiens tumor protein pjj oinaing protein, i ^ir jj&ri ), rruuNA 


NM 005632 


Homo sapiens small optic lobes homolog (Drosophila) (SOLH), mRNA 


INIYL UujOjI 


tJAmrv nnm ann pmnrt+nonfin Vinmnlnrr / I VrncnT\nilo 1 | v nfl fill 1 mP NJ A 

xiorno sapiens smoouieneu noiuoiug ^i^ruoupniidj ^oiviwxij, nitviN/x 


NM 005621 


Homo sapiens S100 calcium binding protein A12 (calgranulin C) (S100A12), 
mRNA 


NMJ)05620 


Homo sapiens SI 00 calcium binding protein Al 1 (calgizzarin) (S100A1 1), 
mRNA 


NM 005610 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


NM 005732 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 


NM 005591 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
(MREllA),mRNA 



262 



! 



WO 03/074654 PCT/US03/05028 



NM 00SS90 


Tlnmn sanipns M~RP1 1 mpintir rpiv*mhinatinn 1 1 homolop' A ^prpv^siflp^ 

XTlUXXlVs dAUlbUO 1VJLXSJL/ JL X XXXeiUUw ivvvulUiUOUUll X X Ll\Jlll\J l\J A \ LJ . vvlwVlolAwl 

nvfREllA) mRNA 


NM 005585 


Unmn ^aniens ^^AT^) mothers flirainst" Hecanentanletric homnlot? 6 fTyro^nnhila^ 

(MADH6), mRNA 


NM 005584 


Homo saniens mah-21 -like 1 (C, eleeansl <MAB21L11 mRNA 


NM_005582 


Homo sapiens lymphocyte antigen 64 homolog, radioprotective 105kD (mouse) 
(LY64) mRNA 


NM 005667 

X>XVX \J\JJ\JSjf 


Unmn saniens Tine finopr nrntpin 10^ pnmnlopr fmmi^p^ fTHRPlO*^ mRNA 

XXV/XXXU Otipit'J.la ZiiXiV XlllgvX piV/kVXit IvJ llVlUVlvg ^lllW U3v J yf jj X i.\JJJ 9 lliX\-L l il. 


NM 005886 


Hnmn saniens katanin nRO fWD40-containinp^ suhunit B 1 fFCATNBl^ mRNA 


NM 005860 


Homo saniens folli statin-like ^ (secreted plvconrotein^ fFSTL3^ mRNA 


NM 005758 


TTnmn saniens heteropeneoii*? nuelear riHnniicleonrotein A*^ (HNRPA^ mRNA 

1 1UU LKJ OCLL/JLV/llO llv/ 1^1 UgvllvvUk) J.11XV1VCU 1 lUUllUwlvUUl V/lvUi 1JLJL1.1JLVX iUK HU.V11JV 


NM 005510 


T-Tnmn saniens Hnm-^ homnlntr 7 (C* elecrans^ rDOM^^Z^ transerint variant 2 

mRNA 


NM_005766 


Homo sapiens FERM, RhoGEF (ARHGEF) and pleckstrin domain protein 1 
(chondrocyte-derived) (FARP1), mRNA 


NM 005722 


Homo saniens ARP2 actin-related nrotein 2 homoloff fveast^ fACTR2^ mRNA 


NM 005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA 


NM 005170 


Hnmn ^aniens aehaete-sentp nnTrmlpx-like 9 fDrnsnnhila^ ( A SOT 9^ mRNA 


NM 005426 


Homo sapiens tumor protein p53 binding protein, 2 (TP53BP2), mRNA 


MM 005486 


JTUIIJU bcLpiCxlo UU^CL UI Illy V L -ILixC 1 ^viilvivCIl^ ^IvyxVXii^l y, IIllVli/A. 


NM_005488 


Homo sapiens target of mybl (chicken) (T0M1), mRNA 


vnv/f nn^zti7 
JNIYx_UUj'tl / 


Homo sapiens v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog 
(avian) (SRC), mRNA 


JNJVL UUjhIj 


xiomo sapiens sine ocuns nomeooox nomoiog d ^urosopnnaj ^ojlajj, mKrsA. 


NM_005444 


Homo sapiens RCD1 required for cell differentiation 1 homolog (S. pombe) 


•vnvyf nn^^78 


xiomo sapiens v-myc myeiocyiomaiosis virai reiaiea oncogene, neuroDiasioma 
derived (avian) (MYCN), mRNA 


iNlVx uUjj / / 


rnjiiiu bapiciia v-myc myciocyxoiiiaiosis viral oncogene nomoiog z ^avianj 
(MYCL2), mRNA 




xiomo sapiens v-my o myeiooiastosis virai oncogene nomoiog ^avian j ^ivi xd) 9 
mRNA 


iNlVl_Ul/J jj 7 


TT/\TVY/\ A/I A Tl mAfnofO ortimpt H 00 avian f anl a m nAryiAlAO /i fTn*A0/M\lii1a l 

xiomo sapiens ivltvij, moiners againsi uecapeniapiegic nomoiog *♦ ^urosopniia^ 
rMADTT4^ mRNA 


NM 00S140 


jiuiiiu adpiciib xxiouuinc uri du. nucieon uc Dinumg protein ^nn> i ) 9 ituvln/v 


TMM 00^107 


xiuiiiu aapiciib vj pruicin-cuupicu rcvcpiur Kindoe z-iikc ^j^ruoopixiia^ ^or x\JV£i_^, 
mRNA 


NM 00596? 

xN 1Y±_U ^ 


ixuiiiu oapiexio giuvvLii lauLor, augLneiiicr 01 liver rcgcii era Lion ^jdivy i numuiug, 
S. cerevisiae) (GFER), mRNA 


"vnv/f nn^o^i 

rNJYL_UUjZOI 


nomu odpicns oir Dinning protein overexpressen m SKeiexai muscic ^vjhivi^, 
mRNA 


JNM UUDZD / 


riomo sapiens vjAi a umaing protein o ^^j-tv i i\o ), mtuNA 


JNM 


Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT), mRNA 


NM 005944 


TTnmn ^aniens pvpq nViQpnt Vinmnlna 7 rDrnsnnhila^ rPYA7^ mRNA 


NM 005239 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 2 (avian) 
(ETS2), mRNA 


NM_005235 


Homo sapiens v-erb-a erythroblastic leukemia viral oncogene homolog 4 (avian) 
(ERBB4), mRNA 


NM_005228 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer-like 1 (Drosophila) (DRJLL1), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPH1), mRNA 
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NM 005207 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian)-like 
(ORKH mRNA 


NM 005197 


Homo sapiens checkpoint suppressor 1 (CHES1), mRNA 


NM 00S4^4 


Wfvmn camVnQ pprhpnic 1 Viomoloc* rvstpinp 1mot oirnprfamilv OfpnnniiQ InpviQ^ 

fCERH mRNA 

I VuAv 1 /j 11U.V1 1 1 k 


NM 005496 

lilVX \J\J J\J 


Homo saniens SM04 structural maintenance of chromosomes 4-lilce 1 fveast^ 

X Ivll 1W OUUlvllu UXTlvT OUUwlUKM lllWXIlkVllWXIVW V/X ViU UlUUOvlllVO l HIVv X IJfvuull 

(SMC4Ll),mRNA 




Hnmn sanipns ari<»ta1pss hnmpohox fDrosonhilai fARDO mRNA 

XXVHIils dCl^yl V/llO CU lOWCllVoo Ll\JlH&\JU\JA yx-/l \JO\JpllilCL f J y 11 llvl TdtV, 


NM 005078 


Homo saniens transducin-lilce enhancer of snlit 3 fEfsnl^ homoloff Drosonhilai 

x lui ii w oayivtuj n. fi 1 1 ouuviii iixvv viuuuiwwi vi jpin — ' \i/iuu x j xi\s xixxj xv/ t^y lyivuuuiuiai 

(TLE3), mRNA 


NM 005077 


Homo saniens transducin-lilce enhancer of snlit 1 fEfsnl^ homolot?" Drosonhilai 
(TLE1) mRNA 

I 1 M*4M 4 k, § j A1HVX ^ A. 1 


NM 005068 


Homo sapiens single-minded homolog 1 (Drosophila) (SUMl), mRNA 


NM 005067 


Homo saniens seven in absentia homoloc 2 (Drosoohila^ (SIAH2^ mRNA 


NM 005138 


Homo sapiens SCO cytochrome oxidase deficient homolog 2 (yeast) (SC02), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_005156 


Homo sapiens ROD1 regulator of differentiation 1 (S. pombe) (ROD1), mRNA 


NM 005133 

HIVX \J\fJX.JmJ 


Homo saniens RCTR1 homolog nrenvl nrotein nrotease fS cerpvisiapi fRPFI i 
mRNA 


NM 005057 


Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA 


NM 005056 


Homo sapiens retinoblastoma binding protein 2 (RBBP2), mRNA 


NM 005053 


Homo saniens RAD23 homoloa A cerevisiaei fRAD23A i mRNA 


NM 005049 


Homo saniens PWP9 nerinriio trvntonhan nrotein homoloa fvpasti rPWTP9T-T\ 
mRNA 


NM_005008 


Homo sapiens NHP2 non-histone chromosome protein 2-like 1 (S, cerevisiae) 
(NHP2L1), mRNA 


NM 004997 


Homo saniens mvosin binding nrotein H fMYRPT-H mRNA 


NM 004677 


Homo saDiens Testis-sneciflc XK-related nrotein on Y OCKRY^ mRNA 


NM 004788 


Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), 
mRNA 


NM 004617 


Homo saniens transmembrane 4 sunerfamilv member 4 fTT\/f4SF4^ mRNA 

i luiiiv ot*ijx\/n& ui in ikjiiiwiiiiyi cuiw i o vi iuxiju i ^ tuviiitywi § ^ i. ititvji 'Ji xxlx,\jl^{*. 


NM 004607 


Homo sapiens tubulin-specific chaperone a (TBCA), mRNA 


NM 004602 


l-Tomo <5am*pnQ Qtanfpn RNA hinHintr •nrotein rTiroconhila^ rSXATn trancrrint 

variant T4, mRNA 


NM 004653 


Homo saniens Smcv homolog Y chromosome fmonsp i ^SMCTY^ mRNA 

llUillU O tl^/ 1 Vll LJ IJXXXSSJ XX\JXXX\JX\Jji}f X VlU VlllVOvlllv ^lllUUOwy ^1/1V1V/ X J y XILLVX^XX 


NM 004787 


Homo sapiens slit homolog 2 (Drosophila) (SL1T2), mRNA 


NM 004*591 


XxUIXlU oaLJlGIla bpilWUlg iavLUi, cU^UllllC/oCIlilC-IlCIl 1U \ll alidlUI UVGl £ ilUliUJIUg, 

DrosoDhilaWSFRSlO'i mRNA 

JLy'l WiJVJ L/ 111 111 / \k_/X 1\U 1 w< j UUVl<li 1 


NM 004206 


T-Tomo ^aniPnQ vpsicle trafficVin(r nrotpin (9£FC t '7'?C r \ transcrint variant 9 mRNA 


NM 004657 


Uaiyia canipns spnim dpnrivation rponon^p rnho^rnhatiHvlsprinp hinrlinir nrotpin^ 

(SDPR), mRNA 


NM 004 5 R9 


TTnmn cciTiiptic PvtAPrrrr*TTip rtYinocp npfipipnt hfvmrtlno^ 1 ivpacti i^lOr'll \ 

XlUlilU oapiCLla UV-/VJ j lUwlil l/UIv vAlUa&v UCHUlCLll llUXliV/lV/g X ^jrvaol/ ^Ovv 1 

nnplpnr ctptip PTiPorlino' mitophntif^rial nrrntpiTi mRNA 


NM_004587 


Homo sapiens ribosome binding protein 1 homolog 180kD (dog) (RRBP1), 
mRNA 


NM 004164 


Homo sapiens retinol binding protein 2, cellular (RBP2), mRNA 


NM 004584 


Homo sapiens RAD9 homolog (S. pombe) (RAD9), mRNA 


NM 004794 


Homo sapiens RAB33A, member RAS oncogene family (RAB33A), mRNA 


NMJ)04813 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, 
mRNA 


NM 004564 


Homo sapiens PET1 12-like (yeast) (PET1 12L), mRNA 


NM 004643 


Homo sapiens poly(A) binding protein, nuclear 1 (PABPN1), mRNA 
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NM 004561 


Homo saoiens ovo-like lfDrosoohilal fOVOLD. rriRNA 


NM 004153 


Homo saoiens oriein recognition comDlex. subunit 1 -like (Veasfl (ORCIO 
mRNA 


NM 004557 


Homo saoiens Notch homolot? 4 fDrosoohila^ CNOTCH4^ mRNA 

JLXwXlXls UU^iVlXiJ i lvlVU XXVXXXwXvj^ »^ yjL^X VWVSkSXXXXtXy ^il V A M, W j ^ &liA\ilil 


NM 004808 


Homo saoiens N-mvristovltransferase 2 fNMT2^ mRNA 


NM 004210 


Homo sapiens neuralized-like (Drosophila) (NEURL), mRNA 


NM 004147 


HATnn sampiis HpvplnTYmpntallv reoiilatpH OXP HiTirliTur nrntein 1 fTVRGI^ 

mRNA 


rNlVl vU*TOJ 1 


TTrvmr\ cunipnc wnnnncin A iWAP1 i ttiR^TA 
XxUliiU odJJiwiio piuiiapoiii A ^ii/TX 1 j 9 iiuxiyrx. 


NM 004533 


Homo sapiens myosin binding protein C, fast type (MYBPC2), mRNA 




nomo sapiens myeioiu/iympnoiu or nuAeu-nneagc leuKcrnid ^uiLiiurdA nuinoiog, 
DrncnnhilaY franslrtpatpH tn ^ fMT T T?^ mRNA 




Hnmn cnnifMic rna Itacp-orliiprinTnvln^p ^nlnim-trliiprnjiflncp^ fMTrAA^i mRNA 
xxUlllVJ oaJJlvilo LLicuutoC glUWUollljf idoC^ ^aipiia-^iuvwoiuaot^ ^lVivJ/jJVjLyj 1 1 JUL \_L > jTV 


NM_004526 


Homo sapiens MCM2 minichromosome maintenance deficient 2, mitotin (S. 

pprpvisiapl rMPM2^ mRNA 


NM 004820 


Wnmn sampiis lvrTYnhrtcvtp antiopn 04 hrvmnlntf aptivatmo NTC-Tpppntnr* NT£- 
n46 (mouse i fLY94i mRNA 


NM 004744 


Homo saniens lecithin retinnl acvltransferase fnhosnhatidvlehn1ine--reHnn1 O- 
acyltransferase) (LRAT), mRNA 


NM 004524 


Homo saniens lethal ciant larvae homolop 2 fDrosonhila^ rLLGL.2^ mRNA 


NM 004140 

liltl \J\J I X i V/ 


Homo saoiens lethal eiant larvae homolos 1 (Drosoohila^ fLLGLH mRNA 


NM_004922 


Homo sapiens SEC24 related gene family, member C (S. cerevisiae) (SEC24C), 
mRNA 


NM 004508 


Homo saniens isonentenvl-dinhosDhate delta isomerase TIDIl^ mRNA 


NM 004507 


Homo sapiens 1-IUS1 checkpoint homolog (S. pombe) (HUS1), mRNA 


NM 004262 


Homo sapiens airway trypsin-like protease (HAT), mRNA 


NM 004752 


Homo sapiens glial cells missing homolog b (Drosophila) (GCMB), mRNA 


NM 004477 


Homo saniens FSHD refrion e:ene 1 fFRGH mRNA 


NM 004463 


Homo saniens facioeenital dvsolasia rAar.slcop-Scott svndrnmp^ HRGDl^ mRNA 


NM 004106 


Homo saniens Kc "nVacmnent nf To"T. hi oh affinitv T TPCPTitor fnr* camma 

polypeptide (FCER1G), mRNA 


NM 0044S6 


PTnmn Qanipns priharippr nf ypstp hnmnlncr 2 rryrosnnhila^ ^T^7^-^2^ mRNA 


NM 004100 


Homo sapiens eyes absent homolog 4 (Drosophila) (EYA4), mRNA 


nm noAAsn 


xiumu bdpicuo cxixidnucr ui ruuimcnuuy nomoiog ^JLTOoopmid^ yjCiissijy iiix\J.n/\ 


NM 004448 


T-Frvmn cQtri c 'v-/»T'h-h < 7 Rn/fViT r\ 1 q c fi r* 1f»iilr**rnia ttitq 1 nnpnapnp hr»Tnr*1r\<r 0 

neuro/glioblastoma derived oncogene homolog (avian) (ERBB2), mRNA 


NM 004445 


TTnmn sanipns FnhRfi rFPTTRfi^ mRNA 


NM 004416 


T-Tr\TYirt ccit^iphc pnHncnlfinp nlT*hji n^N^QA 1 ml?^JA 

AlUllIU OCtpiCilS GIlUUoUlllllC aipila ^JU>l>k>/^.^, lIHVLN/\ 


NM 004432 


HnTnn cnnif^nc T?T A\/ ^ pmnrvnn i" p li*i"nnl ci V\ti nrmci 1 vicinn T^rocrvnniiJi i-IiVp 2 ^TTti 

IIVJIIIU OdpiVliO iviv/l V ^villUl jr Ulliv 1CU.Jj3.1j dUilUl illctl VlolVJll, J_/lUoUpilll<l J 111VC z, ^xiu 

antiaen R i fFT AV7 2^ mRNA 


NM 004230 


Hnmn cnnipnc pnHnt'hf*1in1 HTpff*Tf*n+in'Hn , n cr^Tiin orvl trn H fr— TTrr*tpn*i-pnii'n1pH 

XlUillU OO.JJ1C112) CllUUlilC/liai UllJLt/lCllllallULl, S|JiilllgVlApiU. VJ"*pi VlvlH"VUUpi^U 

recentor 5 fFDGS'i mRNA 


NM 004421 


Hnmn Qanipns HishpvpllpH Hsh homnloo 1 1 rrVrnsnnhila^ fDVT 1^ mRNA 


NM_004399 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 1 1 (CHLl-like 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 2, mRNA 


NM 004378 


Homo sapiens cellular retinoic acid binding protein 1 (CRABP1), mRNA 


NM 004898 


Homo sapiens clock homolog (mouse) (CLOCK), mRNA 


NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, 1 (CETN1), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin 1 precursor (CBLN1), mRNA 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 
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(TATB31 mRNA 

^V^rVL«XJ J J, lAAAVLNiA. 


NM 004338 


TTrvmn QflTYlPTlQ pVir/vmncrvrrip 1R nnpn rpaHinO' friimp 1 fPlRrvrf*1\ -mPXTA 
xxuiiiu oajji^iio V/iuuiiiLiavJiiiv lo (jpcil itauiiig, iiaiiiG x ^louill IIaayIN /a 


NM 004725 


TTnmn QfltYiPTm T^TFR^ HnHHmo- nrnnlifrYi+pH \wr \^pn r r\m\r\^ t 7r\] 1 krvmr»lr\rr /imac+i 
XJLU111U aopiWlo i_> Ul-J J UUUUJilg UIUIlillUlLvU Uj UGIa£aa1UU<1ZAJ1Go J HUIilUlOg IVCooU 

(BUB3), mRNA 


NM 004316 

XilVx UUtJJU 


xxuiiiu oapiciid DUDi uuu-uing uluiiniuiLcu uy □cnzrXiiiiudxuics i noinoiog \ycdbij 
(BUB1 1 mRNA 

\aj \j xj i j j i 1 ix vi > 


NM 004331 


Homo sarviem TSCT 2/adenovim^ F 1R 1 91cD lnteractinff nrotpin 3-lilrp fRNTP^T ^ 

mRNA 


NM 004328 


Homo «:anipn<; "RPS1 -liVe /vpnQfi T ^ m'RNA 
XAvJiilU oapicilo xjv^vj 1 "llivC \jrGablJ ^ajV^O yx->) y IIAX\l>i t V 


NM 004045 


Homo ^aniprK ATTVI antioYi'Hant nrotpin 1 hnmnlno - fvPAQt^ f ATfW 1^ mPNA 
xxuxiiu oa^ivuo ni/vi aiiuuAXixaiii pi uiviAi a iiuixiuiug ^yGaoij a vA I Jy LLaaVa ixY 


NM 004849 


Homo QanipriQ APCt5 fmtonhfltrv 5-HVp pprpvicinpi f APfr^T ^ mPTSJA 


NM 004674 

A> 1VA v\/~w / "T 


TTomo ^flnipn<5 nQn2 ffl1"Kpnt email or Vinmpotip^-liVp fTjrr»cr\nrii1n^ ( A^!TT9T ^ 

mRNA 


NM 004316 


Homo sapiens achaete-scute complex-like 1 (Drosophila) (ASCL1), mRNA 


NM 004707 


Homo sarriem AP012 aiitonhap'v 12-1ikp (R rprpvi^iap^ ^APG19T ^ mPNA 


NM 004641 


Homo sanipn^ mvploifl/lvmnrioiH or miicpH-litiPAiyp IpnVpmifl frrifhnraY rinmnlna 

Drosophila); translocated to, 10 (MLLT10), mRNA 


NM 004301 


Homo sanienq T5AF53 fRAF53A i mRNA 


NM 001129 


Homo sapiens AE binding protein 1 (AEBP1), mRNA 


NM 003656 


xlUillU aapiCIla UcllL/lUXU/UalUlUUUlUl^cpCIlUCJlL piUlClIi KillaoC 1 ^V^/\iViJV 1 j 9 IIlxvLNxA. 


NM 000219 


XIUIHU oapiCIlD ipraUz.yiIlC ^ICIldl auiyiUlUOSla^ yL,lZ^) f JUx\xSx\. 


NM 000456 


ixuiiiu bdpieuo biuiuc OAiodse ^ovjv-/Aj, nuclear gene encoaing rniiocnonoriai 
TiTotpin mPNA 

LJUJLtlllj lllXVl^/X 


NM 000435 


Homo <?anipn^ NntrVi rinmnlna ^ rDrncnnriilfl^ ^^JOTPH^^ mPNA 


NM_000251 


Homo sapiens mutS homolog 2, colon cancer, nonpolyposis type 1 (E. coli) 
(TV1SH2^ mRNA 

yXVXiDXXJ^Jy llilvl yf\ 


NM 000249 


Homr* ^saniPTiQ mntT rir^mnloc 1 pnlnn rnnrpr nnnnnlimnoic fvnp 0 CfX r*r*M\ 

XJAJlilV oapiGXID illULL/ llUlllUlUg JL, vUlUll vail^vl, liUIipUiypUolo IjpC Z> IXv. t/Ullf 

(MLH1), mRNA 


"NM 000210 

AlAVA vvvAlU 


ixuiiiu oapicixa liilC£Ilil, aipxia O ^xlvJ/VO^, llixviN/\ 


NM 001537 


Homo sapiens heat shock factor binding protein 1 (HSBP1), mRNA 


NM 001499 


TTnmrv compile PI PXTA p»vr\rvrt mp>r1ia+/AT" li Ararict\ 17 1 T \ m'D'KIA 

xiuiiiu oapiciib vJxviZii x\j.n/\ cApon nicuiaiur-iiJic ^yeasiy [KJLiniL/j, rnxviN/v 


NM 001458 


Homo sapiens filamin C, gamma (actin binding protein 280) (FLNC), mRNA 


NM 001/144 


riomo sapiens iany acia Dinaing proiem d (jDsonasis-associateaj ^rADrDj, 
mRNA 


NM 001 

1>I 1V1 \J\J X *T J Z 


iiuiiiu ddpicna cpireguiin ^i^xvcvr ), raxviNA 


NM_001388 


Homo sapiens developmentally regulated GTP binding protein 2 (DRG2), 

mPNA 

IIlXvlN/A. 


NM_001340 


Homo sapiens cylicin, basic protein of sperm head cytoskeleton 2 (CYLC2), 

mPXJ A 


XITVyf 001 n£ 


xiomo sapiens cleavage summation iactor, j pre-KJN a, suounit j, / /icu 
(CSTF3), mRNA 




Homo sapiens cleavage stimulation factor, 3' pre-RNA subunit 2, 64kD 
(CSTF2), mRNA 


NM 001324 


Hnmo satiiertJ? cl cava op QtimnlariAn fnptnr T r>rp-RNA Qiihnnit 1 S01ri*i 

XX\J 11 l\J oaLJibllo WwOVOgC OlllllUldLlUli laVylUi, J piC IVLlAj oUUlXillL 1, Jtfl\J-/ 

(CSTF1), mRNA 


NM_001255 


Homo sapiens CDC20 cell division cycle 20 homolog (S. cerevisiae) (CDC20), 
mRNA 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 


NM_003413 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog, 
Drosophila) (ZIC3), mRNA 


NM_003412 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZIC1), 
mRNA 
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NM 003408 


Homo sapiens zinc finger protein 37 homolog (mouse) (ZFP37) mRNA 


NM 003409 


Homo sapiens zinc ringer protein 161 homolog (mouse) (ZFP161), mRNA 


NM 003680 


Homo sapiens tyrosyl-tRNA synthetase (YARS), mRNA 


NM 003390 


Homo sapiens WEE1+ homolog (S. pombe) (WEE1), mRNA 


NM 003565 


Homo sapiens unc-51-hke kinase 1 (C. elegans) (ULK1), mRNA 


NM_003345 


Homo sapiens ubiquitin-conjugating enzyme E2I (UBC9 homolog yeast) 
(UBE2I), mRNA 


NMJ03344 


Homo sapiens ubiquitin-conjugating enzyme E2H (UBC8 homolog, yeast) 
(UBE2H), mRNA 


NMJJ03343 


Homo sapiens ubiquitin-conjugating enzyme E2G 2 (UBC7 homolog, yeast) 
(UBE2G2), mRNA 


NM_003340 


Homo sapiens ubiquitin-conjugating enzyme E2D 3 (UBC4/5 homolog, yeast) 
(UBE2D3), mRNA ' 


NMJ)03338 


Homo sapiens ubiquitin-conjugating enzyme E2D 1 (UBC4/5 homolog, yeast) 
(UBE2D1), mRNA * y J 


NMJ)03968 


Homo sapiens ubiquitin-activating enzyme E1C (UBA3 homolog, yeast) 
(UBE1C), mRNA 


NM 003320 


Homo sapiens tubby homolog (mouse) (TUB), mRNA 


NM 003278 


Homo sapiens tetranectin (plasminogen binding protein) (TNA), mRNA 


NM_003260 


Homo sapiens transducm-like enhancer of split 2 (E(spl) homolog, Drosophila) 
(TLE2), mRNA 


NM 003920 


Homo sapiens timeless homolog (Drosophila) (TMELESSV mRNA 


NMJW3251 


Homo sapiens thyroid hormone responsive (SPOT14 homolog, rat) (THRSP), 
mRNA ' [ 


NM_003250 


Homo sapiens thyroid hormone receptor, alpha (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog, avian) (THRA), mRNA 


NM 003223 


Homo sapiens transcription factor AP-4 (activating enhancer binding protein 4) 
(TFAP4), mRNA ; 


NMJJ03222 


Homo sapiens transcription factor AP-2 gamma (activating enhancer binding 
protein 2 gamma) (TFAP2Q, mRNA 


NM_003221 


Homo sapiens transcription factor AP-2 beta (activating enhancer binding protein 
2 beta) (TFAP2B), mRNA 


NM_003220 


Homo sapiens transcription factor AP-2 alpha (activating enhancer binding 
protein 2 alpha) (TFAP2A), mRNA 


NM_000458 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
factor (TCF2), transcript variant a, mRNA 


NM 003181 


Homo sapiens T, brachyury homolog (mouse) (T), mRNA 


NM_003173 


Homo sapiens suppressor of variegation 3-9 homolog 1 (Drosophila) 
(SUV39Hl),mRNA 


NM 003171 


Homo sapiens suppressor of varl, 3-like 1 (S. cerevisiae) (SUPV3L1), mRNA 


NM 003169 


Homo sapiens suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H), mRNA 


NM 003168 


Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1) mRNA 


NM_003599 


Homo sapiens suppressor of Ty 3 homolog (S. cerevisiae) (SUPT3H), mRNA 


NM 003162 


Homo sapiens striatin, calmodulin binding protein (STRN), mRNA 


NM_J)U3134 


Homo sapiens signal recognition particle 14kD (homologous Alu RNA binding 
protein) (SRP14), mRNA 


NM_003088 


Homo sapiens singed-hke (fascin homolog, sea urchin) (Drosophila) (SNL), 
mRNA 


NM 003061 


Homo sapiens slit homolog 1 (Drosophila) (SLIT1), mRNA 


NM 003036 


Homo sapiens v-ski sarcoma viral oncogene homolog (avian) (SKI), mRNA 


NM 003031 


Homo sapiens seven in absentia homolog 1 (Drosophila) (SIAH1), mRNA 


NMJ)00193 


Homo sapiens sonic hedgehog homolog (Drosophila) (SHH), mRNA 
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NM 003003 


Homo sapiens SEC14-like 1 (S. cerevisiae) (SEC14L1), mRNA 


NM 002983 


Homo sapiens small inducible cytokine A3 (SCYA3), mRNA 


NM 002982 


Homo sapiens small inducible cytokine A2 (monocyte chemotactic protein 1) 
(SCYA2), mRNA 


NM 002981 

i A J.TJL \J\J KJ A. 


Homo sapiens small inducible cytokine Al, 1-309 (SCYA1), mRNA 


NM 003864 


Homo sapiens sin3-associated polypeptide, 30kD (SAP30), mRNA 


NM 002962 


Homo saniens SI 00 calcium binding nrotein A5 fS100A5^ mRNA 


NM 002960 


Homo saniens SI 00 calcium binding nrotein A3 fS100A3^ mRNA 


NM 00296*6 


Hnmn sanipns S1 00 calcium binding nrotein Al 0 fannexin FT lieand calnactin I 

1 X\JILL\J odL/ltllO uluv vnivlUill L/lxlUlllg LSI U twill fllv \*" I I1VAU1 XX iiguiiu, waipavuii x, 

liehtnolvDentidefDinKSlOOAlO) mRNA 


NM 003707 


Homo sapiens RuvB-like 1 (E. coli) (RUVBL1), mRNA 


NM 002944 


Unmn saniens v-ros TFR2 sarcoma vims oncogene homolof? 1 faviarA fROSl^ 
mRNA 


NM 002941 

1>1V1 \j\J X 


Homo saniens roundabout axon guidance recentor homolot? 1 (Drosonhila^ 
(ROBOl), mRNA 


NM 000126 


TTomo saniens retinaldehvde binding nrotein 1 fRTJ^PI^ mRNA 

XlVJlllVj OCVL/AwllO X WVXXXCMUwAl J Uv UlllUUlg L/l VLwlll X 11VUX/1 X J , LI 1 1 VI li t 


NM 009910 


flnmn sanipns "Rip-like pxnrpsspd in neurons fDrosonhila*^ fRlN^ mRNA 
jjLUiiiv oajjit/iio jvil/ lint*, (/Apiwoo&u 111 ui/uiuiia \x^x\jo\jLjiLii.aj yivui nxxxi^iix. 


NM 003961 

lilYl J yu 1 


Homo saniens rhomboid, veinlet-like 1 fDrosonhila^ fRHBDO mRNA 


NM.002912 


Homo sapiens REV3-like, catalytic subunit of DNA polymerase zeta (yeast) 
fl*EV31Vl mRNA 

^x\j— < v jx-tj) 1 1 uvi » n 


NM 002900 


Homo saniens retinol binding nrotein 3 interstitial fRBP3^ mRNA 


NM 002894 


Homo sapiens retinoblastoma binding protein 8 (RBBP8), mRNA 


NM 002888 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 1 
(RARRES1), mRNA 


NM 002879 


Homo sapiens RAD52 homolog (S. cerevisiae) (RAD52), mRNA 


NM 002878 


Homo sapiens RAD51-like 3 (S. cerevisiae) (RAD51L3), mRNA 


NMJM2875 


Homo sapiens RAD51 homolog (RecA homolog, E. coli) (S. cerevisiae) 
(RAD51), mRNA 


NM 002874 


Homo sapiens RAD23 homolog B (S. cerevisiae) (RAD23B), mRNA 


NM 002853 


Homo sapiens RAD1 homolog (S. pombe) (RAD1), mRNA 


NM 002873 

XllYX \J\J \J 1 *J 


Homo saniens RAD 17 homoloe (S nombe"i fRAD17 , i mRNA 


NM 000264 


Homo saniens natched homolop fDrosonhila'J rPTCHl mRNA 

llvlilv OuyiVltO pOlVllvU UvulVlUg ^ixxx-ro^/j^xxixtxy ^X 1 VlJiyj 1 i LXVX nx 


NM 003738 


Homo sapiens patched homolog 2 (Drosophila) (PTCH2), mRNA 


NM 002616 


l-Tomo saniens nprioH homolop 1 rOrosonbila^ rPFR1^ mRNA 


NM_002600 


Homo sapiens phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 

Huncp homolotr Drosonbila^ fl^TYPulR^ mRNA i 


>jm nnosfis 

iNJVx UWJDo 


TJr\-tnr> canipric Y>f\\\rl A 1 nitinitior t^rrttpin ovtot^l n cm if 1 fPARPi 1 1 ttiK^JA 
IxUxilU oapi&Uo \J\Jiy\^jr\) UlllLUllg ^IlliLCllx, LULJlClallllv 1 ^1 AUXV/ij, illlvX^ii. 


MM finiQ19 


1-T fvmn cfl"nipnc cii'nnTPccinn tiimnTicrpnipitv 1 ^ f* nl r\n parf*inrvma^ rFTcn70 

xxUxllU octpidlo o LLU Ul wdolUll Ux LUxxlUl Igdiivl Ljr iJ ^vUAUU vol wlllVJllld y ^lXop/U 

interacting protein) (ST13), mRNA 


MM 00^71^ 

iNlYx vUJ / 1 J 


l-Trvmn CiJTV^no v^ci/^lf* Hr^pVrn o Tifotpin n 1 1 ^ 1 mT?^TA 
XxUlilU dapiCXlo YvoXOiC UUlsJVilig piULClii pi I J \Jt iiJJ) ilxTVL^^x. 


NM_002553 


Homo sapiens origin recognition complex, subunit 5-like (yeast) (0RC5L), 

ml? NT A 
IlixVlNrV 


NMJ)02552 


Homo sapiens origin recognition complex, subunit 4-like (yeast) (ORC4L), 
mRNA 


NM 003634 


Homo sapiens nipsnap homolog 1 (C. elegans) (NIPSNAP1), mRNA 


NM 002499 


Homo sapiens neogenin homolog 1 (chicken) (NEOl), mRNA 


NM_002484 


Homo sapiens nucleotide binding protein 1 (MinD homolog, E. coli) (NUBP1), 
mRNA 


NM_003827 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, alpha 
(NAPA), mRNA 


NM_002466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian)-like 2 
(MYBL2), mRNA 
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NM 002448 


Homo sapiens msh homeo box homolog 1 (Drosophila) (MSX1), mRNA 


NM_003576 


Homo sapiens serine/threonine kinase 24 (STE20 homolog, yeast) (STK24), 
mRNA 


NM 002442 


Homo sapiens musashi homolog 1 (Drosophila) (MSI1), mRNA 


NM 002441 


Homo sapiens mutS homolog 5 (E. coli) (MSH5), mRNA 


NM 002440 


Homo sapiens mutS homolog 4 (E. coli) (MSH4), mRNA 


NM 002439 


Homo sapiens mutS homolog 3 (E. coli) (MSH3), mRNA 


NM 002405 


Homo sapiens manic fringe homolog (Drosophila) (MFNG), mRNA 


NM 002402 


Homo sapiens mesoderm specific transcript homolog (mouse) (MEST), mRNA 


NM_002398 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog (mouse) 
(MEIS1), mRNA 


NMJ)02393 


Homo sapiens Mdm4, transformed 3T3 cell double minute 4, p53 binding protein 
(mouse) (MDM4), mRNA 


NM_002392 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2, mRNA 


NMJ)03906 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
associated protein (MCM3AP), mRNA 


NM_002360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog K 
(avian) (MAFK), mRNA 


NM_002359 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog G 
(avian) (MAFG), mRNA 


NM 003550 


Homo sapiens MAD1 mitotic arrest deficient-like 1 (yeast) (MAD1L1), mRNA 


NM 003937 


Homo sapiens kynureninase (L-kynurenine hydrolase) (KYNU), mRNA 


NM 002269 


Homo sapiens karyopherin alpha 5 (importin alpha 6) (KPNA5), mRNA 


NM 003772 


Homo sapiens jerky homolog-like (mouse) (JRKL), mRNA 


NM_002202 


Homo sapiens ISL1 transcription factor, LIM/homeodomain, (islet-l) (ISL1), 
mRNA 


NM 003604 


Homo sapiens insulin receptor substrate 4 (IRS4), mRNA 


NM 001570 


Homo sapiens interleukin- 1 receDtor-associated kinase 2 fTRAK2^ mRNA 


NMJ)03866 


Homo sapiens inositol PolvnhosDhate-4-phosphatase tvne IT 1 051cD ( 1NPP4*R^ 
mRNA 


NM_001536 


Homo sapiens HMT1 hnRNP methvltransferase-like 2 (S cerevisiae^ 
(HRMT1L2), mRNA 


NM_001535 


Homo sapiens HMT1 hnRNP methyltransferase-like 1 (S. cerevisiae) 
JHRMT1L1), mRNA 


NM.003806 


Homo sapiens harakiri, BCL2 interacting protein (contains only BH3 domain) 
(HRK),mRNA 


NM 002152 


Homo sapiens histidine rich calcium binding protein (HRC), mRNA 


NM_002114 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 1 
(HIVEP1), mRNA 


NM 003710 


Homo sapiens serine protease inhibitor, Kunitz type 1 (SPINT1), mRNA 


NM_000179 


Homo sapiens mutS homolog 6 (E. coli) (MSH6), mRNA 


NM 000839 


Homo sapiens glutamate receptor, metabotropic 2 (GRM2), mRNA 


NM 002077 


Homo sapiens golgi autoantigen, golgin subfamily a, 1 (GOLGA1), mRNA 


NM_003878 


Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygammaglutamyl 
hydrolase) (GGH), mRNA 


NM_001488 


Homo sapiens transcriptional adaptor 2 (ADA2 homolog, yeast)-like (TADA2L), 
mRNA 


NM 001487 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 1 (yeast) 
(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA 
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NM 002051 


Homo sapiens GATA binding protein 3 (GATA3), mRNA 


NM 002050 


Homo saniens GATA bindine orotein 2 CGATA2V mRNA 


NM 002049 


Homo sapiens GATA binding protein 1 (globin transcription factor 1) (GATA1), 
mRNA 


NM 002040 


Homo sapiens GA binding protein transcription factor, alpha subunit (60kD) 
(GABPA), mRNA 


NM 002039 


Homo sapiens GRB2-associated binding protein 1 (GAB1), mRNA 


NM 003508 


Homo sapiens frizzled homolog 9 (Drosophila) (FZD9), mRNA 


NM 003507 


Homo sapiens frizzled homolog 7 (Drosophila) (FZD7), mRNA 


NM 003506 


Homo sapiens frizzled homolog 6 (Drosophila) (FZD6), mRNA 


NM 003468 


Homo sapiens frizzled homolog 5 (Drosophila) (FZD5), mRNA 


NM 003505 


Homo sapiens frizzled homolog 1 (Drosophila) (FZD1), mRNA 


NM 001465 


Homo sapiens FYN binding protein (FYB-120/130) (FYB), mRNA 


NM 002031 


Homo sapiens fyn-related kinase (FRK), mRNA 


NM 003717 


Homo sapiens neuropeptide FF-amide peptide precursor (NPFF), mRNA 


NM 001457 


Homo sapiens filamin B, beta (actin binding protein 278) (FLNB), mRNA 


NM 001456 

l^ilVl. \J\J 1"J \J 


ffflmn sanien*? filamin A alnha fflntin binding nrotpin 980^ fFT.NA^ mR"NTA 

LX\JkXl\J Od\J X\sllO AliCU 11111 ii) CtlfJ lid \jCL\sMXX UlUUlUg plUlvlil £tfJ\J J yJ. IvlliX Jy 11 U.VJL in 


NM 002018 


Homo sapiens flightless I homolog (Drosophila) (FLII), mRNA 






NM 001990 


Homo sapiens eyes absent homolog 3 (Drosophila) (EYA3), mRNA 


INIVI UUUjUj 


UrvYTirv cantpnc f*\ if*c ancpnt rifvmnlrtfT 1 ti Vmcnnnila l hRV A 1 » ««P'M A 

xioiiiu oapiciio cyco atJbcni xiumuiug i iijruoupniiaj ^ni inr^iNA 




nomo sapiens cvc, evcn-bKippeu numco do a nomoiog i ^J^uoopniiaj ^cvAij, 
mRNA 


NM_001982 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 
(avian^ fFRBB3 1 mRNA 

yd V lull J ^UlvUU J Jy 1 1 XX\A. ^ fi. 


NMJ03584 


Homo sapiens dual specificity phosphatase 11 (RNA/RNP complex 1- 
interactin fDT JSP 1 H mRNA 


NM 003859 


TlVvmn cnrviMiQ Hn1ipV>v1-r>Vir>cnTintf* ■mnTinAQvltmncflprsicp nrtlvnPTvriHp 1 pfltnlvrir* 
AivJiiiu oafJiviio Liuiiviij' i ^jii\jcs^jiidi\^ xiiciiui\Jay m oiiaici uot uwijr ut^puvit i, wdicLijrtUr 

subunit CDPMH mRNA 


NM 001928 


Homo saniens D cnmnonent of comnlement fadinsin^ fDF^ mRNA 

X XxJXXlxJ OUUlvllJ JLx WitlL/V/llV/llV \J X WlHyJ X\*XXl\*XX\> l UU1 L/Olll J 11>1 J y XXXX.\^X 1Z 1 


NM 003649 

X 1 ItX \J\J -J V/i ✓ 


Homo saniens D-a^nartate oxidase fDDO^ transcritit variant 1 mRNA 


NM 001343 

i. TlVA \J\J X JTJ 


TTomo sanien^ disabled homolog 2 mitoffen-resnonsivp "nbosnhonrotRin 
(Drosophila) (DAB2), mRNA 


NM 001913 

ill"! \J \J X S 1 J 


Homo saniens cut-like 1 CC AAT disolacement nrotein fDrosotrhila^ fCTlJTLl^ 
mRNA 


NM 001316 


Homo sapiens CSE1 chromosome segregation 1-like (yeast) (CSE1L), mRNA 


NM 003652 


Homo saniens earboxvnentidase 7, fCTP7^ mRNA 


NM 003909 


Homo sapiens copine m (CPNE3), mRNA 


INiVJL VUJ71J 


tTriTrirk canipnc PAninp T ^ f^P'MT-J' 1 ^ mPWA 

nuxnu oapiciib uupmc i ^liinc i^, 


nm oonos 

J.N1Y1 UUIJUO 


Urtirin carvipnc parVu'iwnpn'HHiicp W nr»1\m^r\fi r^f» 1 ^nVT*1 ^f^PMI^ mT^^TA 


MM 001 841 

iNlVl uUlOHl 


nUUlU oapiCIlo walulaDlIIUlU. XCwCpiUl Z> ^ITlat/ropilagCy ^^lNJ\Xy 5 IIlIxIN/Y 


NM 001280 


Homo sapiens cold inducible RNA binding protein (CIRBP), mRNA 


iNlVl wU 1 L. 1 H 


nomo sapiens v^xuv i cncu&puuii nomoiug 10, pomoe^ ^i^rLcr^i ) 9 ihjvin/\ 


NM 001806 


Homo saniens CCAAT/enhancer bindine nrotein fC/EBP^ eamma fCEBPG^ 
mRNA 


NMJHB655 


Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), 
mRNA 


NM 001749 


Homo sapiens calpain, small subunit 1 (CAPNS1), mRNA 


NM 000716 


Homo sapiens complement component 4 binding protein, beta (C4BPB), mRNA 


NM 000715 


Homo sapiens complement component 4 binding protein, alpha (C4BPA), 
mRNA 


NM 001726 


Homo sapiens bromodomain, testis-specific (BRDT), mRNA 
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Homo satriens RCL2/adenovinis E1B 19kD interacting orotein 1 CBNIPII 
transcript variant BNIP1, mRNA 


NM 001714 


Homo satriens Bicaudal D homoloff 1 (Drosonhila) (BICDH mRNA 


NM 003766 


Homo saniens heclin 1 fcoiled-coil mvosin-like BCL2 interacting nroteihi 
(BECN1), mRNA 


NM 003567 


Homo sapiens breast cancer anti-estrogen resistance 3 (BCAR3), mRNA 


NM 001189 


Homo saniens baeoine homeobox homoloe 1 (Drosonhila) (BAPX1 \ mRNA 

llvlllv 0UU1V11O \J\XyL. LS 1 LVW UvlllVVwv/V UvlUViVg *■ y*/* vuv|/*ii***y ^a^a u »* x y j a i i a *■ 


NM_001698 


Homo sapiens AU RNA binding protein/enoyl-Coenzyme A hydratase (AUH), 
nuclear ffene encodine mitochondrial nrotein mRNA 


NM 001672 

XilYX \J\i x\J f 


Homo saniens agouti sisnalins nrotein nona&outi homolos ( mouse) ( ASB?\ 

llUlllv UUL/l WllU agvUU Ulfiimilllft L/4VVWllAj UVUUbUUU llvlUVlvg »AAAV**WWI W m/aa y j 

mRNA 


NM 001638 


Homo sapiens apolipoprotein F (APOF), mRNA 


NM 003977 

X^IXYA \J\JJs 1 1 


Homo ^aniens arvl bvdrocarbon recentor interacting nrotein f ADO mRNA 


NM 001 HR 


Hnmn QnriipnQ noTiiiti rplatpd rvrntpiii hfYmolop finoii^e^ fAGRP^ transcrint 

XxUlllU OuUlvllO OgvUU IWldlwU LJlV/LwilX XlV/XXlVslV/j^ ^iXXVJWOw J \^ilVJ XVX Jy UOUOvl *r' 

variant 1, mRNA 




Unmn cnnipnQ T)naT fHoiVllVi VinmnloD - ^iihmmilv H mpmhpr 6 fTYNIA FR^Tl 

XxUIllU oapiWliO i-/XlCW \Xx.0^r1V^ llUxxiUiU££, OUUlOUllljr U, IJLl&lllU^l V ^JL/1^xxJJL>W^j 

mRNA 


NM 025225 


Homo saniens hvnothetical nrotein (U796I17 1 fDJ796T17.1). mRNA 


NM 0S8165 

X^fxYJL UJOIUJ 


Hrvmn ^anieri*? dianvlfylveerol acvl transferase 2 -like fTX*rAT2-1ike^ mRNA 

xxuixxis <9Ci|siwXia ixxcxv/ jr xgijr wwiui av/jriucLxiaxv'Xciov x» ixxvw ^i/\jn.x^ ixxwy, iiuviixi 


NM 001861 


Homo saniens cytochrome c oxidase summit IV isoform 1 fCOX4Il) nuclear 
gene encoding mitochondrial protein, mRNA 


NM 014491 

X ^ XVX V/ X 1 » S L 


Homo saniens forkhead box P2 fFOXP2\ mRNA 

llVlllV UUplVllJ IVllUlvllU vVA X X* 11 W41X /) HlXVl X 


NM 054110 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 7 (GALNT7), mRNA 


NM 006726 


Homo sapiens vesicle trafficking, beach and anchor containing (LRBA), mRNA 


NM 020663 


Homo sapiens TClO-like Rho GTPase (TCL), mRNA 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (xALS2), mRNA 


NM 052852 


Homo sapiens hypothetical zinc finger protein MGC2396 (MGC2396), mRNA 


NM 053043 


Homo sapiens hypothetical protein MGC20460 (MGC20460), mRNA 


NM 053017 


Homo sapiens ADP-ribosyltransferase 5 (ART5), mRNA 


NM 052999 


Homo sapiens chemokine-like factor-like protein CKLFH1 (CKLFH1), mRNA 


NM_052881 


Homo sapiens hypothetical protein dJ734P14.5 (novel C2H2 type zinc finger 
protein) (MGC20504), mRNA 


NM 052968 


Homo sapiens apolipoprotein A-V (APOA5), mRNA 


NM 052960 


Homo sapiens retinoid binding protein 7 (RBP7), mRNA 


NM 052959 


Homo sapiens pannexin 3 (PANX3), mRNA 


NM 052948 


Homo sapiens sorting nexin 26 (SNX26), mRNA 


NM 052947 

X ~ XT 1 V w w ✓ f 


Homo sapiens heart alpha-kinase (HAK), mRNA 


NM 052946 

xNxYJL \) J £.J"~1\J 


Homo saDiens hvnothetical nrotein MGC20702 fMGG20702^ mRNA 


NM 052943 


Homo saniens hvoothetical nrotein MGC 16491 (1V1GC16491\ mRNA 

llvlHw kJ** r IXJr yf VIUVI4VUI pi \/ IrVUl ITlv VI vT^ x y*tax/\/* v»y X Jy XXXI XX 1* x 


NM 052941 


Homo sapiens guanylate binding protein 4 (GBP4), mRNA 


mm 0S293S 


Homo saniens hvnothetical nrotein MGC20781 fMGC2078n mRNA 




Homo saniens neniiHoalvcan recocmitioTi nrotein L nrecursor rPGT.YRP^ mRNA 

XXUllllS wllO ^J^YJtXKHJ^fXy VCUI lVvUgXXlll\Jll JJX ulvlll X-/ pivVUloul y^X vJ X-/ X XVX XXXXVX 


NM_052885 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 13 
(SLC2A13), mRNA 


NM 052884 


Homo sapiens sialic acid binding Ig-like lectin 1 1 (SIGLEC1 1), mRNA 


NM 052877 


Homo sapiens similar to hypothetical protein MNCb-2386 (MGC 17544), mRNA 


NM 052876 


Homo sapiens transcriptional repressor NAC1 (NAC1), mRNA 


NM_052873 


Homo sapiens MGC16028 similar to RIKEN cDNA 1700019E19 gene 
nyIGC16028),niRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM 052870 


Homo sapiens sorting nexin 1 8 (SNX1 8), mRNA 
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NM_052859 


Homo sapiens putative endoplasmic reticulum multispan transmembrane protein 
(RFT1), mRNA 


NM 052858 


Homo sapiens similar to RUCEN cDNA 1810006A16 gene (LOC91862), mRNA 


NM 052855 


Homo sapiens hypothetical protein MGC15396 (MGC15396), mRNA 


NM 052854 


Homo sapiens old astrocyte specifically induced substance (OASIS), mRNA 


NM 052844 


Homo sapiens hypothetical protein MGC20486 (MGC20486), mRNA 


NM 052839 


Homo sapiens pannexin 2 (PANX2), mRNA 


NM 033551 


Homo sapiens hypothetical protein MGC19556 (MGC19556), mRNA 


NM 033549 


Homo sapiens hypothetical gene MGC1 127 (MGC1 127), mRNA 


NM 033546 


Homo sapiens myosin regulatory light chain (MLC-B), mRNA 


NM_033544 


Homo sapiens similar to cyclin-E binding protein 1 (H. sapiens) (MGC14386), 
mRNA 


NM 033515 


Homo sapiens MacGAP protein (MacGAP), mRNA 


NM 033519 


Homo sapiens olfactory receptor sdolf (sdolf), mRNA 


NM 033516 


Homo sapiens protein kinase NYD-SP25 (NYD-SP25), mRNA 


NM 032231 


Homo sapiens hypothetical protein FU22875 (FLJ22875), mRNA 


NM 018437 


Homo sapiens hypothetical protein EDAG-1 (EDAG-1), mRNA 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2), mRNA 


NM 033377 


Homo sapiens chorionic gonadotropin beta polypeptide 1 fCGBI^ mRNA 


NM 033448 


Homo sapiens keratin 6 irs (KRT6IRS), mRNA 


NM 033424 


Homo sapiens similar to MYOSIN HEAVY CHAIN CARDIAC MTTSCT F \ 
ALPHA ISOFORM fMYHC-ALPHAI (M museums} (LOC92771 , l mRNA 


NM_033445 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 
(MGC3 165), mRNA 


NM 033439 


Homo sapiens DVS27-related nrotein fDVS27> mRNA 


NM 033440 


Homo sapiens elastase 2A (ELA2A), mRNA 


NM 033438 


Homo sapiens CD84-H1 precursor (CD84-H1) mRNA 


NMJ)33423 


Homo sapiens similar to eranzvme B ( pranzvme 2 cvtotrrc \c T-lvmnhorvfp- 
associated serine esterase 1) (H. sapiens) (CTLA1), mRNA 


NM 033411 


Homo sapiens hypothetical protein MGC13523 (MGC13523), mRNA 


NM_033416 


Homo sapiens similar to HYPOTHETICAL 34 0 KDA PROTEIN ZK795 3 IN 
CHROMOSOME IV (MGC19606), mRNA 


NM 033413 


Homo sapiens hypothetical gene MGC 1 63 09 (MGC 1 6309), mRNA 


NM 033410 


Homo sapiens hypothetical protein MGC 13138 (MGC 13138), mRNA 


NM 033419 


Homo sapiens hypothetical gene MGC9753 (MGC9753), mRNA 


NM 014083 


Homo sapiens PRO0767 protein (PRO0767), mRNA 


NM 033043 


Homo sapiens chorionic gonadotropin, beta polypeptide 5 (CGB5), mRNA 


NMJ)31451 


Homo sapiens hypothetical protein MGC4766 similar to testis specific protein 
TES101RP (MGC4766), mRNA 


NM 033183 


Homo sapiens chorionic gonadotropin, beta polypeptide 8 (CGB8), mRNA 


NM 020443 


Homo sapiens hypothetical protein MGC 14961 (MGC14961), mRNA 


NM 033343 


Homo sapiens LIM homeobox protein 4 (LHX4), mRNA 


NM 033318 


Homo sapiens hypothetical cene supported bv AL449243 (LOC91 689^ mRNA 


NM 033328 


Homo sapiens capping protein alpha 3 (CAPPA3), mRNA 


NM 033315 


Homo sapiens ras-like protein VTS58635 (VTS58635), mRNA 


NM 033309 


Homo sapiens hypothetical protein MGC4655 (MGC4655), mRNA 


NM_033296 


Homo sapiens T-cell activation protein (PGR1), mRNA 


NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), mRNA 


NM_033280 


Homo sapiens similar to signal peptidase complex (l8kD) (LOC90701), mRNA 


NM_033196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTF1) (H. sapiens) (LOC91 120), mRNA 


NM 033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA 
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NM 033261 


Homo sapiens diphosphate dimethylallyl diphosphate isomerase 2 (IDI2), mRNA 


NM 033254 


Homo sapiens brother of CDO (BOC), mRNA 


NM 033204 


Homo sapiens hypothetical gene DKFZp570I0164 (DKFZp570I0164), mRNA 


NM 033259 1 


Homo sapiens CaM-KLT inhibitory protein (CAM-KILN), mRNA 


NM 032597 


Homo saniens testes develonment-relatedNYD-SP21 (NYD-SP2H mRNA 


NM 033212 


Homo saniens hvnothetical eene simnorted bv BC004307' RC008285 
(MGC 10992), mRNA 


NM 033208 


Homo sapiens similar to jerky (mouse) homolog-like (LOC91 151), mRNA 


NM 033195 


Homo sapiens lactate dehydrogenase A -like (LDHL), mRNA 


NM 015643 


Homo sapiens DKFZP434F122 protein (DKFZP434F122), mRNA 


NM 032604 


Homo sapiens lung alpha/beta hydrolase 1 (LABH1), mRNA 


NM 032133 


Homo sapiens hypothetical protein DKFZp434N1415 (DKFZP434N1415), 
mRNA 


NM 030803 


Homo sapiens hypothetical protein FLJ10035 (FU10035), mRNA 


NM 024062 


Homo sapiens hypothetical protein MGC5338 (MGC5338), mRNA 


NM 024059 


Homo sapiens hypothetical protein MGC5356 (MGC5356), mRNA 


NM 016542 


Homo sapiens serine/threonine protein kinase MASK (MST4), mRNA 


NM 033127 


Homo sapiens regucalcin gene promoter region related protein (RGPR), mRNA 


NM 033128 


Homo sapiens scinderin (SCIN), mRNA 


NM 033058 


Homo saniens rine fineer nrotein 29 fRNF29^ mRNA 


NM 033116 


Homo sapiens hvDothetical Drotein MGC16714 (MGC16714) mRNA 

xxuiiiu r xxjr xw i*xxwwxv**x pi viviii irxw vi v / x ■ li'iwiv / x * Jy xxxxvx iX X. 


NM 033123 


Homo sapiens testis-development related NYD-SP27 (NYD-SP27), mRNA 


NM 033126 


Homo sapiens serine/threonine kinase PSKH2 (PSKH2), mRNA 


NM 033124 


Homo sapiens NYD-SP28 protein (NYD-SP28), mRNA 


NM 033122 

X ^ A*A v *J *S X XV Xw 


Homo saniens testis develonment Drotein NYD-SP26 (NYD-SP26^ mRNA 


NM 033114 


Homo saniens MADP-1 nrotein (MADP-1^ mRNA 

XXV/lXlV/ OUpi VXIO XTXXJLAVX X j/ivlvUl ^JlTXiiXvX X J y llilVi "XX 


NM 033083 


Homo saniens EAF1 nrotein fEAF I") mRNA 

UUliiU OU^/lVLli} iJiU X J/1 1/iwUl ^A_*aAA A J } HAAvA "1X1 


NM 033087 


Homo sapiens hypothetical protein FLJ145 1 1 (FLJ145 11), mRNA 


NM 024512 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM 006029 


Homo sapiens paraneoplastic antigen MAI (PNMA1), mRNA 


NM 033025 


Homo sapiens hypothetical protein FLJ1351 1 (7h3), mRNA 


NMJH5169 


Homo sapiens homolog of yeast ribosome biogenesis regulatory protein RRS1 
(RRS1), mRNA 


NM 015129 


Homo sapiens septin 6 (SEP2), mRNA 


NM 032838 


Homo saniens hvnothetical nrotein FLJ 14779 fFLJ 14779) mRNA 

lAUlilV UUL/J-ViXu X XT \J UlvUVUl r l»WXXX X JJi/ X T f f wf 11 X^«F X 1^ / f ^ Jy XX XX. XX *X X 


NM 032206 


Homo saniens hvnothetical nrotein FTJ21709 fFLJ21709) mRNA 

X X V/XXXVy JUplvlitf J L/vUlvVlVUl Ul V WviXl X X^t/u A. / %/✓ 11 XWw X* X / \I ^ Jy XX XX XX 1 X X 


NM 032797 

X ~ Irx w 9 ^ i 


Homo saniens hvnothetical nrotein FIJI 4497 fFLJ 1 4497 1 mRNA 


NM 032472 


Homo saniens nentidvlnrolvl isomerase fcvclonhilinVlilce 3 fPPTL3 1 mRNA 

AAV/IAIV OOLJIV/AAO LyWLJLAUJr ALVAUAjr I lOWlH^/l uuv V^Jr j/lAAAlAAy llXWv J y_A A XX**/ J) AAALVL^tAx. 


NM 032936 


Homo saniens DP32 mC\T\ mRNA 


NM 032577 
iii'i \i ****** 1 1 


Homo saniens melanoma-associated ehonHroitin sulfate nroteofflvcan-lilce 

AAV/111V/ OClLJIVllO AllwiCUlUlllO aOOuvlHVvU wllVJllvAA V/lllAl OuilulV yJV \J Ivucl V wOii lllvw 

(LOC84664) mRNA 


NM 032933 

A^IAYA \J*) **s »J *J 


Homo saniens hvnothetical nrotein MGC1 1 186 (MGC1 13861 mRNA 


NM 032929 


Homo saniens hvnothetical nrotein MGC14793 (MGCA 4793^ mRNA 


NM 032928 


Homo sapiens hypothetical protein MGC14141 (MGC14141), mRNA 


NM 032927 


Homo sapiens hypothetical protein MGC13159 (MGC13159), mRNA 


NM 032926 


Homo sapiens hypothetical protein MGC15737 (MGC15737), mRNA 


NM 032921 


Homo sapiens hypothetical protein MGC15875 (MGC15875), mRNA 


NM 032909 


Homo sapiens hypothetical protein MGC14139 (MGC14139), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC14407 (MGC14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC14156 (MGC14156), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC14439 (MGC14439), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC14425 (MGC14425), mRNA 



273 



WO 03/074654 



PCT/US03/05028 



NM_032902 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 16A 
(PPP1R16A), mRNA 


NM 032901 


Homo sapiens hypothetical protein MGC14288 (MGC14288). mRNA 


NM 032899 


Homo sapiens hypothetical protein MGC14128 (MGC14128), mRNA 


NM 032898 


Homo sapiens hypothetical protein MGC14126 (MGC14126), mRNA 


NM 032897 


Homo sapiens hypothetical protein MGC14436 (MGC14436), mRNA 


NM 032896 


Homo sapiens hypothetical protein MGC14388 (MGC14388), mRNA 


NM 032892 


Homo sapiens hypothetical protein MGC14161 (MGC14161), mRNA 


NM 032891 


Homo sapiens hypothetical protein MGC12928 (MGC12928), mRNA 


NM 032890 


Homo sapiens hypothetical protein MGC13 130 (MGC13130), mRNA 


NM 032887 


Homo sapiens hypothetical protein MGC16037 (MGC16037), mRNA 


NM 032885 


Homo sapiens hypothetical protein MGC15906 (MGC15906), mRNA 


NM 032882 


Homo sapiens hypothetical protein MGC15827 (MGC15827), mRNA 


NM 032881 


Homo sapiens U7 snRNP-specific Sm-like protein LSM10 (LSM10), mRNA 


NM 032880 


Homo sapiens hypothetical protein MGC 15730 (MGC15730), mRNA 


NM 032878 


Homo sapiens hypothetical protein MGC 15677 (MGC 15677), mRNA 


NM 032873 


Homo sapiens hypothetical protein MGC15437 (MGC15437), mRNA 


NM 032867 


Homo sapiens hypothetical protein FLJ14966 (FLJ14966), mRNA 


NMJ)32865 


Homo sapiens hypothetical protein FU14950 (FU14950), mRNA 1 


NM 032861 


Homo sapiens hypothetical protein FLJ14917 (FLJ14917), mRNA 


NM 032859 


Homo sapiens hypothetical protein FLJ14906 (FLJ14906), mRNA 1 


NM 032856 


Homo sapiens hypothetical protein FLJ14888 (FLJ14888), mRNA 


NM 032855 


Homo sapiens hematopoietic SH2 protein (HSH2), mRNA 


NM_032854 


Homo sapiens hypothetical protein FLJ14871 (FLJ14871), mRNA 


NM 032850 


Homo sapiens hypothetical protein FU14840 (FLJ14840), mRNA 


NM 032849 


Homo sapiens hypothetical protein FLJ14834 (FU14834), mRNA 


NM 032847 


Homo sapiens hypothetical protein FLT14825 (FLJ14825), mRNA 


NM 032846 


Homo sapiens hypothetical protein FLJ14824 (FU14824), mRNA 


NM 032844 


Homo sapiens hypothetical protein FU 148 13 (FU14813), mRNA 


NM 032843 


Homo sapiens hypothetical protein FLJ148 10 (FLJ14810), mRNA 


NM 032842 


Homo sapiens hypothetical protein FU14803 (FLJ14803), mRNA 


NM 032840 


Homo sapiens hypothetical protein FLJ14800 (FLJ14800), mRNA 


NM 032839 


Homo sapiens hypothetical protein FU14784 (FLJ14784), mRNA 


NM 032837 


Homo sapiens hypothetical protein FU14775 (FLJ14775), mRNA 


NM_032836 


Homo sapiens hypothetical protein FU14768 (FLJ14768), mRNA 


NM_032834 


Homo sapiens hypothetical protein FU14751 (FU14751), mRNA 


NM_032833 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15B 
(PPPlR15B),raRNA 


NM 032832 


Homo sapiens hypothetical protein FU14735 (FLJ14735), mRNA 


NM_032831 


Homo sapiens CAP-binding protein complex interacting protein 2 (CBCIP2), 
mRNA 


NM 032830 


Homo sapiens hypothetical protein FLU4728 (FLJ14728), mRNA 


NM 032829 


Homo sapiens hypothetical protein FLT14721 (FLJ14721), mRNA 


NM 032828 


Homo sapiens ubiquitin UBF-fl (UBF-fl), mRNA 


NM 032827 


Homo sapiens hypothetical protein FLJ14708 (FLJ14708), mRNA 


NM 032826 


Homo sapiens hypothetical protein FLJ14697 (FLJ14697), mRNA 


NM 032825 


Homo sapiens hypothetical protein FLJ14686 (FLJ14686), mRNA 


NM 032821 


Homo sapiens hypothetical protein FLJ14665 (FLJ14665), mRNA 


NM 032817 


Homo sapiens hypothetical protein FU14641 (FLT14641), mRNA 


NM 032816 


Homo sapiens hypothetical protein FU14640 (FLJ14640), mRNA 


NM 032814 


Homo sapiens hypothetical protein FLJ14627 (FU14627), mRNA 


NM 032811 


Homo sapiens hypothetical protein FU 14621 (FLJ14621), mRNA 
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NM 032810 


Homo sapiens hypothetical protein FLJ14600 (FLF14600), mRNA 


NM 032809 


Homo sapiens hypothetical protein FU14596 (FU14596), mRNA 


NM 032808 


Homo sapiens hypothetical protein FLJ14594 (FU14594), mRNA 


NM 032807 


Homo sapiens hypothetical protein FU14590 (FLJ14590), mRNA 


NM 032806 


Homo sapiens hypothetical protein FIJI 45 66 (FIJI 4566), mRNA 


NM 032805 


Homo sapiens hypothetical protein FU14549 (FLF14549), mRNA 


NM 032802 


Homo sapiens hypothetical protein FLJ14540 (FU14540), mRNA 


NM_032799 


Homo sapiens hypothetical protein FU14524 (FLJ14524), mRNA 


NM 032796 


Homo sapiens reserved (SYAP1), mRNA 


NM 032792 


Homo sapiens hypothetical protein FLT14486 (FLJ14486), mRNA 


NM 032790 


Homo sapiens hypothetical protein FLJ14466 (FU14466), mRNA 


NM 032788 


Homo sapiens hypothetical protein FLJ14457 (FU14457), mRNA 


NM 032787 


Homo sapiens hypothetical protein FLJ 14454 (FIJI 4454), mRNA 


NM 032786 


Homo sapiens hypothetical protein FU14451 (FU14451), mRNA 


NM 032785 


Homo sapiens hypothetical protein FLJ14442 (FU14442), mRNA 


NM 032781 


Homo sapiens hypothetical protein FLJ14427 (FLJ14427), mRNA 


NM 032780 


Homo sapiens hypothetical protein FLJ14399 (FU14399), mRNA 


NM 032779 


Homo sapiens hypothetical protein FLJ14397 (FLJ14397), mRNA 


NM 032778 


Homo sapiens hypothetical protein FLJ14393 (FLJ14393), mRNA 


NM 032775 


Homo sapiens hypothetical protein FLJ14360 (FU14360), mRNA 


NM 032773 


Homo sapiens hypothetical protein MGC4126 (MGC4126), mRNA 


NM 032772 


Homo sapiens hypothetical protein MGC2555 (MGC2555), mRNA 


NM 032771 


Homo sapiens hypothetical protein MGC12217 (MGC12217), mRNA 


NM 032770 


Homo sapiens hypothetical protein MGC16291 (MGC16291), mRNA 


NM 032765 


Homo sapiens hypothetical protein MGC16175 (MGC16175), mRNA 


NM 032764 


Homo sapiens hypothetical protein MGC16153 (MGC16153), mRNA 


NM 032762 


Homo sapiens hypothetical protein MGC16121 (MGC16121), mRNA 


NM 032761 


Homo sapiens hypothetical protein MGC 16075 (MGC16075), mRNA 


NM 032759 


Homo sapiens hypothetical protein FIJI 1328 (FIJI 1328), mRNA 


NM 032758 


Homo sapiens hypothetical protein MGC1346 (MGC1346), mRNA 


NM_032757 


Homo sapiens hypothetical protein MGC15705 (MGC15705), mRNA 


NM 032755 


Homo sapiens hypothetical protein MGC 15634 (MGC 15634), mRNA 


NM 032751 


Homo sapiens hypothetical protein MGC15504 (MGC15504), mRNA 


NM 032750 


Homo sapiens hypothetical protein MGC 15429 (MGC 15429), mRNA 


NM 032747 


Homo sapiens hypothetical protein MGC14697 (MGC14697), mRNA 


NM 032746 


Homo sapiens hypothetical protein MGC12538 (MGC12538), mRNA 


NM 032740 


Homo sapiens hypothetical protein MGC5391 (MGC5391), mRNA 


NM 032739 


Homo sapiens hypothetical protein MGC5370 (MGC5370), mRNA 


NM 032735 


Homo sapiens hypothetical protein MGC 13 168 (MGC13168), mRNA 


NM 032733 


Homo sapiens hypothetical protein MGC 1 2679 (MGC 1 2679), mRNA 


NM 032732 


Homo saniens hvoothetical nrotein MGC 10763 (MGC 107631 mRNA 


NM 032731 


Homo saniens hvoothetical nrotein MGC 143 5 3 (MGC 143 5 31 mRNA 


NM 032730 


Homo sapiens NOGO-interacting mitochondrial protein (NIMP), mRNA 


NMJ)32727 


Homo sapiens internexin neuronal intermediate filament protein, alpha (INA), 
mRNA 


NM 032726 


Homo sapiens hypothetical protein MGC12837 (MGC12837), mRNA 


NM 032725 


Homo sapiens hypothetical protein MGC13125 (MGC13 125), mRNA 


NM 032724 


Homo sapiens hypothetical protein MGC 13269 (MGC13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC13275 (MGC13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGC1 13 14 (MGC1 13 14), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGC1 1332 (MGC1 1332), mRNA 
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NM_032717 


Homo sapiens hypothetical protein MGC1 1324 (MGC1 1324), mRNA 


NM 032714 


Homo sapiens hypothetical protein MGC13251 (MGC13251), mRNA 


NM 032710 


Homo sapiens hypothetical protein MGC13053 (MGC13053), mRNA 


NM 032709 


Homo sapiens hypothetical protein MGC13047 (MGC13047), mRNA 


NM 032701 


Homo sapiens hypothetical protein MGC2705 (MGC2705), mRNA 


NM 032691 


Homo sapiens hypothetical protein MGC1 1082 (MGC1 1082), mRNA 


NM 032690 


Homo sapiens hypothetical protein MGC13 198 (MGC13198), mRNA 


NM 032687 


Homo sapiens hypothetical protein MGC13010 (MGC13010), mRNA 


NM 032683 


Homo sapiens hypothetical protein MGC12972 (MGC12972), mRNA 


NM 032680 


Homo sapiens hypothetical protein MGC4266 (MGC4266), mRNA 


NM 032679 


Homo sapiens hypothetical protein MGC4400 (MGC4400), mRNA 


NM 032676 


Homo sapiens hypothetical protein MGC 1095 5 (MGC10955), mRNA 


NM 032673 


Homo sapiens hypothetical protein MGC10882 (MGC10882), mRNA 


NM 032671 


Homo sapiens hypothetical protein MGC10814 (MGC10814), mRNA 


NM 032664 


Homo sapiens hypothetical protein MGC1 1 141 (MGC1 1 141), mRNA 


NM 032663 


Homo sapiens hypothetical protein MGC10702 (MGC10702), mRNA 


NM 032658 


Homo sapiens hypothetical protein MGC 10701 (MGC10701), mRNA 


NM 032654 


Homo sapiens hypothetical protein MGC10981 (MGC10981), mRNA 


NM 032653 


Homo sapiens hypothetical protein MGC10960 (MGC10960), mRNA 


NM 032648 


Homo sapiens hypothetical protein MGC 10 820 (MGC 10820), mRNA 


NM 032647 


Homo saoiens hvDothetical nrotein MGC10561 CMGC10561^ mRNA 


NM 032644 


Homo sapiens hypothetical protein MGC2452 (MGC2452), mRNA 


NM 032641 


Homo sapiens hypothetical protein MGC2519 (MGC2519), mRNA 


NM 032638 


Homo sapiens hypothetical protein MGC2306 (MGC2306), mRNA 


NM 032633 


Homo sapiens hypothetical protein MGC5457 (MGC5457), mRNA 


NM 032632 


Homo sapiens hypothetical protein MGC5378 (MGC5378), mRNA 


NM_032630 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (CINP), 
mRNA 


NM 032627 


Homo sapiens hypothetical protein MGC3181 (MGC3181), mRNA 


NM 032626 


Homo sapiens hypothetical brain protein my038 (MY038), mRNA 


NM 032624 


Homo sapiens hypothetical brain protein my050 (MY050), mRNA 


NM 032623 


Homo sapiens ovary-specific acidic protein (OSAP), mRNA 


NM 032622 


Homo sapiens multi-PDZ-domam^ontaining protein (LNX), mRNA 


NM 032620 


Homo sapiens mitochondrial GTP binding protein (GTPBG3), mRNA 


NM 018622 


Homo sapiens presenilins associated rhomboid-like protein (PARL), mRNA 


NM 032498 


Homo sapiens homeobox protein from AL590526 (LOC84528), mRNA 


NM 032600 


Homo sapiens testes development-related NYD-SP 17 (NYD-SP17), mRNA 


NM 032599 


Homo sapiens testes development-related NYD-SP 18 (NYD-SP18), mRNA 


NM 032594 


Homo sapiens insulinoma-associated protein IA-6 (INSM2), mRNA 


NM 032585 


Homo sapiens testis-specific transcript, Y-linked 6 (TTTY6), mRNA 


NM 032575 


Homo saniens TCrurynel-like zinc fin per nrotein GLIS2 (GLIS2^ mRNA 


NM 032573 


Homo saniens testis-snecific nrotein TSP-NY (TSP-NY1 mRNA 

A AV/illw iJttL/lVliu VwwUO OUvvlAlv Ulvvvlil 1 VJA 1" J. 1 A Ul At X Jy lllAvl ~ i L 


NM 032572 


Homo saoiens rihonuclease 7 fRNASE7^ mRNA 


NMJ)32568 


Homo sapiens GABA(A) receptors associated protein like 3 (GABARAPL3), 
mRNA 


NM 032567 


Homo sapiens testis-specific protein NYD-TSP1 (NYD-TSP1), mRNA 


NM 032566 


Homo sapiens esophagus cancer-related gene-2 (ECG2), mRNA 


NM 032562 


Homo sapiens group XIQ secreted phospholipase A2 (PLA2G13), mRNA 


NM 032547 


Homo sapiens short coiled-coil protein (HRIHFB2072), mRNA 


NM 032546 


Homo sapiens ring finger protein 30 (RNF30), mRNA 


NM 032519 


Homo sapiens hypothetical protein HT023 (HT023), mRNA 


NM 032513 


Homo sapiens hypothetical protein MGC1 1303 similar to Zink transporter 2 
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(MGC11303),mRNA 


NM 032490 


Homo sapiens PNAS-127 protein (PNAS-127), mRNA 


NM 032488 


Homo sapiens protein related with psoriasis (LOC84518), mRNA 


NMJ)32471 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor beta (PKIB), 
mRNA 


NM 032292 


Homo sapiens hypothetical protein FU20203 (FLJ20203), mRNA 


NM 032263 


Homo sapiens hypothetical protein DKFZp434B227 (DKFZp434B227), mRNA 


NM 015178 


Homo sapiens KIAA0717 protein (KIAA0717), mRNA 


NM 032410 


Homo sapiens hook3 protein (HOOK3). mRNA 


NM_032108 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 


NM 015636 


Homo sapiens DKFZP586J01 19 protein (DKFZP586J01 19), mRNA 


NM 015701 


Homo sapiens hypothetical protein (CL25084), mRNA 


NM 015224 


Homo sapiens KIAA1 105 protein (RAP140), mRNA 


NM_032390 


Homo sapiens nucleolar protein interacting with the FHA domain of pKi-67 
(NIFK), mRNA 


NM 032388 


Homo sapiens nasopharyngeal carcinoma-related protein (NPCR), mRNA 


NM 032383 


Homo sapiens Hermansky-Pudlak syndrome 3 (HPS3), mRNA 


NM 032378 


Homo sapiens hypothetical protein FLT20897 (FU20897), mRNA 


NM 032376 


Homo sapiens hypothetical protein MGC425 1 (MGC4251), mRNA 


NM 032375 


Homo sapiens hypothetical protein MGC2865 (MGC2865), mRNA 


NM 032373 


Homo sapiens hypothetical protein MGC 16202 (MGC 16202), mRNA 


NM 032370 


Homo sapiens hypothetical protein MGC15716 (MGC15716), mRNA 


NM 032369 


Homo sapiens hypothetical protein MGC15619 (MGC15619), mRNA 


NM 032368 


Homo sapiens hypothetical protein MGC15436 (MGC15436), mRNA 


NM 032374 


Homo sapiens hypothetical protein MGC2562 (MGC2562), mRNA 


NM 032364 


Homo sapiens hypothetical protein MGC14726 (MGC14726), mRNA 


NM_032362 


Homo sapiens HEIL1 protein (HEIL1), mRNA 


NM 032361 


Homo sapiens hypothetical protein MGC5469 (MGC5469), mRNA 


NM_032360 


Homo sapiens hypothetical protein MGC2404 (MGC2404), mRNA 


NM 032359 


Homo sapiens hypothetical protein MGC4308 (MGC4308), mRNA 


NM 032358 


Homo sapiens hypothetical protein MGC13183 (MGC13183), mRNA 


NM 032357 


Homo sapiens hypothetical protein MGC12981 (MGC12981), mRNA 


NM 032356 


Homo sapiens hypothetical protein MGC14151 (MGC14151), mRNA 


NMJ)32355 


Homo sapiens hypothetical protein MGC13272 (MGC13272), mRNA 


NM 032352 


Homo sapiens hypothetical protein MGC1 1296 (MGC1 1296), mRNA 


NM 032350 


Homo sapiens hypothetical protein MGC1 1257 (MGC1 1257), mRNA 


NM 032349 


Homo sapiens hypothetical protein MGC1 1275 (MGC1 1275), mRNA 


NMJ)32348 


Homo sapiens hypothetical protein MGC3047 (MGC3047), mRNA 


NM 032346 


Homo sapiens hypothetical protein MGC13096 (MGC13096), mRNA 


NM 032345 


Homo sapiens hypothetical protein MGC13064 (MGC13064), mRNA 


NM_032343 | 


Homo sapiens hypothetical protein MGC13016 (MGC13016), rnRNA 


NM_032341 ! 


Homo sapiens hypothetical protein MGC14844 (MGC14844), mRNA 


NM 032339 


Homo sapiens hypothetical protein MGC14832 (MGC14832), mRNA 


NM 032336 


Homo sapiens hypothetical protein MGC14799 (MGC14799), mRNA 


NM 032334 


Homo sapiens hypothetical protein MGC14595 (MGC14595), mRNA 


NM_032332 


Homo sapiens hypothetical protein MGC4238 (MGC4238), mRNA 


NMJ)32331 


Homo sapiens hypothetical protein MGC2408 (MGC2408), mRNA 


NM 032328 


Homo sapiens hypothetical protein MGC12458 (MGC12458), mRNA 


NM 032322 


Homo sapiens hypothetical protein MGC13061 (MGC13061), mRNA 


NM 032321 


Homo sapiens hypothetical protein MGC13057 (MGC13057), mRNA 


NM 032319 


Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA 
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NM 032315 


Homo sapiens hypothetical protein MGC4399 (MGC4399), mRNA 


NM 032314 


Homo sapiens hypothetical protein MGC4767 (MGC4767), mRNA 


NM 032313 


Homo sapiens hypothetical protein MGC3232 (MGC3232), mRNA 


NM 032312 


Homo sapiens hypothetical protein MGC11061 (MGC11061), mRNA 


NM 032310 


Homo sapiens hypothetical protein MGC1 1115 (MGC1 1115), mRNA 


NM 032307 


Homo sapiens hypothetical protein MGC10999 (MGC10999), mRNA 


NM 032303 


Homo samens hvDOthetical nrotein MGC 10940 (MGC 10940 1 mRNA 


NM 032302 


Homo sapiens hypothetical protein MGC1091 1 (MGC1091 1), mRNA 


nm 01930,1 


u nTT iA canipm hvnnthptiral nrotpin MOPI 0R70 fMGC*10R70i mRNA 


NM 032300 


Homo sapiens hypothetical protein MGC10854 (MGC10854), mRNA 


NM fi177QR 


xiomo sapiens nypoineuLai protein i/i\rxyp/Qiuijz \l/jst^\) /sjl\j ij£j 9 ius\rijr\ 


NM 032297 


Homo sapiens hypothetical protein DKFZp761Dl 12 (DKFZp761D112), mRNA 


xtn>t 01770/; 
INM UoZzVo 


riomo sapiens nypoineucai protein jjisjrZ/p/oi/\.iJz ^juisxZ/p/oiAijzj, mjviN/\ 


XTNjf O7770< 


riomo sapiens nypotneucai proxein jJisjrzvp/oiiNuoz'f ^jlaputZ/P/oixwozhj, 

ml) VTA 


NM 0177Q4 


TTnmn Q5mipn<2 hvnnthptiral nrnfpin TVK'F7«7fi1 M0491 (T)TiCF7n7fi1 M049T\ 
jriuiiio sapiens nypuuicuvai pruicw iyivr^p/uiivivF*+zj ^jL^is^z^p/oiiviu*TA.j^ > 

mPNA 


NM 019980 


Homo <wmipnQ hvnnthptiral nrotpin TYKF7n7n"1TlOS14 (DKF7n761 R0S14^ 

mRNA 


NM 032287 


Homo saniens hvnothetical nrotein DKF7n761017121 (DKFZn761017121 1 
mRNA 


NM 032280 


Homo sapiens hypothetical protein DKFZp761J139 (DKFZp761J139), mRNA 


NM 032278 


Homo sapiens hypothetical protein DKFZp547P082 (DKFZp547P082), mRNA 


NM 032274 


Homo saoiens hvoothetical nrotein DKFZn547F072 ^DKFZD547F072 , ) mRNA 


NM 032271 


Homo sapiens hypothetical protein DKFZp586I021 (DKFZp5 861021), mRNA 


NM 032270 


Homo sarriens hvnothetical nrotein DKFZn586Jl 119 <DKFZn586Jl 1 19^ mRNA 


NM 032269 


Homo «;anien<? hvnothetical nrotein DKFZn434T099 HjKFZn434T099^ mRNA 


NM 032266 


"Homo <;anien^ hvnothetical nrotein DKF7n434G1 1 8 fDKF7n434Gl 1 Jft mRNA 


NM 032265 


Homo sapiens hypothetical protein DKFZp434N127 (DKFZp434N127), mRNA 


NM 019969 


XlUlIlU odpidlo IiypUUlCUOal prv/lvlll JLyxVrZ-»p'Tj*ti>JV/J J ^xyxvx7Z-fp*Tj*Tl>IUJ> J ^, Iluvl^rV 


NM 019957 


XxOmO Sapiens nypOuieilCal proicm UJSJr £jpHJHri£HOj ^lylSJ zJpH3Hri£*tjj ) y 


NM fl1995fi 

lNlYX__U J ZZr J O 


Hnmn car»if*nc hvnntHptirnl nrntpin rjl<rF7n43 41^94 IS fi"YK'F7n4141<T941S^ 
mRNA 


NM 0322SS 


Homo QanienQ hvnnthptiral nrotein DKF7n434T1 Q3fl miiCF7n434T1 Q3fft mRNA 


NM 032254 

X>XYX vJ^Jt 


Homo <;anien«; hvnnthetieal nrotein DKF7n434F142 fDKF7n434F142^ mRNA 


NM 032247 

IN xYA VJ **"r i 


Homo <sanienQ hvnnthptiral nrotpin DKF7n434F0S 1 Q fT)KF7n434F05 1 9^ 

mRNA 


NM 032242 


Homo sapiens hypothetical protein DKFZp564A176 ff>KFZp564A176), mRNA 


NVT 032238 

l^llYX \J 


Hnmo <;arvipn<5 hvnothetical nrotein FT T93416 (FT J2341fi^ mRNA 


NM 032235 


Homo Qam'pnQ hvnothptiral nrotein FT T93 1 3R fFT T931 38 1 mRNA 


NM 039934 


Homo QanienQ hvnothptiral nrotpin FT T930S9 (FT T230SQ i mRNA 

XXU11HJ OajJiClIb iiYpVJUiVLlval ^/iv/LVlll X UZ«JUJ7 ^X X-#JZr J\JJ?J 9 XlXXVl^i*. 


NM 032233 


Homo QanipnQ hvnothptiral nrotpin FT T93097 (FT T93097i mRNA 


NM 032229 


Homo sapiens hypothetical protein FLJ22774 (FLF22774), mRNA 


NM 032221 


Homo sapiens hypothetical protein FU22369 (FLJ22369), mRNA 


NM 032213 


Homo sapiens hypothetical protein FLJ21977 (FU21977), mRNA 


NMJ)32212 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 032207 


Homo sapiens hypothetical protein FLJ21742 (FLJ21742), mRNA 


NM 032205 


Homo sapiens hypothetical protein FLJ21615 (FLJ21615), mRNA 


NM 032196 


Homo sapiens hypothetical protein KIAA1259 (KIAA1259), mRNA 


NM 032192 


Homo sapiens hypothetical protein FLJ20940 (FU20940), mRNA 
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NM 032191 


Homo sapiens hypothetical protein FU14326 (FLJ14326), mRNA 


NM 032187 


Homo sapiens hypothetical protein FU14026 (FLT14026), mRNA 


NM 032186 


Homo sapiens hypothetical protein FIJI 3964 (FIJI 3964), mRNA 


NM 032181 


Homo sapiens hypothetical protein FLJ13391 (FLJ13391), mRNA 


NM 032179 


Homo sapiens hypothetical protein FLJ20542 (FU20542), mRNA 


NM 032178 


Homo sapiens hypothetical protein FLJ13291 (FLJ13291), mRNA 


NMJB2175 | 


Homo sapiens hypothetical protein FLJ12787 (FLJ12787), mRNA 


NM 032174 


Homo sapiens hypothetical protein FU12770 (FU12770), mRNA 


NM 032169 


Homo sapiens hypothetical protein FU12592 (FU12592), rnRNA 


MM 012164 


Wnmn ^aniens hvnothetical nrotein FIJI 2298 ^0122981 mRNA 


NM 032162 


Homo sapiens hypothetical protein FIJI 1952 (FIJI 1952), mRNA 


1N1Y1 UjlI JJ 


Wnmn Qflnipns hvnnthptiral nrntpin DKF7n547I094 rr>T<CF7n547T094^ mRNA 


IsJK/f 0^9 1S9 


Hnmn Qanipns PR AM-1 nrntpin fPR AM-H mRNA 

xXVJlIIU OdpiwllO 1 XVrVXVl 1 ^JlUldll \JL JXTVAVi.*" 1 J 9 1 1 ilVL ^ii. 


NM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKFZP434G072), mRNA 


XfA/T 0^9147 


Wnmo canipnQ hvnnthptipsil nrntpin nJCF7n414D01 97 fniCF7P414n01 77^ 

mRNA 


iNJYL_v.5Z 1HO 


XTrtTV>rt o«j , r\i<*'ne VviJTtf\nSptif»ii1 nTntpin TYl?" ii f /r\A'XAT 1 1 91 cifnilar tn mniicp Arlfi 
nUIIlU OdpiCllO Iljf UUUlCUwcU piLHClil JvIVX Z_r^rr Jt^JO 1 l^rj Ollllllal IU lliUUoC £\1 L\J 

(DKFZP434L1 123), mRNA 


XTIVyf 019 141 
IN 1VJL__U j Z 1 *f j 


Homo csmipnc HvnnrViprirnl nrofpin TYK"F7rul'}4'R1 797 A TVK'F7P414'R1 797^ 

xiomo sapiens nypotneut/oi pruicin L/JvrZ/p*r jhjd i / ^/ ^uajlt HJtDi /z/j, 
mRNA 


KTM" 019149 


U nrnn canipnc Vi\mr*tViptir>o1 nrnfpin FT T1 01 ^9 fFT T1 OIS?^ mPlSJA 


NM 032141 


Homo sapiens hypothetical protein DKFZp434K1421 (DKFZP434K1421), 

mPMA 
IIll\l\r\. 


XTA/r n.19140 


Wnmn QanipnQ hvnnthptirfll nrntpin "ryRTF7n414 A 1 1 1 Q fD'K'F7P414 A 1110^ 

mRNA 


>jiu 01911^ 

1N1YA_U JZ LjJ 


Ifnmn <mniPTiQ livnotVipHral nrntpin rfiTF7n4^4F1 01 7 rnKFTPdldFI 01 7^ 

XIUIHU oapiCIlo iljrpUUlCllwal piUlClli LVIVl Zjp*T J *TX IV/ 1 / ^i^TVL •-rj fc ti lvi / 

mRNA 


NM_032134 


Homo sapiens hypothetical protein DKFZp434P0316 PKFZP434P0316), 

m*RNA 

11LLVL>/X 


NM* 019111 


TTomn Qanipn«5 Vivnnfhptiral nrntpin DlCF7r»4^4.P0714 rnKF7P4^4Pn71 4^ 

mRNA 


MM 019110 


Homo Qnnipnc livnotVipfirnl nrntpin DK'F7n4^4T01 1^ H^TirF7P4^4T01 1 mRNA 


NM_032129 


Homo sapiens hypothetical protein DKFZp434H2010 (DKFZP434H2010), 

m DWA 
II1ISJ.N/A. 


NM 032128 


Homo sapiens hypothetical protein DKFZp566Ml 14 (DKFZP566M1 14), mRNA 


TMTVyf H19197 


xiomo sapiens nypomeuc ai protein ui\t zjpj ooivi i u*to ^jjisj' lx d ooivl i kjho ) , 
mRNA 


NM 032126 


Homo sapiens hypothetical protein DKFZp564J047 (DKFZP564J047), mRNA 


"MM 019194 
IN iVi_U jZ 1Z*t 


nomu sapiens nypouieucai proicin iyJsxz»p«?o*rJ-/i«) / o \xji\t Zj± j ohu i j / o) 9 

tmRTMA 
niJMNrv 


TsIM 019191 


nuiiiu bdpicub nypoinciiL/ai pruicin ur\*r z^p j u*txv 1 1^. oiiiiiidr iu iiiipiaii.uiu.uii- 
ncQnriatpH nrntpin rniiCF7nSn4lC149^ mRNA 


>JM 0391 1 R 

1N1VJ._U JZ 110 


Unmn cartipTic nvnofhptirfll nrntpin FT T19Q^^ <5imi1aT tn Miiq miiQrnliiQ D^lV/fm^p 

(FLJ12953),mRNA 


NM 032117 


Homo sapiens GAJ protein (GAJ), mRNA 


NM_032116 


Homo sapiens hypothetical protein MGC2599 similar to katanin p60 subunit A 1 
2599 (MGC2599), mRNA 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (MRPL43), mRNA 


NM 020898 


Homo sapiens K3AA1536 protein (KIAA1536), mRNA 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), mRNA 


NM 020707 


Homo sapiens KIAA1 173 protein (KIAA1 173), mRNA 


NM 018670 


Homo sapiens hypothetical protein (IR1899308), mRNA 
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NM 018385 


Homo saniens hvnothetica] nrotein FLJ1 1301 rFLJl 1301^ mRNA 


NM 018064 


Homo saniens hvoothetical nrotein FLJ10342 (FIJI 0342 1 mRNA 


NM 017607 


Homo saDiens nrotein ohosnhatese 1 reeulatorv (inhibitor i Riihimit 1 
(PPP1R12Q, mRNA 


NM 015645 


Homo sapiens DKFZP5 86B062 1 protein (CTRP5), mRNA 


NM 015528 


Homo sapiens DKFZP566H073 nrotein (DKFZP566H073 1 mRNA 


NM 015512 


Homo saDiens DKFZP434A236 Drotein (DKFZP43 4 A2 3 6) mRNA 


NM 015426 


Homo sapiens DKFZP434C245 protein (DKFZP434C245), mRNA 


NM 015292 


Homo saniens KIAA0747 nrotein (KTA A0747i mRNA 


NM 015236 


Homo saDiens KIAA0768 nrotein (XEC31 mRNA 


NM 015196 


Homo saoiens KTAA0922 nrntein fKTA A 0922 i mRNA 


NM 015112 


Homo sapiens KIAA0807 protein (MAST205), mRNA 


NM 015070 

l^llVX \jtm/\Jf\J 


Homo saniens KTAA08S3 nrntein fKTA A08S3 i mRNA 


NM 032308 

l^llYX VJLJuO 


Homn saniens hvnntheriral nrntein MfrP41 80 CWACyOdl 8Q^ mRNA 


NM 004801 

1>I1YX UUtOU 1 


TTnmn cnnif»nc nRiTrPYtn 1 /"KTRYNI^ mPMA 
XXUIUU oapivilo UCUXCAJX1 J. ^INXV/VxN I ) 9 LlU\iS/\ 


NM 001221 


XxUiUU OajJiCIlb UalulUUVl/axIIIl/UlxllIl-uCpCUU KilldbC ^^diVl KJIlaSe J 11 

delta rCAMK2D^ mRNA 


NM 015208 

AT ATX Vl«/4iwV 


Homo saniens KTA A0874 nrntein fPCTA A0874i mRNA 

1JLU111U oa^JlV/Xlo IvLriAUO / *T piUlVJll ^xVXxVTVV/O 1 *rj) llll\_L li*. 


NM 032043 


Homo saniens BRC A 1 -interacting nrntein 1 flTOTPli mRNA 


NM 032040 


Homo saniens hvoothetical nrotein DKF7nS64K0399 /T>KF7PSMliC0399^ 
mRNA 


NM 032037 


Homo sapiens serine/threonine protein kinase SSTK (SSTK), mRNA 


NM 032033 


Homo saniens FKSG43 fFKSG43 > ) mRNA 


NM 032032 


Homo saniens FKSG42 flFKSG42 > ) mRNA 


NM 032031 


Homo saDiens FKSG17 (TKSGn^ mRNA 


NM 032029 


Homo saniens FKSG87 nrotein fFKSG87 , l mRNA 


NM 032026 


Homo saniens CDA1 1 nrotein fCDAl 11 mRNA 


NM 032024 


Homo sapiens CDA017 protein (CDA017), mRNA 


NM 032023 


Homo saniens AD037 nrotein rAD0371 mRNA 


NM 032022 


Homo saniens AD036 nrotein (AD0361 mRNA 

iiviiiu oapivuo ni/ujv yiuiwiu ^niyv/jw imvi i A 


NM 031956 


Homo saniens NVD-SP14 nrntein nsTYD-SP141 mRNA 

XX\J11HJ OA^/lWllO 1^1 11/ Jl 1 ~ JJlVJLtlil ^1 1 X 1/ Of l*tjj lllxvlNix. 


NM 031954 


Homo saniens MSTP028 nrotein rN/TSTP0981 mRNA 

XXVFlllv OA^lwllO IVlL) 1 1 \J X* \J ^Jl\JLtlll ^lVlJlluLOJj lllXvlN/v 


NM 031953 

lilYX vJl/JJ 


Homn «janienQ M^TP043 nrntein fM*ITPfl431 mRNA 


NM 031936 


Hnmn ^anien^ Cr nrotein -em ml eH reeentnr fil ^fr-PR^^ mRNA 

1XVJ11XU oapiV/llo VJ yi \J Lt/lll^vjupit'Ll 1 tA/V^ptUl V/X \\JxxWjLjy llLCvlNxx 


NM 031934 

I^IIVX UJl/Jt 


XxUillU odpiCIlo x>xVxjj*Tj IllCiIlUCr IVrVO OnLOgCUC Ioimiy v I\/VDj*Ty, niivtN/\. 


NMJ)31933 


Homo sapiens wingless-type MMTV integration site family, member 8A 

fWNTSA^ tmnQrriTit variant 1 mRNA 


NM 031939 

iiivx j. 


XxUillU odpiCIla LCbLio ulalloOlipi x 1H ^11 I UltvLN/V 


NM 031931 

lilVX vJ 17J 1 


XXUiiiU oaJJlCllD IvoUlo UalloL'lipi X U \L X X 1 Jj, IlllvlN/\ 


NM 031930 

liivx VJlyJv 


Wnmn canienc tectic trancerint V 1 9 fTTV1 9^ mPNA 


NM 031929 


Homo sapiens testis transcript Y 11 (TTYl 1), mRNA 


NM 031Q97 

l^llYX vJ17l>/ 


Wnmn csmipnQ tectic frnncnn'-nt V Q /'I'l'VO^ mRMA 
ixUIIlU bapiCIlo IC0U.0 IXcUloV/ripi X 7^11 17J, IIxtxiNrV 


NM 031Q96 

l^llVX vJ 17aU 


nunio sdpiciio icaLis LTaiisunpi i / ^ii i /j, nitvLN/v 


NM_031925 


Homo saniens transmembrane nrotein induced bv tumor necrosis factor alnba 

IIUIIIV/ uUpiWIxU U UllOJJXviiil/1 UilV pi vivlll IJiUUWvU L/ Y LUlllV/1 HvVA vOlO JIUvkWl UlUllll 

(TMPIT), mRNA 


NM 031924 


Homo sapiens radial spoke protein 3 (RSP3), mRNA 


NM 031917 


Homo sapiens angiopoietin-related protein 5 (ARP5), mRNA 


NM_031948 


Homo sapiens marapsin (MPN), mRNA 


NM 031908 


Homo sapiens complement-clq tumor necrosis factor-related protein 2 (CTRP2), 
mRNA 


NM 031905 


Homo sapiens hypothetical protein MGC3195 (MGC3195), mRNA 


NM_031889 


Homo sapiens enamelin (EN AM), mRNA 
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NM 022447 


Homo sapiens topoisomerase-related function protein 4-2 (TRF4-2), mRNA 


NM 031485 


Homo sapiens glutamate rich WD repeat protein GRWD (GRWD), mRNA 


NM 031484 


Homo sapiens hypothetical protein MGC4415 (MGC4415), mRNA 


NM 031479 


Homo sapiens hypothetical protein MGC4638 (MGC4638), mRNA 


NM_031474 


Homo sapiens hypothetical protein DKFZp761G1913 (DKFZP761G1913), 
mRNA 


NM 031466 


Homo sapiens KIAA1 882 protein (MGC4737), mRNA 


NM 031465 


Homo sapiens hypothetical protein MGC13204 (MGC13204), mRNA 


NMJ)31464 


Homo sapiens hypothetical protein MGC1 1287 similar to ribosomal protein S6 
kinase , (MGC1 1287), mRNA 


NM_031459 


Homo sapiens sestrin 2 (SES2), mRNA 


NM_031455 i 


Homo sapiens hypothetical protein DKFZp761F241 (DKFZP761F241), mRNA 


NM 031453 


Homo sapiens hypothetical protein MGC1 1034 (MGC1 1034), mRNA 


NM 031452 


Homo sapiens hypothetical protein MGC2560 (MGC2560), mRNA 


NM 031449 


Homo sapiens KIAA1886 protein (DKFZP761I2123), mRNA 


NM 031447 


Homo sapiens hypothetical protein MGC13033 (MGC13033), mRNA 


NM 031446 


Homo sapiens hypothetical protein PNAS-13 1 (PNAS-131), mRNA 


NM 031437 


Homo sapiens hypothetical protein MGC10823 (MGC10823), mRNA 


NM 031436 


Homo sapiens hypothetical protein MGC10612 (MGC10612), mRNA 


NM 031435 


Homo sapiens hypothetical protein DKFZp564I0422 (DKFZP5 6410422), mRNA 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RJLP), mRNA 


NM 031425 


Homo sapiens hypothetical protein MGC10812 (MGC10812), mRNA 


NM 031423 


Homo sapiens hypothetical protein NUF2R (NUF2R), mRNA 


NM 031421 


Homo sapiens hypothetical protein DKFZp434H01 15 (DKFZP434H01 15), 
mRNA 


NM 031412 


Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPL1), 
mRNA 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 


NM 031283 


Homo sapiens HMG-box transcription factor TCF-3 (TCF-3), mRNA 


NM 031307 


Homo sapiens hypothetical protein FKSG32 (FKSG32), mRNA 


NM 031305 


Homo sapiens hypothetical protein DKFZp564B 1162 (DKFZP564B1162), 
mRNA 


NM 031301 


Homo sapiens hypothetical protein DKFZp564D0372 (DKFZP564D0372), 
mRNA 


NM 031298 


Homo sapiens hypothetical protein MGC2963 (MGC2963), mRNA 


NM 031293 


Homo sapiens hypothetical protein DKFZp434G131 (DKFZP434G131), mRNA 


NM 031292 


Homo saniens hvDothetical protein DKFZp434G1415 (DKFZP434G1415), 
mRNA 


NM 031288 


Homo sapiens PAP-1 binding protein (PAPA-1), mRNA 


NM 031284 


Homo sapiens hypothetical protein DKFZp434B195 (DKFZP434B195), mRNA 


NM 030972 


Homo sapiens hypothetical protein MGC5384 (MGC5384), mRNA 


NM 010901 


Homo sateens olfactorv recentor familv 7. subfamilv A. member 17 (OR7A17)* 
mRNA 


NM 017990 


Homo sapiens hypothetical protein FU10079 (FU10079), mRNA 


NM 031219 


Homo sapiens hypothetical protein MGC12904 (MGC12904), mRNA 


NM 031218 


Homo sapiens hypothetical protein FLJ12488 (FU12488), mRNA 


NM 031214 


Homo sapiens hypothetical protein AF31 1304 (AF31 1304), mRNA 


NM 031210 


Homo sapiens hypothetical protein DC50 (DC50), mRNA 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWP1), mRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FU21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex, 
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subunit5 fMGC3038^ mRNA 


NM 030971 


Homo sapiens similar to rat tricarhmcvlflte carnVr-like nrntein fR A 1 ART 7 9^ 
mRNA 


NM 030965 


Homo saoiens similar tn ^ialvltrsmQfprasp 7 ffalnfiaJM-flpptvlripiiTOrmTrul 9 3_ 
betaealactosvl-l 3VN-acetvl ffalactosaminide alnha-2 6-sialvltrarKfprjKjp^ F 
(MGC3 184), mRNA 


NM 030960 


Homo sapiens SDerm acrosome associated 1 (SPACAl^ mRNA 


NM_030958 


Homo sapiens organic anion transporter polypeptide-related protein 4 
(OATPRP4), mRNA 


NM 030952 


Homo sapiens hypothetical protein DKFZd434J037 (DKFZP434J0371 mRNA 


NM_030940 


Homo sapiens hypothetical protein MGC4276 similar to CG8198 fMGCM27fTi 
mRNA 


NM 030937 


Homo sapiens hypothetical protein hCLA-iso (HCLA-ISO), mRNA 


NM 030929 


Homo sapiens hypothetical protein FKSG28 (FKSG28), mRNA 


NM 030921 


Homo sapiens hypothetical protein DC42 (DC42), mRNA 


NM_030917 


Homo sapiens hypothetical protein DKFZp586K0717 (DKFZP586K0717) 
mRNA 


NM 030915 


Homo sapiens hypothetical protein DKFZp566J091 (DKFZP566J091), mRNA 


NM 030914 


Homo sapiens hypothetical protein MGC2668 (MGC2668), mRNA 


NM 030907 


Homo sapiens hypothetical protein MGC1 073 1 fMGC1073 D mRNA 


NM 030895 


Homo sapiens hypothetical protein FU14129 fFLJ14129 , > mRNA 


NMJ)30891 


Homo sapiens leucine-rich repeat-containing 3 (LRRC3), mRNA 


NM 030755 


Homo sapiens thioredoxin domain-containing (TXNDCTl mRNA 


NM_030819 


Homo sapiens hypothetical protein MGC1 1335 fMGCl 1335^ mRNA 


NM 030814 


Homo sapiens hypothetical protein GL012 (GL012), mRNA 


NM 030810 


Homo sapiens hypothetical protein MGC3178 (MGC3178), mRNA 


NM_030804 


Homo sapiens hypothetical protein DKFZo434E2135 CDKF7P414F9 1 1^ 
mRNA 


NM 030794 


Homo sapiens hypothetical protein FU21007 (FU21007), mRNA 


NM 030759 


Homo sapiens nuclear receptor binding factor-2 (NRBF-2), mRNA 


NM 030795 


Homo sapiens stathmin-like 4 (STMN4), mRNA 


NM 020909 


Homo sapiens KIAA1548 protein (KIAA1548) ? mRNA 


NM_0 18023 


Homo sapiens hypothetical protein FLJ10201 (FLJ10201), mRNA 


NM_023009 


Homo sapiens macrophage myristoylated alanine-rich C kinase substrate 
(MACMARCKS), mRNA 


NM 025230 


Homo sapiens hypthetical protein PR02389 (PR02389), mRNA 


NM_025222 


Homo sapiens hypothetical protein PRO2730 (PRO2730^ mRNA 


NM 025170 


Homo sapiens hypothetical protein FU12987 (FU12987), mRNA 


NM 024681 


Homo sapiens hypothetical protein FU12242 (FIJI 2242") mRNA 


NM_024928 


Homo sapiens hypothetical orotein FLJ22559 ^022559^ mRNA 


NM_0 17578 


Homo sapiens AKAP-bindine soerm protein roooorin (DKFZp434B1 222^ 

VAAAWAAA^ UA/VAA1A ^/AvtWiil H A yX^X^X X-l^J^r^J^ 1 ! J \ {_*£_*£_■ J ^ 

mRNA 


NM 030642 


Homo sapiens apolipoprotein L, 5 (APOL5), mRNA 


NM 024513 


Homo sapiens FYVE and coiled-coil domain containing 1 (FYCOl). mRNA 


NM 030621 


Homo sapiens helicase-moi (KIAA0928), mRNA 


NM 030641 


Homo sapiens apolipoprotein L, 6 (AP0L6), mRNA 


NM 025190 


Homo sapiens KIAA1641 protein (KIAA1641), mRNA 


NM 025040 


Homo sapiens hypothetical protein FU21941 (FU21941), mRNA 


NM 030613 


Homo sapiens hypothetical protein FLJ21628 (FLJ21628), mRNA 


NM 024820 


Homo sapiens KIAA1608 protein (KIAA1608), mRNA | 


NM 018015 


Homo sapiens hypothetical protein FLJ10178 (FU10178), mRNA 


NM 024762 


Homo sapiens hypothetical protein FLJ21603 (FU21603), mRNA 
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NM 024329 


Homo saoiens hvnothetical nrotein MGC4342 (MGC4342 1 mRNA 

XXvXXXxS UU^iWllv XXjT XV LXlwUvClX LVXUTlXyxXX X'XVJ » iXrf ^1* A VJI \/ i^XV I Illvl 1| XJk 


NM 024087 


Homo saoiens DKFZP564L0862 nrotein fl}KFZP564L0862 1 mRNA 

X1V/1UV J r X/1VL fcjl </UTJUVvU<> plUkwiil ^X-/X»J. £Jl J V liJVUUIi Jy lilXVl^xk. 


NM 030594 


Homo satjiens cvtonlasmic nnlvadenvlation element binding Tvrntpin fOPFRl^ 

XXwlliV tfUUivlig J l»w LVXCXOXXXA w wwl V UUVII y XCXLXV/X4 V XVl XXwXX v L^m\XLL|K L/X V/l'wXXX 1 \_/JL XWXJV 1 I ^ 

mRNA 


NM 025084 


Homo saoiens hvDothetical nrotein FLJ22795 fFLJ22795 i mRNA 


NM 025090 


Homo saoiens KIAA1 453 orotein (XIAA1453 1 mRNA 

XXViXlli/ kJUUlVUJ 1VU LI Ll^t/*/ p&VlVlii 1 XVX* M LI~*/ J li 111XVL Hi 


NM 024939 


Homo saoiens hvDothetical nrotein FLJ21918 rFU21918i mRNA 

*- XV/iXlw 0WU1 ViiJ J r LVX VJr twill X 1 rtr 1 r X ✓ X w 11 JWv X X ly I • XJ-XJLVX 1XL 


NM 024903 


Homo saoiens hvDothetical nrotein FIJI 4297 (FIJI 4297 1 mRNA ! 


NMJ324793 


Homo sapiens KIAA0643 protein (KIAA0643), mRNA 


NM 024718 


Homo sapiens hypothetical protein FLJ10101 (FLJ10101), mRNA 


NM 015652 


Homo saoiens DKFZP564P1916 Drotein (DKFZP564P 19161 mRNA 

XXvlXiv WULF IVILO JL^XVX cJX w V/il L ^ M \J pi Vtvill ^JL^XVX JJ ^/ V^i X l.\Jjy X X JLLAJ. ^ -&X. 


NM 025189 


Homo saniens hvnothetical nrotein FIJI 3659 fFT T1^659i mRNA 


NM 025021 


Homo saniens KIAA06 1 6 nrotein (KTAA061 6* i mRNA 

*.XV/iilv gUL/lvm IvUulvvlv LSI 17 k will llVLTLTiV/ V/iV /) 1 1 1XV1 ~ X X 


NM 025010 


Homo saniens KIAA0795 nrotein fKIAA0795 1 mRNA 


NM 024894 


Homo saniens hvnothetical nrotein FLJ14075 fFLJ14075 1 mRNA 

A1V1UV OUL/ivXIU 11JT pL/Ulvl>lvUl Lli v Ivlll X ' *i* X ■ >/ / ^ yX XvJ X • V / yj XXJLLVjllXX. 


NM 024840 


Homo saoiens hvnothetical nrotein FLU 3590 fFLT13590 1 mRNA 


NM 022782 


Homo saniens M-nhase nho^nhonrotein 9 (MPHOSPH9 1 mRNA 


NM 017558 


Homo saniens hvnothetical nrotein DKF7n434T fl")KF7r»414T ORSfl i 
mRNA 


NM 030580 


Homo saniens hvoothetical nrotein MGP10S20 (MGri05?0i mRNA 


NM 025195 


Homo ^anien^ nhn<mhnnrnt"HTi rptnilatpH mitncrpnir •nfltTiwnvc ff^RFVlA rnRXTA 


NM 030581 

X^XVX vJvJUl 


Homo saniens hvnothptical nrntpin FT T19970 fFT T1997fft mR"MA 


NM 030577 


Homo saniens hvnothetical nrotein MGP1 0QQ1 fMGr 1 ! OQO^i mRNA 


NM 030576 


Homo saniens hvnothetical nrotein MGP1 0986 (MGP1 0986i mRNA 


NM 030575 


Homo saniens hvnothetical nrotein MGP1 0334 fMGC1 0334^ mRNA 

XXl/lXllS OCI.l71W.XO lljr J7V7l*llVklVCU L71 V7 IrWill XVXVJ V^ 1 V7 J ^IVXVJ V/ 1 \JJ J*Tjj lLU\A.\i\ 


NM 030572 


Homo saniens hvnothetical nrotein MGP10946 r\fGnflQ4fi^ mRNA 

11V/111U oapiWio lljr L7V7lXlvy llv>nl L71V7UW111 XVXVJ \s 1 V^"V* ^IVXVJ V^ 1 \J?*T\JJy Ilixvi i i\ 


NM 030571 

X 1 JUT JL \J -J \J *J 1 JL 


Homo saniens hvnothetical nrotein MGP1 0Q94 similar tn NpHHil ^AAV-ViinHina 

xivtiiv JUuivtio 11 y LfvUlvUVUl L/1%7UVX11 lrl\7v'lV/y4<~ OIXIXIICU LU 1 1 wLlVl f Y T YY UlllMHItf 

protein 5 (MGC10924), mRNA 


NM 030569 


Homo saniens hvnothetical nrotein MGC 10848 rMGC10848 1 mRNA 


NM 030568 


Homo sapiens hypothetical protein MGC10818 (MGC10818), mRNA 


NM 030567 


Homo saniens hvnothetical nrotein MGT 10779 (MGC 10779^ mRNA 

XXV1X1V7 OCKJpiVyXlo lljr ^7171X1^/ UlVyCu L71 V7 VKslll XVXVJ Vj 1 IV/ ylYXVJVy XU / 1 £*fy 1 1 1 Iv 1 X /A 


NM 025164 


Homo saniens KTAA0999 nrotein (KTA A0999 1 mRNA 

HUillu OuUlWllu l^kjr\jL*\t J J J L7X \7 LVylll I1iXT1Av777 )• 111XVX i a*. 


NM 025132 


Homo saniens KTA A 1638 nrotein fPCTAA1638i mRNA 

XXV7111V7 OQX71WHO iYXrullvJO ^JlUL^XXl ^XvXlLTxl V7«7 OJy llxJCVXiXX 


NM 024668 

llXVX UiiTUUO 


Homo saniens hvnothptiral nrofpin FT T90988 CFJ T90988^ mRNA 

XJA7111V7 o<X]Jlti.lo llj y\JUl\}lL\*CLl piV7tvXil 1 JLJ^V/aOO ^X JUIiViOO^, llIXvxXA. 


NM 024547 


Homo saniens KTA A0467 nrotein HCTAA0467i mRNA 


NM 018418 


TTnmn <ianipTi<i lrvnntlnptipal nfAtpin rTTSFl-^ 1 i tyiRNA 

XX17111V7 oapiwllo XlJr^V/Ul&Llvai J71UIC1XX \_XXljX7 J . 1 Jj xlxxvxN/\ 


NM 025182 


Homo saniens hvnothptieal nrotein FT Tl 1 ^60 fFT Tl 1 Sfifft mRNA i 

J-XUlliVJ DajJlWXlO iljr|7UUl&llV/ai piV7lXyill XXaI x i JW ^1 XjJ 1 XJUV/^j llxxVLiix 


NM 025168 


Homo sanipns T AP npurinp-rirVi rpnpatQ anH PTi7i anH no PT^7 nrofpin CX ANO^ 
xxwuiu oapidio ivrvr ^lvuviiic-nc/ii lwpcaio aiiu x LJt-i j ailu iiu ri/L LJlULCi.il I X-<iVJ.N K 

mRNA 


NM 025081 


Homo saniens KTA A 1 30^ nrotein HCTA A 1 30S i mRNA 

XXV71HV7 OdpiVllO V^~Ll\u\. iJUJ JJXULk/lXl ^XVXTVTXl J KJJJ) llXXViNxx. 


NM 024750 


Homo sanipns Ipiipinp^rich TPnpat-pontaininty 9 CI RRC^y^ mRNA 

XXV7X1XVF OClJ^FlVlXO IttlUlXlC^A Ivll ltpt/Al UIJllLaillXllg a> ^X-iXVXVV>Z« illXViX /x 


NM 025266 


Homo sanipns hvnothptiral nrofpin MGT , 97R0 1^X^009780 1 mRNA 

1XV71XXU oapiCllO lljrpVrUlC/LlL>Ol piVJtvlU iYXVJV/Z# / Ov ^IVXVJ / OV7 Jy UU\±Xt\ 


NM 025265 


Homo saniens hvnothetical nrotein MGC2776 iTvTGT , 977fi i mRNA 

XXV111V7 OapiUUO xljr pvUlvUvOl |71 V7L^/liX XVXVJ V/^> 1 1 \J ^XVX VJ VxZ. / l\Jjy lliXVi llV 


NM 025264 


Homo sapiens hypothetical protein MGC2454 (MGC2454), mRNA 


NM 025247 


Homo sapiens hypothetical protein MGC5601 (MGC5601), niRNA 


NM 025246 


Homo sapiens hypothetical protein MGC3295 (MGC3295), mRNA 


NM 025234 


Homo sapiens recombination protein REC14 (REC14), mRNA 


NM 025221 


Homo sapiens calsenilin-like protein (CALP), mRNA 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 


NM 025203 


Homo sapiens hypothetical protein FLJ21945 (FU21945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 
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NM 025197 


Homo saoiens hvnothetical nrotein FLJ 13660 similar to CDK5 activator-bindinc 

A lvli.lv i]U|/lWlig UTL/VUlwUVm LslV/l'WlJ.l X I.** *«/WV Olll 1 llfc*A W VJL/lvJ BwUTUWl UlllUUlg 

protein C53 (FIJI 3660), mRNA 


NM 025187 


Homo sapiens hvnotlietical nrotein FLJ 12076 (FLJ 12076^ mRNA 


NM 025184 


Homo sapiens hypothetical protein FU22843 (FU22843), mRNA 


NM 025181 


Homo sapiens hypothetical protein FU22004 (FU22004), mRNA 


NM 025163 


Homo sapiens hypothetical protein FIJI 2768 (FUI 2768) mRNA 


NM 025159 


Homo sapiens hypothetical protein FUi 1577 (FIJI 1577) mRNA 


NM 025157 


Homo sapiens hypothetical protein FLJ23042 (FU23042), mRNA 


NM 025155 


Homo sapiens hypothetical protein FIJI 1848 (FUI 1848), mRNA 


NM_025152 


Homo sapiens hypothetical protein FIJI 2660 (FLJ 12660), mRNA 


NM 025150 


Homo sapiens hypothetical protein FIJI 2528 (FIJI 2528), mRNA 


NM 025147 


Homo sapiens hypothetical protein FIJI 3448 (FIJI 3448), mRNA 


NM 025146 


Homo sapiens hypothetical protein FU13194 (FU13194), mRNA 


NM 025145 


Homo sapiens hypothetical protein FLJ22944 (FLJ22944), mRNA 


NM 025143 


Homo sapiens hypothetical protein FLJ20856 AFLJ20856) mRNA 


NM 025140 


Homo sapiens hypothetical protein FLJ22471 (FU22471) mRNA 


NM 025139 


Homo sapiens hypothetical protein FU12584 (FLJ12584), mRNA 


NM 025134 

x ^ xtx vx**/ x ■ 


Homo saoiens hypothetical nrotein FLJ 12178 (FUI 2178) mRNA 

llVlllv uuyivllij UJfyuuivUVBl piwtvlU A I nf Iw 1 / \J yX J_sil lw 1 / U y, X11XV1 il l 


NM 025133 

X ™ XTX V X* %/ X *S «^ 


Homo saoiens hvoothetical nrotein FUI 2673 (FUI 2673) mRNA 


NM 025130 


Homo saoiens hvnothetical nrotein FT T22761 (FT T22761) mRNA 

xxv/inv/ dciljxn/xxo xijr ljv/uxwixv<*x l/x VJivxil A JjJZf£> / \J i ^x XjJ^xi i \j l j j i i i.ivi > A 


NM 025129 


Homo saniens hvnothetical nrotein FT T2268R (FT T9768R) mRNA ° 

XXV/X1XVJ OCXL/XVllo lljr J/vf UXL/ LXIt/Ct X JJXVJl^XXX X JLvJ ^X ljJiiZ<vUU y } 111X\J. ^ A 


NM 025118 


Homo saniens hvnothetical nrotein FT Jl 3310 (FT Tl 31 1 0) mRNA 

XXV/X1XV oapiVjilO lljr L/vVlll/Lll/OX X I*}*} XV ^X i—fJ LJJ IV//, XI XXVI > A 


NM 025115 


Homo saoiens hvnothetical nrotein FU23263 (FU23263) mRNA 


NM 025113 


Homo saniens hvoothetical nrotein FU21562 (FT T21562^ mRNA 

iiuiuu wupiviio iij puuiwuvui pi uu<ui x iMtil^vii X/viiJUvAyj XXXAVX^Ixjl 


NM 025112 


Homo sapiens hvoothetical protein MGC1 1349 (MGC1 1 349^ mRNA 


NM 025108 


Homo sapiens hypothetical protein FUI 3909 (FU13909), mRNA 


NM 025107 


Homo sapiens hypothetical protein FU21269 (FU21269), mRNA 


NM 025105 


Homo sapiens hypothetical protein FUI 2409 (FUI 2409), mRNA 


NM_025104 


Homo sapiens hypothetical protein FIJI 3087 (FUI 3087), mRNA 


NM 025103 


Homo sapiens capillary morphogenesis protein 1 (CMG1), mRNA 


NM 025100 


Homo sapiens hvoothetical nrotein FUI 2294 (1^X112294^ mRNA 


NM 025093 


Homo sapiens hvoothetical nrotein FUI 1 827 (FUI 1 827^ mRNA 

JXXVXXAV Q(XL7XVXX0 XAJT L/X/UXwUVwl LyX VtVlil X JL/<f X X Ul> / AjJ X X Ul> / Jj 1 1 IX VJ. 1 xl 


NM 025092 


Homo saoiens hvpothetical nrotein FU22635 (FLJ22635^ mRNA 


NM 025088 


Homo sapiens hvoothetical protein FUI 3241 (FLJ1324H mRNA 


NM 025087 


Homo sapiens hypothetical protein FU2 1511 (FU2 1 5 1 Y\ mRNA 


NM 025082 

X 14." Jk wX«%/ 


Homo saoiens hvnothetical nrotein FUI 3111 (FU 1 3 1 1 \} mRNA 

XXV/1XXU 0«xpriVlX>9 lljr Lyv/LXlV/UVUt k>l W tvlll X XvJ X J X X X ^X XvJ X J X X X^, X11X\_L> A 


NM 025075 


Homo sapiens hvoothetical nrotein FU23445 (FU23445 , i mRNA 

llWlUi; kHipiVlW 11J pVUlvWIVUl pi V UWlAl X 1^/1* J 1 I J yX XM A»/^Tk/ llll\lixl 


NM 025074 


Homo sapiens hvnothetical nrotein FU22031 (1^^122031^ mRNA 


NM 025073 


Homo sapiens hvnothetical nrotein FU21 168 (FU21 1 68"V mRNA 


NM 025071 


Homo saniens hvnnthetical nrotein FT Tl 91 QO (FT Tl 2190^ mRNA 

xxvsixxu oapi^xxo XXjrpULxX&LXUal piuiwill X LJ 17u ^x xvJlx«X^Vy, IlxxvLN/^. 


X>XYJL VZ«J\/U^ 


TTomo saniens hvnothptiral nrntein FT T1 49Q0 (FT Tl 49Q9 1 mRNA 


NM 025067 


Homo saniens hvnothetical nrotein FT T14106 (FTJ1410fi^ mRNA 


NM 025064 


Homo sapiens hypothetical protein FU23604 (FU23604), mRNA 


NM 025063 


Homo sapiens hypothetical protein FU23550 (FU23550), mRNA 


NM 025059 


Homo sapiens hypothetical protein FU23305 (FU23305), mRNA 


NM 025057 


Homo sapiens hypothetical protein FU23 1 89 (FU23 1 89), mRNA I 


NM 025056 


Homo sapiens hypothetical protein FU23 1 85 (FU23 1 85), mRNA 


NM 025052 


Homo sapiens hypothetical protein FU23074 (FU23074), mRNA 


NM 025049 


Homo sapiens hypothetical protein FU22692 (FU22692), mRNA 


NM 025048 


Homojapjens hypothetical protein FU22684 (FU22684), mRNA 


NM 025047 


Homo sapiens hypothetical protein FU22595 (FU22595), mRNA 
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NM 025045 I 


Homo sapiens hypothetical protein HJ22582 (FU22582), mRNA 


NM 025031 


Homo sapiens hypothetical protein FLJ21075 (FLJ21075), mRNA 


NM 025030 ! 


Homo sapiens hypothetical protein FU20972 (FLJ20972), mRNA 


NM 025026 


Homo sapiens hypothetical protein FLJ14107 (FJJ14107), mRNA 


NM 025025 


Homo sapiens hypothetical protein FU14100 (FLJ14100), mRNA 


NM 025024 


Homo sapiens hypothetical protein FU14082 (FLT14082), mRNA 


NM 025023 


Homo sapiens hypothetical protein FLJ14069 (FLJ14069), mRNA 


NM 025019 


Homo sapiens likely ortholog of mouse tubulin alpha 4 (FLJ 13940), mRNA 


NM 025012 


Homo sapiens hypothetical protein FU13769 (FLJ13769), mRNA 


NM 025009 


Homo sapiens hypothetical protein FU13621 (FLJ13621), mRNA 


NM 025008 


Homo sapiens hypothetical protein FU13544 (FLJ13544), mRNA 


NM 025006 


Homo sapienshypothetical protein FLJ13373 (FLJ13373), mRNA 


NM 025004 


Homo sapiens hypothetical protein FU13215 (FU13215), mRNA | 


NM 025003 


Homo sapiens hypothetical protein FLJ13166 (FU13166), mRNA 


NM 025002 


Homo sapiens hypothetical protein FIJI 3 162 (FIJI 3 162), mRNA 


NM 025001 


Homo sapiens hypothetical protein FU13105 (FLT13105), mRNA 


NM 025000 


Homo sapiens hypothetical protein FIJI 3096 (FLJ13096), mRNA 


NM 024997 


Homo sapiens hypothetical protein FLJ12668 (FLJ12668), mRNA 


NM 024993 


Homo sapiens hypothetical protein FLJ12568 (FIJI 2568), mRNA 


NM 024992 I 


Homo sapiens hypothetical protein FU12547 (FU12547), mRNA 


NM 024989 


Homo sapiens hypothetical protein FLJ12377 (FLJ12377), mRNA 


NM 024988 


Homo sapiens hypothetical protein FLJ12355 (FU12355), mRNA 


NM 024986 


Homo sapiens hypothetical protein FU12331 (FLJ12331), mRNA | 


NM 024980 


Homo sapiens hypothetical protein FU12132 (FLJ12132), mRNA I 


NM 024979 


Homo sapiens hypothetical protein FLJ12122 (FLJ12122), mRNA 


NM 024978 


Homo sapiens hypothetical protein FU12121 (FLF12121), mRNA 


NM 024971 


Homo sapiens hypothetical protein FIJI 1726 (FIJI 1726), mRNA 


NM 024970 


Homo sapiens hypothetical protein FIJI 1722 (FIJI 1722), mRNA 


NM 024969 


Homo sapiens hypothetical protein FIJI 1703 (FIJI 1703), mRNA 


NM 024966 


Homo sapiens hypothetical protein FIJI 1598 (FIJI 1598), mRNA 


NM 024961 


Homo sapiens hypothetical protein FIJI 1370 (FIJI 1370), mRNA 


NM 024959 


Homo sapiens hypothetical protein FU22233 (FLJ22233), mRNA 


NM 024957 


Homo sapiens hypothetical protein FU22686 (FLJ22686), mRNA 


NM 024955 


Homo sapiens hypothetical protein FIJ23322 (FLJ23322), mRNA 


NM 024954 


Homo sapiens hypothetical protein FIJI 1807 (FU1 1807), mRNA 


NM 024952 


Homo sapiens hypothetical protein FLJ20950 (FLJ20950), mRNA 


NM 024950 


Homo sapiens hypothetical protein FLJ12891 (FU12891), mRNA 


NM 024949 


Homo sapiens hypothetical protein FLJ22029 (FU22029), mRNA 


NM 024948 


Homo sapiens hypothetical protein FU13397 (FLJ13397), mRNA 


NM 024946 


Homo sapiens hypothetical protein FLJ21799 (FLJ21799), mRNA 


NM 024945 


Homo sapiens hypothetical protein FU12888 (FLJ12888), mRNA 


NM 024943 


Homo sapiens hypothetical protein FLJ23235 (FU23235), mRNA 


NM 024940 


Homo sapiens hypothetical protein FLJ21034 (FLJ21034), mRNA 


NM 024937 


Homo sapiens hypothetical protein FLJ12929 (FU12929), mRNA 


NM 024936 


Homo sapiens hypothetical protein FLJ23024 (FLJ23024), mRNA 


NM 024929 


Homo sapiens hypothetical protein FLJ231 12 (FLJ23 1 12), mRNA 


NM 024927 


Homo sapiens hypothetical protein FLJ21019 (FIJ21019), mRNA 


NM 024926 


Homo sapiens hypothetical protein FU12571 (FLJ12571), mRNA 


NM 024923 


Homo sapiens hypothetical protein FLF22389 (FLJ22389), mRNA 


NM 024922 


Homo sapiens hypothetical protein FLJ21736 (FLJ21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FU22792 (FU22792), mRNA 
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NM 024916 


Homo sapiens hypothetical protein FU22814 (FU22814), mRNA 


NM 024915 


Homo sapiens hypothetical protein FU13782 (FLJ13782), mRNA 


NM 024913 


Homo sapiens hypothetical protein FU21986 (FLJ21986), mRNA 


NM 024912 


Homo sapiens hypothetical protein FLJ14327 (FLJ14327), mRNA 


NM 024910 


Homo sapiens hypothetical protein FU12700 (FLJ12700), mRNA I 


NM 024902 


Homo sapiens hypothetical protein FLJ13236 (FLJ13236), mRNA 


NM 024901 


Homo sapiens hypothetical protein FLJ22457 (FU22457), mRNA 


NM 024899 


Homo sapiens hypothetical protein FLJ12542 (FLJ12542), mRNA 


NM 024895 


Homo sapiens hypothetical protein FLJ23209 (FLJ23209), mRNA 


NM 024892 


Homo sapiens hypothetical protein FIJI 1700 (FIJI 1700), mRNA 


NM 024891 


Homo sapiens hypothetical protein FUl 1783 (FIJI 1783), mRNA 


NM 024888 


Homo sapiens hypothetical protein FLJ1 1535 (FUl 1535), mRNA 


NM 024887 


Homo sapiens hypothetical protein FIJI 3 102 (FIJI 3 102), mRNA 


NM 024884 


Homo sapiens hypothetical protein FLJ12618 (FU12618), mRNA 


NM 024883 


Homo sapiens hypothetical protein FLT22202 (FU22202), mRNA 


NM 024881 


Homo sapiens hypothetical protein FLJ14251 (FU1425 1), mRNA 


NM 024876 


Homo sapiens hypothetical protein FU12229 (FLJ12229), mRNA 


NM 024875 


Homo sapiens hypothetical protein FLJ12921 (FU12921), mRNA 


NM 024872 


Homo sapiens hypothetical protein FLJ22570 (FU22570), mRNA 


NM 024871 


Homo sapiens hypothetical protein FU12748 (FU12748), mRNA 


NM 024869 


Homo sapiens hypothetical protein FU14050 (FU14050), mRNA 


NM 024868 


Homo sapiens hypothetical protein FU14124 (FU14124), mRNA 


NM 024866 


Homo sapiens hypothetical protein FU21 135 (FU21 135), mRNA i 


NM 024865 


Homo sapiens hypothetical protein FLJ12581 (FU12581), mRNA 


NM 024863 


Homo sapiens hypothetical protein FLJ21174 (FLJ21 174), mRNA 


NM 024862 


Homo sapiens hypothetical protein FLJ13962 (FIJ13962), mRNA 


NM 024860 


Homo sapiens hypothetical protein FLJ21 148 (FLJ21 148), mRNA 


NM 024857 


Homo sapiens hypothetical protein FLJ12735 (FLJ12735), mRNA 


NM 024855 


Homo sapiens hypothetical protein FLJ12785 (FLJ12785), mRNA 


NM 024854 


Homo sapiens hypothetical protein FLJ22028 (FU22028), mRNA 


NM_024852 


Homo sapiens hypothetical protein FLF12765 (FLJ12765), mRNA 


NM 024850 


Homo sapiens hypothetical protein FLJ21458 (FLJ21458), mRNA 


NM 024849 


Homo sapiens hypothetical protein FU14126 (FLJ14126), mRNA 


NM 024846 


Homo sapiens hypothetical protein FIJI 1710 (FIJI 1710), mRNA 


NM 024845 


Homo sapiens hypothetical protein FU14154 (FLJ14154), mRNA 


NM 024844 


Homo sapiens hypothetical protein FU12549 (FLJ12549), mRNA 


NM 024843 


Homo sapiens duodenal cytochrome b (FU23462), mRNA 


NM 024838 


Homo sapiens hypothetical protein FLJ22002 (FU22002), mRNA 


NM 024834 


Homo sapiens hypothetical protein FU13081 (FLJ13081), mRNA 


NM 024833 


Homo sapiens hypothetical protein FU23506 (FLJ23506), mRNA 


NM 024830 


Homo sapiens hypothetical protein FU12443 (FLJ12443), mRNA 


NM 024829 


Homo sapiens hypothetical protein FU22662 (FLJ22662), mRNA 


NM 024828 


Homo sapiens hypothetical protein FU13657 (FLJ13657), mRNA 


NM 024827 


Homo sapiens hypothetical protein FLJ22237 (FU22237), mRNA 


NM 024826 


Homo sapiens hypothetical protein FLJ21 159 (FU21 159), mRNA 


NM 024825 


Homo sapiens hypothetical protein FLJ23447 (FU23447), mRNA 


NM 024824 


Homo sapiens hypothetical protein FIJI 1806 (FIJI 1 806), mRNA 


NM 024823 


Homo sapiens hypothetical protein FLJ21596 (FLJ21596), mRNA 


NM 024821 


Homo sapiens hypothetical protein FIJ22349 (FLJ22349), mRNA 


NM 024818 


Homo sapiens hypothetical protein FLJ23251 (FLJ23251), mRNA 


NM 024817 


Homo sapiens hypothetical protein FLJ13710 (FLJ13710), mRNA 
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NM 024814 


Homo saDiens hvnothetical nrotein FT J23 1 09 (FTJ23 1 09 1 mRNA 


NM 024802 


Homo saDiens hvoothetical orotein FT T21369 fFTJ21369i mRNA 


NM 024801 


Homo saDiens hvoothetical nrotein FT J2 1 5 5 1 fFT J2 1 55 1 1 mRNA 

XAV/AX1V/ OUkJXWIXiJ Hjf ^ V> Ullw UvQl piUltUl X i>J£l JJ 1 ^X !■>»> XJ J X ^ j 111XV1 ^Cxx 


NM 024800 


Homo saDiens hvDothetical nrotein FT J23495 fFTJ23495 1 mRNA 

uupiV^Uu ~jf |*v»ii»»iwul ^/l U Lv ill X JjlfirJ'/J ^X 1 Hi t*J~S J Jy 1111\_1> / V | 


NM 024798 


Homo saniens hvnothetical Drotein FT T1 39S2 fFT Tl 3952 1 mRNA 


NM 024794 


Homo saDiens hvnothetical nrotein FT T9940R fFT T9940R i mRNA 

11W111U OCl}JlwxXi9 iXjr (JUUlv Lll/txl jjl VJ IXvlli X JbJI>6*TUO yX 1— iJ £*£*\\J O Jy LlLS\l^il\ 


NM 024792 


Homo saDiens hvoothetical nrotein FT T22282 fFT T299R9 1 mRNA S 


NM 024791 


Homo saniens hvnothetical nrotein FT T997S6 fFT T997Sfii mRNA 

xiuiiiu oaLJi&iio xijjJUUlt-UVai ^ll Ul^lii X7xwZ>4>/ JU \T LjJ£r£i 1 JKJJy I11X\JL>/A. 


NM 024790 


Homo saniens hvoothetical nrotein FT T994Q0 fFT T994Q0 1 mRNA 


NM 024788 


Homo saDiens hvoothetical nrotein FT T91062 fFT T91069 1 mRNA > 

AAumu oopiisiia ixjr Lyxjuxwuivcxl JJ1 U it/ ill X IjJ^IuUa v l Lvl l>\J\J&Jy llUVliiv. 


NM 024787 


Homo saDiens hvoothetical Drotein FT Jl 2526 fFT Tl 952nl mRNA 


NM 024786 


Homo saniens hvoothetical Drotein FT Jl 3 1 53 fFT Jl 3 1 S3^ mRNA 

AXVUiv oU|/&wll0 * V y w UAv U vol JJlULVlxl X X-/J 1.*/ XJJ yx X**J 1 J XJ J Jy lllXVX l 


NM 024785 


Homo saDiens hvoothetical orotein FLJ22746 fFLJ22746i mRNA ! 


NM 024783 


Homo saniens hvoothetical orotein FTJ23598 fFLJ23598 1 mRNA 


NM 024782 


Homo saDiens hvoothetical nrotein FLJ12610 CFLJ12610i mRNA 


NM 024781 


Homo saniens hvoothetical nrotein FLJ23594 rFTJ23594i mRNA « 


NM 024779 


Homo saniens hvoothetical nrotein FLJ22055 fFLT22055 1 mRNA 


NM 024778 


Homo saoiens hvoothetical orotein FLJ22612 fFLJ2261 2^ mRNA 

kUXkyXVXXkJ UJr|/UUlvUVlU ^/X W LwXll X lMMVl« ^X XWmuvI^^ 1 1 M M 1 fl 


NM 024776 


Homo saoiens hvoothetical orotein FT T21 140 fFT T91 140i mRNA 

•XXV^XXIV/ U(XJ^/1 VllO IXjr LVUUlWLlVOl LJlWL^/ill X X^J^l X*T\/ ^X JUJA 1 L^KJJy lIJXVJL^l/x. 


NM 024774 


Homo saoiens hvnothetical nrotein FT T9 1 Q94 fFT T91 Q94i mRNA 

XXVIXXV OCipiVllo IXjr |/UUl&lil>(U JJi L/ IL/lll X IaiZ. 1 J £s~T ^1 ivJ^> 1 y tJ'-X Jy iJlXvlNxV 


NM 024770 

X 1 XT A Vtil / / V 


Homo saniens hvnothetical nrotein FT Tl 1QR4 fFT Tl 3QR4 1 mRNA 


NM 024768 


Homo saniens hvnothetical nrotein FT Tl 90S7 fFT T190S7i mRNA 

AXWXX1V/ DCXjpivyllO lljr p(JUll>/ lll/U.1 piUlVlli X X>J liUJ / ^lUl^UJ / ^ } lillVLlxV 


NM 024766 


Homo saniens hvnothetical nrotein FT T934S1 fFT T9^4S1 1 mRNA 


NM 024765 

X 11TX \JA*9 f \J*s 


Homo saoiens hvnothetical nrotein FT Tl 9401 TFT T1 9401 1 mRNA 


NM 024764 


Homo saniens hvnothetical nrotein FT T149Q8 fFT T149QRi mRNA 

xxvixiv/ Odi/i^ixO lljr ■jUUX&UUdl JJlvl&lxl X LJ 1^70 ^I LJ ltxr70^ llJLJVlN/v 


NM 024761 


Homo saniens hvoothetical nrotein FT Jl 3204 fFT T1 ^904 1 mRNA 

xiuiiiu oaprxwiio lljr L/v/Lllv/tlvCU jyiVSlvlxl X JjJlJ^ut X^J XtJit\J*Tjy lllXVl. ixV 


NM 024759 


Homo saniens hvnotheticfll nrotein FT T1 ^OSS fFT Tl ^QS^ i mRNA 


NM 024757 


Homo saniens hvnothetiral nrotein FT T1 9R70 fFT Tl 9870^ mRNA 


NM 024756 


Homo saniens hvnnthetirfll nrntein FT T1 ^4^^ fFT T1 ^4r^^\ mPWA 


NM 024755 


Homo saniens hvnotheticfll nrotein FT Tl ^91 ^ CF1 Tl ^91 ^1 mRNA 


NM 024753 


Homo saniens hvnothetical nrotein FT Tl 14S7 fFT T1 14S7i mRNA 


NM 024751 


Homo saniens hvnothetical nrotein FT T1 3973 fFT T1 3973 1 mRNA 

xxvxuiv/ oaLvib>iio iij^ yuuicuvai ljiulw.ui rLJij^/j ^rLJlJL/ j y ? IIlJXiNxY 


NM 024748 


Homo saniens hvoothetical nrotein FTJ1 1539 fFT Tl 1 S3Q i mRNA 

iiuuiu otxpivxio xijr pvuivUvCU LVlWlvlxl X l—rJ 1 1JJ7 \X XaI X LJ Jy Jy lllXvl t(xx 


NM 024747 


Homo saoiens hvoothetical nrotein FT J22501 (FT T99S01 1 mRNA 


NM 024745 


Homo saniens hvoothetical orotein FLJ22009 fFLT22009 1 mRNA 


NM 024743 


Homo saniens hvnothetical nrotein FT T21934 fRT T91934^ mRNA 

xxK/txxv <3C*LJivxxt3 iij" puuivilvai LJi W H/lll X Lma17Jt 1^1 lVx>17J^j ) LX1XN L t|x> 


NM 024738 


Homo saniens hvnothetical nrotein FT J2141 5 fFT J2141 Si mRNA 


NM 024736 

X HTX \J Am^T f *J \J 


Homo saniens hvoothetical nrotein FT Tl 91 SO fRT Jl 21 SO • mRNA 

XX WlAlVy oapiWliO iljf JJV^ULiWLlVd.1 L/lUlVJUl X 1— 1 ^ I JU 1^1 Xvv X£t X */\J Jy lixXVX 


NM 024735 


Homo sapiens hypothetical protein FU22477 (FLJ22477), mRNA 


NM 094714 


xxUiXlU oapiciia tyaipuilxll lllvC U alloXIiCIIlUI aUC UOIIxain prULvin ^Cainiin^, UxXvINA. 


NM 094733 


TTomo canienQ nvnotVi*»fira1 nrnfpm FT T14^A^ T1434^^ mPMA 


NM 024730 


Homo sapiens hypothetical protein FLJ22655 (FU22655), mRNA [ 


TsJTVA 094790 


TTfvmri cQniAnc ti-imn+Vtc»4>ir»a1 nrnfoin X7T T11QQ1 /T7T T1 Q Q 0 1 \ «,D XT A 

jtiomo sapiens nypoineucai protein rL,j i Jool [rLtJ i jool ), mKJNA 


NM 024728 


Homo saoiens hvnothetical nrotein FT T1 1 ROR (FT Jl 1 80R"i mRNA 

XXWlllvF oapivuo lljr |IUUlbUv(U l^lV^l&lll X X lOvO \A X-tJ x X O \JOJy lJLlXVl tJxx 


NM 024725 


Homo sapiens hypothetical protein FLJ23518 (FLJ23518), mRNA 


NM 024724 


Homo sapiens hypothetical protein FU22332 (FU22332), ixiRNA 


NM_024721 


Homo sapiens likely ortholog of mouse zinc finger homeodomain 4 (FLJ20980), 
mRNA 


NM 024713 


Homo sapiens hypothetical protein FLJ22557 (FLJ22557), mRNA 


NM_024712 


Homo sapiens engulfment and cell motility 3 (ced-12 homolog, C. elegans) 
(ELM03), mRNA 


NM 024711 


Homo sapiens hypothetical protein FLJ22690 (FU22690), mRNA 
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NM 024710 


Homo sapiens hypothetical protein FU23469 (FLT234691 mRNA 


NM 024708 


Homo sapiens hypothetical protein FU2255 1 (FLJ2255 11 mRNA 


NM 024707 


Homo sapiens hypothetical protein FIJI 3956 (FIJI 39561 mRNA 


NM 024706 


Homo sapiens hypothetical protein FLJ13479 (FIJI 34791 mRNA 

xxvixiv m*|/Avllu J ^/viuvWvui piVivlll X Xvv X%/~ # ✓ ^X Xvw X ^ » r ✓ yj UULvL lit. 


NM 024704 


Homo sapiens hypothetical protein FU23045 (FLJ230451 mRNA 


NM 024702 


Homo sapiens hypothetical protein FLJ13841 (FIJI 3 841), mRNA 


NM 024699 


Homo sapiens hypothetical protein FIJI 4007 (FIJI 40071 mRNA 


NM 024697 


Homo sapiens hypothetical protein FT J2241 9 (FT J2241 91 mRNA 

11U111U oaplUlO 11 J LlV/UivUval pi U IV HI X £*t*T X.S \X X^n) ***** 1 ? J ) lllXXlllX 


NM 024696 


Homo sapiens hypothetical protein FLJ23058 (FT J230581 mRNA 


NM 024694 


Homo sapiens hypothetical protein FLT23 121 (FT J23 1 2 11 mRNA 


NM 024691 


Homo sapiens hypothetical protein FT T23233 (FT T232331 mRNA 


NM 024685 


Homo sapiens hypothetical protein FLI23560 fFT J235601 mRNA 


NM 024682 


Homo sapiens hypothetical protein FU12168 (FLJ12168), mRNA 


NM 024680 


Homo sapiens hypothetical protein FU2331 1 (FU2331 1), mRNA 


NM 024679 


Homo sapiens hypothetical protein FUl 1 939 (¥\ Jl 1 9391 mRNA 

iiviuu OApivllo lljr L/vrUlVLlVvil pi uiV/iii x X-*J X 1 s J J yx X-*J X XZfJs J y 1 1 il vl a A 


NM 024677 


Homo sapiens hypothetical protein FT T14001 (FT T14001 1 mRNA 

iiviiiL/ oopiviio lijf puuiwuwcu |J1 u tvill X X>J A"TV/V/ 1 \X 1 1*TV/Vl Ij 111X\_1^11V 


NM 024676 


Homo sapiens hvnothetical protein FT T2293R (FT T9993R1 mRNA 

iiuuiu oaL/ivixo ujr Jjuuit/Liwai LVIUIVXU X XiJAfLy JO ^x LjJ ****y JO jy llJXVlixV 


NM 024674 


Homo ^anien^ hvnothetical nrotein FT T1 (FT Tl 9457^ ml^NA 


NM 024671 

111 Y JL V« IV / 1 


Homo ^aniens hvnothetical nrotein FT T9^4^/i (FT T934A^ mPNA 


NM 024669 

X \ XTJL \J **T\J\J S 


Homo ^aniens hvnothetical nrotpin FT Tl 1 795 (FT Tl 1 795^ mRNA 

XXW111VI OaL/ltllo lljr L/ULll&U. V/CU It'll! X XvJ 1 I f ZrJ ^iLJ 11/ 7 J ^, lllIvLNrt. 


NM 024667 

X \ XT A. \J / 


Homo ^aniens hvnothetical nrotein FT T177S0 (FT T197S0^ mRNA 

XXVAlllVJ Odi/lWlXO lljf V/ LllLv 1.1 V/Cll JpiVJtVXll X XjJ IX / JV i—iJ IX / JyJj) IIIxvlNiV. 


NM 024665 


Homo sanieris niiclear recentor co-rprlrpQQnr/TTTlA^ , '^ rnmnlpy QiiKimit 

XXVJlllV/ aukAll/UO llUvlvtU IVvwL/tVIl v/V/ ltLflt'OOVi/XXX^iV\_/J l/Ul ULTIMA. OL1UU1111 

(FLJ12894), mRNA 


NM 024664 


Homo sapiens hypothetical protein FUl 1838 (FIJI 1 838^ mRNA 

xava*4.v wu|/ivuu V 1 wvwi pivVViU X IVv X X \J+J \J ^X X_mF X X\JtJ\Jjy 111|a^ 1 Ik 


NM_024661 


Homo sapiens hypothetical protein FIJI 2436 (FIJI 243 6), mRNA 


NM 024660 


Homo sapiens hypothetical protein FLJ22573 (FU22573), mRNA 


NM 024659 


Homo sapiens hypothetical protein FLJ1 1753 (FIJI 17531 mRNA 


NM 024658 


Homo sapiens hypothetical protein FLJ23338 (FTJ23338i mRNA 


NM 024657 


Homo saniens hvnothetical nrotein FT T1 1 565 (FT Tl 1 5651 mRNA 

xxv/uivj oo^iviiij Lxy uit» Liwai L/iuLwiii x XvJ i i./V/*J yxXjj 1 1 juj ii ixvi i / v 


NM 024656 


Homo sapiens hvnothetical nrotein FT T22329 (FT T923991 mRNA 

iiuiiiv oa^yiviio ii^y^-'vJ ni^uivui iji \j Lv^lil l XiJXXJX7 ^X 1—tJ ****^x*^7 llJXVl^iix 


NM 024653 

X " 1YX V*»~ w to/ 


Homo saniens hvnnrheticfll nrotein FT T1^909 (FT 11^9091 mRNA 

XXU111W OttJJIVilo iljpuill^lllvCU L/lVJLLvlll 1 JjJ 1 J7Ui ^JT JUJ i Dy\JZtJy lllXViNiV 


NM 024652 


Homo saniens hvnnthptiral nrotein FT T9^1 1 9 (PI 1 91 mRNA 

■LXUlilVJ oajJIWJLlo lljrpuuilC'llvva.l piUIXyJJ.1 X^XvJ^Jl 17 irLJiJliyJj lilxVLNzA. 


NM 024645 


Homo saniens hvnothetical nrotein FT Tl 3R49 (FT Tl 3R491 mRNA 

1.-1AJ1I1V/ OO.pit«110 lljf LJULlllvLlVvai LJlULXylil X LJlJ(rTi. ^iJLJ I JOtxJ) lliTviN/v 


NM 024644 


Homo saniens hvnothetical nrotein FT T91 809 (FT T91 S091 mRNA 

XXWIIIVj* OOjJlVllO lljr L/V/lXlOlluai LJl KJ Ivvlll X L>JXlQvX ^X LuJA, lO\JdZ,Jj lliXviN/x 


NM 024643 


Homo saniens hvnothetical nrotein FT T93093 (FT T930931 mRNA 

11U111U OCipiVllO 11 jr pUUllVvll/tll IJlVLVXli. X JjJ&Jv/J yX JUlAJv/J^j 1 1 1 IX 1 >■ rA 


NM 024642 


Homo saniens hvnothetical nrotein FT T91 9 1 9 (FT T9 1 91 91 mRNA 

XXVSU1U OOplwllO Ujrpvlll^LlwCll |JXV^lwlll X LmXI^IX ^X X^J^l^l^yj lIJJLvli/v. 


NM 024639 


Homo saniens hvnothetical nrotein FT T23393 (FT T933931 mRNA 

llvlllU OuL/lWllg 11JT ^UUlvUvCU L/l \s LV./111 X X^J J J J \x L/J^J J7 J 1 1 i_L VI l / V 


NM 024638 


Homo saniens hvnothetical nrotein FT Tl 996D (FT Tl 99601 mRNA 

XXV111W ouLJlkvllo lljrpUUlVtAVCll JJiULWill X XjJ X.£*7\J\J \1. IX7UU lliXxlN/x 


NM 024635 


Homo saniens hvnothetical nrotein FT T99643 (FT T99fi4^1 mRNA 

XlVJlllV/ OClU/lwllO lljr jJ vUllt'lllvCll piULWUl 1 X->J XXlttJ ^JT XjJX.X-U" J J } 1 1 LLV1 1 / V 


NM 024633 


Homo saniens hvnothetical nrotein FT T21 276 (FT T21 9761 mRNA 

xiwiiiv/ oajviwio njr l/v/u.iv^liv/cii piwLLviii x x^J xii>/u x x XsJ£* x*c / kjj } iiixvi^i yi. 


NM 024632 

111"! \/Xrf T\J<mJ X* 


Homo saniens hvnothetical nrotein FT Tl 1 59fi (FT Tl 1 5961 mRNA 

xivjiiiw oapiwiio ii^y puLiiLvLiLvai iJiyjiK/lll x XjJ l l JiU ^l X_/J l iJ^Ujj 1 1 ilvi ^ A 


NM 024631 


Homo saniens hvnothetical nrotein FT J23342 (FT T233421 mRNA 

XXVS111U OdL/lVlXO LXJ L7vUlVUV(U pi VJ Lvlll X XVXJ JtX ^X Xv J **mJ *J J j XllXVl l/l. 


NM 024630 


Homo sapiens hypothetical protein FU20984 (FU20984), mRNA 


NM 024629 


Homo sapiens hypothetical protein FLJ23468 (FLJ23468), mRNA 


NM 024623 


Homo sapiens hypothetical protein FLJ13491 (FLJ13491), mRNA 


NM 024620 


Homo sapiens hypothetical protein FU12586 (FLT12586), mRNA 


NM 024619 


Homo sapiens hypothetical protein FLJ12171 (FU12171), mRNA 


NM 024618 


Homo sapiens hypothetical protein FLT21478 (FU21478), mRNA 


NM 024614 


Homo sapiens hypothetical protein FLJ13197 (FLJ13197), mRNA 


NM 024612 


Homo sapiens hypothetical protein FLJ22060 (FLJ22060), mRNA 


NM 024608 


Homo sapiens hypothetical protein FLJ22402 (FU22402), mRNA 
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NMJ)24607 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3B 
(PPP1R3B), mRNA 


NM 024604 


Homo sapiens hypothetical protein FLJ21908 (FU21908), mRNA 


NM 024603 


Homo sapiens hypothetical protein FIJI 1588 (FU1 1588), mRNA 


NM 024599 


Homo sapiens hypothetical protein FLF22341 (FU22341), mRNA 


NM 024598 


Homo sapiens hypothetical protein FU13154 (FU13154), mRNA 


NM 024597 


Homo sapiens hypothetical protein FLJ12649 (FLJ12649), mRNA 


NM 024596 


Homo sapiens hypothetical protein FU12847 (FLJ12847), mRNA 


NM 024594 


Homo sapiens hypothetical protein FLJ12899 (FLJ12899), mRNA 


NM 024593 


Homo sapiens hypothetical protein FIJI 1767 (FU1 1767), mRNA 


NM 024592 


Homo sapiens hypothetical protein FU13352 (FU13352), mRNA 


NM 024590 


Homo sapiens hypothetical protein FU23548 (FU23548), mRNA 


NM 024589 


Homo sapiens hypothetical protein FLJ22386 (FLJ22386), mRNA 


NM 024588 


Homo sapiens hypothetical protein FU23584 (FU23584), mRNA 


NM_024587 


Homo sapiens hypothetical protein FU22353 (FU22353), mRNA 


NM 024583 


Homo sapiens hypothetical protein FU23142 (FU23142), mRNA 


NM 024582 


Homo sapiens hypothetical protein FU23056 (FU23056), mRNA 


NM 024581 


Homo sapiens hypothetical protein FIJI 3 942 (FLJ1 3942), mRNA 


NM 024579 


Homo sapiens hypothetical protein FU23221 (FU23221), mRNA 


NM 024578 


Homo sapiens hypothetical protein FLJ22709 (FU22709), mRNA I 


NM 024577 


Homo sapiens hypothetical protein FU13605 (FU13605), mRNA 


NM 024576 


Homo sapiens hypothetical protein FLJ2 1079 (FU2 1 079), mRNA 


NM 024575 


Homo sapiens hypothetical protein FLJ23467 (FU23467), mRNA 


NM 024574 


Homo sapiens hypothetical protein FU23191 (FLF23191), mRNA 


NM 024573 


Homo sapiens hypothetical protein FU12910 (FLJ12910), mRNA 


NM 024572 


Homo sapiens hypothetical protein FU12691 (FLJ12691), mRNA 


NM 024569 


Homo sapiens hypothetical protein FU21047 (FU21047), mRNA i 


NM 024567 


Homo sapiens hypothetical protein FLJ21616 (FLJ21616), mRNA ! 


NM 024564 


Homo sapiens hypothetical protein FUl 1715 (FU1 1715), mRNA 


NM 024563 


Homo sapiens hypothetical protein FLJ14054 (FLJ14054), mRNA 


NM 024560 


Homo sapiens hypothetical protein FU21963 (FLJ21963), mRNA 


NM 024558 


Homo sapiens hypothetical protein FU13920 (FU13920), mRNA 


NM 024557 


Homo sapiens hypothetical protein FUl 1 608 (FIJI 1608), mRNA 


NM 024554 


Homo sapiens hypothetical protein FIJI 1413 (FIJI 1413), mRNA 


NM 024548 


Homo sapiens hypothetical protein FLF23047 (FLJ23047), mRNA ; 


NM 024545 


Homo sapiens hypothetical protein FIJ12761 (FLJ12761), mRNA j 


NM 024544 


Homo sapiens hypothetical protein FIJ12875 (FLJ12875), mRNA j 


NM 024541 


Homo sapiens hypothetical protein FU13114 (FLJ13114), mRNA 


NM 024539 


Homo sapiens hypothetical protein FLJ235 16 (FLJ235 16), mRNA 


NM 024537 


Homo sapiens hypothetical protein FIJI 21 18 (FLJ121 18), mRNA 


NM 024536 


Homo sapiens hypothetical protein FU22678 (FLJ22678), mRNA 


NM 024535 


Homo sapiens hypothetical protein FLJ22021 (FU22021), mRNA 


NM 024533 


Homo sapiens hypothetical protein FLJ22167 (FU22167), mRNA 


NM 024531 


Homo sapiens hypothetical protein FIJI 1856 (FIJI 1856), mRNA 


NM 024530 


Homo sapiens hypothetical protein FU23306 (FU23306), mRNA 


NM 024528 


Homo sapiens hypothetical protein FLJ22626 (FLT22626), mRNA 


NM 024527 


Homo sapiens hypothetical protein FIJI 1743 (FUl 1743), mRNA 


NM 024525 


Homo sapiens hypothetical protein FU22584 (FU22584), mRNA 


NM 024524 


Homo sapiens hypothetical protein FU20986 (FLJ20986), mRNA 


NM 024521 


Homo sapiens hypothetical protein FU21459 (FU21459), mRNA 


NM 024520 


Homo sapiens hypothetical protein FU22555 (FLJ22555), mRNA 
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NM 024519 


Homo sapiens hypothetical protein FLJ13725 (FLJ13725), mRNA 


NM 024509 


Homo sapiens hypothetical protein MGC2656 (MGC2656), mRNA 


NM 024506 


Homo sapiens hypothetical protein MGC10771 (MGC10771), mRNA 


NM_022893 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc finger protein) (BCL1 1 A), 
mRNA 


NM 015113 


Homo sapiens KIAA0399 protein (KIAA0399), mRNA 


NM 015545 


Homo sapiens KIAA0632 protein (KIAA0632), mRNA 


NM_020299 


Homo sapiens aldo-keto reductase family 1, member B10 (aldose reductase) 
(AKR1B10), mRNA 


NM 003308 


Homo sapiens testis specific protein, Y-linked (TSPY), mRNA 


NM 024339 


Homo sapiens hypothetical protein MGC2655 (MGC2655), mRNA 


NM 024334 


Homo sapiens hypothetical protein MGC3222 (MGC3222), mRNA 


NM 024328 


Homo sapiens hypothetical protein MGC2652 (MGC2652), mRNA 


NM 024327 


Homo sapiens hypothetical protein MGC2508 (MGC2508), mRNA 


NM 024323 


Homo sapiens hypothetical protein MGC1 1271 (MGC1 1271), mRNA 


NMJ)24322 


Homo sapiens hypothetical protein MGC1 1266 (MGC1 1266), mRNA 


NM 024320 


Homo sapiens hypothetical protein MGC1 1242 (MGC1 1242), mRNA 


NM 024319 


Homo sapiens hypothetical protein MGC4174 (MGC4174), mRNA 


NM 024314 


Homo sapiens hypothetical protein MGC4294 (MGC4294), mRNA 


NM 024313 


Homo sapiens hypothetical protein MGC3731 (MGC3731), mRNA 


NM 024310 


Homo sapiens hypothetical protein MGC4090 (MGC4090), mRNA 


NM 024303 


Homo sapiens hypothetical protein MGC4161 (MGC4161), mRNA 


NM 024297 


Homo sapiens hypothetical protein MGC2941 (MGC2941), mRNA 


NM 024293 


Homo sapiens hypothetical protein MGC3035 (MGC3035), mRNA 


NMJ)23003 


Homo sapiens transmembrane 6 superfamily member 1 (TM6SF1), mRNA 


NM 015254 


Homo sapiens kmesin family member 13B (KIF13B), mRNA 


NM 015127 


Homo sapiens Mid- 1 -related chloride channel 1 (KIAA0761), mRNA 


NM 024033 


Homo sapiens hypothetical protein MGC5242 (MGC5242), mRNA 


NM 024122 


Homo sapiens hypothetical protein MGC4825 (MGC4825), mRNA 


NM 024121 


Homo sapiens hypothetical protein FLJ20979 (FU20979), mRNA 


NM_024119 


Homo sapiens hypothetical protein FLF1 1354 (FIJI 1354), mRNA 


NM 024117 


Homo sapiens hypothetical protein MGC2745 (MGC2745), mRNA 


NM_024115 


Homo sapiens hypothetical protein MGC4309 (MGC4309), mRNA 


NM 024111 


Homo sapiens hypothetical protein MGC4504 (MGC4504), mRNA 


NM 024109 


Homo sapiens hypothetical protein MGC2654 (MGC2654), mRNA 


NM_024108 


Homo sapiens hypothetical protein MGC2650 (MGC2650), mRNA 


NM 024107 


Homo sapiens hypothetical protein MGC3123 (MGC3123), mRNA 


NM_024106 


Homo sapiens hypothetical protein MGC2663 (MGC2663), mRNA 1 


NM 024104 


Homo sapiens hypothetical protein MGC2747 (MGC2747), mRNA ! 


NM 024102 


Homo sapiens hypothetical protein MGC2722 (MGC2722), mRNA 


NM 024097 


Homo sapiens hypothetical protein MGC955 (MGC955), mRNA 


NM 024094 


Homo sapiens hypothetical protein MGC5528 (MGC5528), mRNA 


NM 024093 


Homo sapiens hypothetical protein MGC5509 (MGC5509), mRNA 


NM 024090 


Homo sapiens hypothetical protein MGC5487 (LCE), mRNA 


NM 024086 


Homo sapiens hypothetical protein MGC3329 (MGC3329), mRNA 


NM 024085 


Homo sapiens hypothetical protein FLJ22169 (FU22169), mRNA 


NM 024080 


Homo sapiens hypothetical protein MGC2849 (MGC2849), mRNA 


NM 024076 


Homo sapiens hypothetical protein MGC2628 (MGC2628), mRNA 


NM_024074 


Homo sapiens hypothetical protein MGC3 1 69 (MGC3 1 69), mRNA 


NM 024071 


Homo sapiens hypothetical protein MGC2550 (MGC2550), mRNA 


NMJ)24070 


Homo sapiens hypothetical protein MGC2463 (MGC2463), mRNA 


NM 024069 


Homo sapiens hypothetical protein MGC2749 (MGC2749), mRNA 
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NM 024068 


Homo sanien<! hvnothetical nrntein MGC2731 fMGC27311 mRNA 


NM 024065 

lllVX \J£*^\J\JJ 


Homo saniens hvoothetical nrotein MGC3062 (MGC3062). mRNA 


NM 024061 

J.ilV.1 Ul<7UU 1 


Homo sapiens hvoothetical protein MGC5521 (MGC5521), mRNA 


NM 024058 


Homo saniens hvoothetical Drotein MGC5590 (MGC5590\ mRNA 


NM 024057 


Homo satriens hvoothetical nrotein MGC5585 (MGC5585) mRNA 


NM 02405 T 

1>I1V1 U^tVJJ 


Homo saniens hvnothetical orotein MGC861 fMGC861) mRNA 


NM 024050 


Hnmn ^aniens hvnothetical nrotein MGT2594 rMGC2594i mRNA 

XAAJLXIXj OClJJlwllD Ujr |JULllvLlVCll JJll/l^lll ItAVJ Ks£+*J ylVAVJ \s**<Js ■/> * ■ IJVl^Xfc 


NM 024049 


Hnmn <?anien* hvnothetical nrotein MGC5566 CMGC5S6G) mRNA 


NM 074048 


Wnmn qfmien* hvnnthettcal nrntein MGT'3020 ^MGP3020 1 mRNA 

X xuillU oojjiwiia iijr^nju.iwuu<ii piuiviii ivivjwjuiiV ^jlvxvj jy ij.ia.vi. x 


NM 024046 


Hnmn <mnien<; hvnothetical nrotein MGC8407 (MGC8407 1 mRNA 


NM 024045 


Homo sapiens nucleolar protein GU2 (GU2), mRNA 


MA/f 094041 


Wrvmn cnnifmQ fivnnthptiral nrntein MGPH 80 ^MGCl 1 80 1 mRNA 


IN 1V1 OZHO j y 


Hnmn cnnipnc nvnnthptirnl nrntein MGP9488 rMOT , 2488^ mRNA 


IN 1V1 UZHU j o 


Wnmn cnnienc hvnnthpriral nrntein MGP9801 rMGC2801^ mRNA 


xnur 09/1017 
INIYI UZhUO / 


Wrtmrt carkienc Vi\mnfhptira1 nrntein MfrP9601 rMr¥C^9601^ mRMA 


MM 094019 


TTnmn cnnienc nvnntnetirfil nrntein MGP11 10 rMGCl! 10^ mRMA 


1N1V1 KjZHK) j 1 


T-Trimrv ca-nienQ lwmntnetipfll nrntein MHP1191 ^M 001191^ mRMA 


Tsjt^ 094098 


TTnmn csmiens Hvnntnetirfll nrntein MfrP1765 rMfrP1965^ mRMA 


MM 094097 i 


TInmrk canienc Kunrk+Viptirsil nrntein Mrrr > 1970 cimiljir tn enllertinQ rMfrO1970^ 
mRMA 


NM 024025 


Homo sapiens hypothetical protein MGC1 136 (MGC1 136), mRNA 


vta/t 09400^ 


Rnmn canienc hvnnthetinjil nrntein TMAGP1455900 rTMAGF1455900^ mRNA 


MM 01 5651 


Hnmn «;anien<; nKF7P566F0546 nrntein iDKF7P566F0546^ mRNA 


MM 015147 


Hnmn <;anien<! 1CTA A0589 nrntein HCTAA0582^ mRNA 

JJLVJlllvJ OdpiCllo r±JSiSi\J+J Oz. piV/Lblll ^XVA/VrVV J 0£*Jy llLLKl lii. 


MM 016481 


TTfimo Qnnien<5 hvnnthetinal nrntein 04.^0219^ mRNA 

XiVJlilU oapi&iio iijrpviui&iiuai piutviii ^iiui y^^x^jy iiuvlixil 


NM.023940 


Homo sapiens hypothetical protein MGC2827 (MGC2827), mRNA 


XNiVI UZJZ/JO 


TTnmri conienc ViimntViefirol nrntein MrtT , 9749 fMfrP9749^ mRMA 

xiumo Sapiens nypoinencai prcuein lvlkjKsZ. /hz. ^ivivjr^^ / H&jy uiixiMrv 


MM 091011 


Wnmn canienc VivnntVietie^l nrntein WAOOIAIA C\AC^OlAlA\ mRMA 


MM 01 <\^1 7 


Unmn cQtMpnc A 4 WT^9 ( mf^fVix/l /^rv^^l Vxi-n/lincT rtrr\t*»in^_intpropti'nor ryinr" "fin <Tf»T 

nomo sapiens ivjudj^z ^meinyi-v^pvj-Dinumg proLcui^-inLciauLiiig cvxv^ iiiigcr 
nrntein fMT7F^ mRMA 


NM 015540 


Homo sapiens DKFZP727M1 1 1 protein (DKFZP727M1 1 1), mRNA 


MM 01^041 
JN1VL \)LD\)HJ 


nomo sapiens jmlaauo/o protein ^jsjl/vauo /o^, mivi^A 


XTA/f 09 101/1 


nomo sapiens nypotneucai proiem LvLyjy^ZHyo ^jvivj^z*nf j j, mtsiN/v 




nomo sapiens nypotneticai protem rLJ izooy similar io aceioaceiyi-\^oA 

crtrntViotoe^ HTT Tl 91RQA mRMA 

synmeiase irLJ izjoyj, miviN/v. 


vnvyf 091Q9£ 


TJ Arnrt oonipnc Vitn-»r\tViotir»a1 nrrkt**in T?T Tl 98Q^ A7T T1 980^ mRMA 

nomo sapiens nypotneticai protem tju izoyj \tLjj izoyjj, iiunjln/v 


MM 091094 


T-Trtmrk com'mc V»\7r»r\tViptina1 nrntein T?T Tl 1/1/11 rRT Tl 1AA 1 ^ mRMA 

nomo sapiens nyputneiicai proiem ri^j i jhhi \r±^j uhhl j 9 uxi\rir\. 


vnV/f 0707 io 

jNivi uzuzjy 


nomo sapiens sman protem enector 1 01 v^ac^f z ^orJiL i mruM a 


MM 017060 


U rtTyirt canianc ATPqca /XTq-U^/V' 4- fpon crvnrti'-n ct neta 4 rtnlvnentirte ^ A TP 1 

nomo sapiens Airase, ^ins < y/rv ^ iransportingj oeta poiypcpuac ^Air ldhj, 

mRMA 


MM 0911 19 

INlVi \JZ,J 1 1Z 


T-Tnmn canienc hvnntnetirfll nrntein FT T21 01 fi fPT T21Q1fil mRNA 


NM 015324 


Homo sapiens KIAA0409 protein (KIAA0409), mRNA 


MTV/T 09107Q 


Urvmn conionc V»-\rr\rvfViP»tir»d1 rtrr»t*»in T7T T1 1R^5 H7T T1 18^^^ mRMA 

nomo sapiens nypomeucai proiem r l,j ioojj \rjuj ljojj) s ihivin/\ 


NM 023077 


Homo saniens hvnothetical nrotein FLJ12439 rFLJ12439) mRNA 


NM 023075 


Homo sapiens hypothetical protein FIJI 1585 (FU1 1585), mRNA 


NM 023074 


Homo sapiens hypothetical protein FLJ12644 (FLJ12644); mRNA 


NM 023073 


Homo sapiens hypothetical protein FU13231 (FLT13231), mRNA 


NM 023071 


Homo sapiens hypothetical protein FLJ13117 (FU131 17), mRNA 


NM 012319 


Homo sapiens LIV-1 protein, estrogen regulated (LIV-1), mRNA 


NM_023012 


Homo sapiens hypothetical protein FIJI 1021 similar to splicing factor, 
argimne/seime-rich 4 (FLU 1021), mRNA 


NM 023008 


Homo sapiens hypothetical protein FIJI 2949 (FU12949), mRNA 
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NM 023007 


Homo sapiens hypothetical protein FLJ12517 (FU12517), mRNA 


NM 022918 


Homo sapiens hypothetical protein FLJ22104 (FU22104), mRNA 


NM 022914 


Homo sapiens hypothetical protein 24432 (24432), mRNA 


NM 022912 


Homo sapiens hypothetical protein FIJI 31 10 (FU13 1 10), mRNA 


NM 022907 


Homo sapiens hypothetical protein FLJ23053 (FU23053), mRNA 


NM 022905 


Homo sapiens hypothetical protein FU12572 (FU12572), mRNA 


NM 022901 


Homo sapiens hypothetical protein FU21302 (FLJ21302), mRNA 


NM_022898 


Homo sapiens B-cell CLL/lymphoma 1 IB (zinc finger protein) (BCL1 IB), 
mRNA 


NM 022841 


Homo sapiens hypothetical protein FU12994 (FLJ12994), mRNA 


NM 022840 


Homo sapiens hypothetical protein FLJ23017 (FLJ23017), mRNA 


NM 022834 


Homo sapiens hypothetical protein FU22215 (FU22215\ mRNA 


NM 022832 


Homo sapiens hypothetical protein FLJ12552 (TU12552^ mRNA 


NM 022827 


Homo sapiens hypothetical protein FLJ21347 (FLJ21347), mRNA 


NM 022826 


Homo sapiens axotrophin (AXOT), mRNA 


NM 022823 


Homo sapiens hypothetical protein FU22362 (FU22362), mRNA 


NM 022781 


Homo sapiens hypothetical protein FLJ21343 (FLJ21343), mRNA 


NM 022780 


Homo sapiens hypothetical protein FLJ13910 (FLJ13910), mRNA 


NMJ)22778 


Homo sapiens hypothetical protein DKFZp434L01 17 (DKFZP434L01 17), 
mRNA 


NM 022777 


Homo sapiens hypothetical protein FLJ141 17 (FLJ141 17), mRNA 


NM 022771 


Homo sapiens hypothetical protein FLJ12085 (FU12085), mRNA 


NM 022770 


Homo sapiens hypothetical protein FLJ13912 (FU13912), mRNA 


NM_022769 


Homo sapiens hypothetical protein FLJ21868 (FU21868), mRNA 


NM 022767 


Homo sapiens hypothetical protein FLJ12484 (FLJ12484), mRNA 


NM 022766 


Homo sapiens hypothetical protein FU23239 (FU23239), mRNA 


NM_022763 


Homo sapiens hypothetical protein FLF23399 (FLJ23399), mRNA 


NM 022762 


Homo sapiens hypothetical protein FLJ223 1 8 (FLJ223 1 8), mRNA 


NM 022759 


Homo sapiens hypothetical protein FU21865 (FLJ21865), mRNA 


NM. 022754 


Homo sapiens hypothetical protein FLJ12876 (FIJI 2876), mRNA 


NM 022752 


Homo sapiens hypothetical protein FLJ22059 (FLJ22059), mRNA 


NM 022751 


Homo sapiens hypothetical protein FLJ21610 (FLJ21610), mRNA 


NM_022750 


Homo sapiens hypothetical protein FLJ22693 (FU22693), mRNA 


NM 022747 


Homo sapiens hypothetical protein FLJ22558 (FLJ22558), mRNA 


NM 022744 


Homo sapiens hypothetical protein FLJ13868 (FLJ13868), mRNA 


NM 022743 


Homo sapiens hypothetical protein FLF21080 (FLJ21080), mRNA 


NM 022741 


Homo sapiens hypothetical protein FIJI 1 850 (FU1 1850), mRNA 


NM 022736 


Homo sapiens hypothetical protein FLJ14153 (FLJ14153), mRNA 


NM 022734 


Homo sapiens hypothetical protein FLJ20859 (FLJ20859), mRNA 


NMJ>22731 


Homo sapiens similar to rat nuclear ubiquitous casein kinase 2 (NUCKS) 
mRNA 


NM 022727 


Homo sapiens Hpall tiny fragments locus 9C (HTF9C), mRNA 


NM012197 1 


Homo sapiens rab6 GTPase activating protein (GAP and centrosome-associated) 
(GAPCENA), mRNA 


NM 015136 


Homo sapiens KIAA0246 protein (stabl), mRNA 


NM 022659 


Homo sapiens likely ortholog of mouse early B-cell factor 2 (FIJI 1500), mRNA 


NM 022571 


Homo sapiens putative leukocyte platelet-activating factor receptor 
(HUMNPEY20), mRNA 


NM_021024 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 1 
(HMG17L1), mRNA 


NM_019884 


Homo sapiens glycogen synthase kinase 3 alpha (GSK3A), mRNA 


NM 021034 


Homo sapiens interferon induced transmembrane protein 3 (1-8U) (IFITM3) 
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mRNA 


NM 022445 


Homo sapiens thiamin pyrophosphokinase 1 (TPK1), mRNA 


NM 022495 


Homo sapiens hypothetical protein FIJI 2799 (FLJ12799), mRNA 


NM 022494 


Homo sapiens hypothetical protein FU21952 (FU21952), mRNA 


NM 022492 


Homo sapiens hypothetical protein FIJI 2788 (FU12788), mRNA 


NM 022488 


Homo sapiens PC3-96 protein (PC3-96), mRNA 


NM 022480 


Homo sapiens hypothetical protein FLJ12587 (FU12587), mRNA 


NM_022474 


Homo SaDienS hVDOthetical nrotein FIJI 26 15 similar tn mpmhrarip rrrntf»in 

palmitovlated 3 fMAGUK d55 subfamilv member 51 fFT Jl 261 51 mRNA 


NM 022455 


Homo sapiens androgen receDtor-associated coreeulatrir ?67 f AR A 9 671 mRNA 


NM 022452 


Homo sapiens hypothetical protein FIJI 1618 fFTJl 1 61 81 mRNA 


NMJ)22448 


Homo sapiens hypothetical protein FLJ21817 similar to Rhoin2 (FT T?1 81 71 
mRNA 


NM 022373 


Homo sapiens hypothetical protein FLJ22313 (FU22313), mRNA 


NM 022370 


Homo sapiens hypothetical protein FU21044 similar to Rbigl (FU21044) 
mRNA 


NM 022368 


Homo sapiens praja 1 (PJA1), mRNA 


NM 022366 


Homo sapiens hypothetical protein FU23 182 (FLJ23 182), mRNA 


NM 022361 


Homo sapiens popeye protein 3 (POP3), mRNA 


NM 022360 


Homo sapiens human epididymis-specific 3 beta (HE3-BETA), mRNA 


NM 022342 


Homo sapiens kinesin family member 9 (KIF9), mRNA 


NM 022372 


Homo sapiens G protein beta subunit-like (GBL), mRNA 


NM 022158 


Homo sapiens fhictosamine-3 -kinase (FN3K), mRNA 


NMJ)22137 


Homo sapiens secreted modular calcium-binding rirotein 1 (SMOCII mRNA 


NM 022118 


Homo sapiens cutaneous T-cell lymphoma nimor antipen <;e70-? (W70-91 
mRNA 


NM_022116 


Homo sapiens fidgetin-like 1 (FIGNL1), mRNA 


NM_022103 


Homo sapiens hypothetical zinc fineer protein FIJI 401 1 fFTJ1401 11 mRNA 


NM 022070 


Homo sapiens hypothetical protein FLJ22087 iTTJ220871 mRNA 


NM 022065 


Homo sapiens hypothetical protein FU21877 (FTJ21 8771 mRNA 


NM_021970 


Homo sapiens niitoffen-activated nrotein Vina^p IdnaQp 1 intpraptrncr rrmtpin 1 i 
(MAP2K1EP11 mRNA 


NM 019081 


Homo sapiens KIAA0430 gene nroduct flCTAA 04^01 mRNA 


NM 021981 


Homo sapiens pre-T/NK cell associated protein (1D12A), mRNA 


NMJ)20121 


Homo sarjiens TJDP-pliicnse neramidp aliirncv1trtiTicfpmcp-lilr*» 7 mnr^ni 1\ 
mRNA 


NM 006683 


Homo sapiens human epididvmis-srjecific 3 alnha rHFl-AT PHA1 mRNA 


NM 006077 


Homo sapiens calcium binding atopy-related autoantigen 1 (CBARA1), mRNA 


NM 021934 


Homo saDiens hvnothetical nrotein FIJI 1 77^ fFT T1 1 77^1 mRNA 


NM 021933 


Homo sapiens hvnothetical nrotein FU124^8 (FT Tl 24^81 mRNA 


NM 021930 


Homo sapiens l^dSO-interactinff rjrotein 1 (FT Til 78 SI mRNA 


NMJ)21929 


Homo sarjien^ hvnothetical nrntein FT T71 61 ^ icitnilnr to rat rrrrnAal wrmnH 

healing related protein fFLJ2 16131 mRNA 

44vutAug iviubvu piUvvlil IX XvirX X w X •J' I j llXXXXlJTx 


NM 007272 


Homo sapiens chymotrypsin C (caldecrin) (CIRC), mRNA 


NM 004237 


Homo sapiens thyroid hormone receptor interactor 13 (TRIP 13), mRNA 


NM_003849 


Homo sapiens succinate-CoA ligase, GDP-fonning, alpha subunit (SUCLG1), 
mRNA 


NM 021648 


Homo sapiens KIAA072 1 protein (KIAA072 1), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21839 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FU23514 (FU23514), mRNA 


NM 021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


•NM 018947 


Homo sapiens cytochrome c (HCS), mRNA 
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NM 021732 


Homo sapiens hypothetical protein PP5395 (PP5395X_mRNA 


NM 021730 


Homo saoiens hvDothetical nrotein PP1044 (PP1044). mRNA 


NM 021643 


Homo sapiens GS3955 protein (GS3 95 5), mRNA 


NM 015180 


Homo saoiens svnantic nuclei exoressed eerie 2 mRNA 


NM 021633 


Homo sapiens kelch-like nrotein C3IP1 rC3IPl^ mRNA 


NM_021629 


Homo saoiens guanine nucleotide binding orotein beta subunit 4 f GNB4^ 
mRNA 


NM 021627 


Homo sapiens sentrin-specific protease (SENP2), mRNA 


NM_021626 


Homo sapiens likely homolog of rat and mouse retinoid-inducible serine 
carboxypeptidase (RISC), mRNA 


NMJ)21622 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 1 (PLEKHA1), mRNA 


NM 012408 


Homo sapiens protein kinase C binding protein 1 (PRKCBP1), mRNA 


NM_021252 


Homo sapiens RAB18, member RAS oncogene family (RAB18), mRNA 


NM 020806 


Homo sapiens gephyrin (GPHN), mRNA 


NM 021258 


Homo sapiens interleukin 22 receptor (IL22R), mRNA 


NM 021235 


Homo saniens eDidermal prowth factor receotor substrate FPS1 SR fRPSl SR^ 
mRNA 


NM 021204 


Homo sapiens E-l enzyme (MASA), mRNA 


NM 021191 


Homo sarnprK Tieiiropptvift HifTprpri nation A fNl H I TR OT)4^ mPMA 


NM 021178 


Homo ^anipiis prVhanrpr ofinvaQinn lOfFTPTIft^ mT?7\T A 


NM 021127 


Homo saniens nhorhol-1 2-mvristatp-l ^-aopfatp-mdiippH nrntpin 1 fPMATPl^ 

mRNA 


NM 021114 


Homo saniens serine nrotease inhibitor Kazal tvne 2 facrosin-trvnsin inhibitor^ 
(SPINK2), mRNA 


NM 021103 


Homo sapiens thymosin, beta 10 (TMSB10), mRNA 


NM_006435 


Homo sapiens interferon induced transmembrane protein 2 (1-8D) (IFITM2), 
mRNA 


NM 021073 


Homo sapiens bone morphogenetic protein 5 (BMP5), mRNA 


NM 003142 


Homo sapiens Sjogren syndrome antigen B (autoantigen La) (SSB), mRNA 


NM_003888 


Homo sapiens aldehyde dehydrogenase 1 family, member A2 (ALDH1 A2), 
mRNA 


NM 013234 


Homo sapiens muscle specific gene (M9), mRNA 


NM 021067 


Homo saoiens KIAA0186 eene nroduct ACTA A0 1 86^ mRNA 


NM 021020 


Homo saoiens leucine zinner nutative tumor suoDressor 1 (LZTSn mRNA 


NM 021025 


Homo saniens homeo box 1 1-like 2 fHOXl 1L2^ mRNA 


NM_021003 


Homo saoiens orotein nhosohatase 1 A ( formerlv 1CT\ maenesiurn-denendent 
alpha isoform (PPM1A), mRNA 


NM 020674 


Homo saniens cvtochrome P450 monooxveenase ( (~!YP-A/f i nVRNA 


NM 019612 


Homo saDiens hvDothetical nrotein R3095 3 1 fR30953 11 mRNA 


NM 020904 


Homo saoiens oleckstrin homoloirv domain-con tain in ff familv A 
(phosphoinositide binding specific) member 4 (PLEKHA4), mRNA 


NMJ)20686 


Homo sapiens NPD009 protein (NPD009), mRNA 


NM 020684 


Homo sapiens NPD007 protein (NPD007), mRNA 


NM 020683 


Homo sapiens AD026 protein (AD026), mRNA 


NM 020679 


Homo sapiens AD023 protein (AD023), mRNA 


NM 020677 


Homo sapiens HSCARG protein (HSCARG), mRNA 


NM 020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mRNA 


NM 020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM 019108 


Homo sapiens hypothetical protein FU12886 (FLJ12886), mRNA 


NM 018838 


Homo sapiens 13kDa differentiation-associated protein (DAP 13), mRNA 
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NM 018434 


Homo sapiens goliath protein (GP), mRNA 


NMJ)20437 


Homo sapiens similar to aspartate beta hydroxylase (ASPH) (LOC57168), 
mRNA 


NM 020524 


Homo sapiens hematopoietic PBX-interacting protein ^HPIP), mRNA 


NM 018638 


Homo sapiens ethanolamine kinase (EKI1), mRNA 


NM 016326 


Homo sapiens chemokine-like factor 1 (CKLF1), mRNA 


NM 016951 


Homo sapiens chemokine-like factor 1 (CKLF1), mRNA 


NM 020143 


Homo sapiens putatative 28 kDa protein (LOC56902), mRNA 


NM 020141 


Homo sapiens protein x 013 (AD-020), mRNA 


NM 020122 


Homo sapiens potassium channel modulatory factor (PCMF), mRNA 


NM 018843 


Homo sapiens mitochondrial carrier family protein (MCFP), mRNA 


NM 018840 


Homo sapiens putative Rab5 -interacting protein (RIP5), mRNA 


NM 016303 


Homo sapiens pp21 homolog (LOC5 1 1 86), mRNA 


NM 016300 


Homo sapiens cvclic AMP-reeulated nhosohonrotein 21 kD fARPP-21^ mRNA 


NM_016299 


Homo sapiens likely ortholog of mouse heat shock protein, 70 kDa 4 
(LOC51182),mRNA 


NM 013259 


Homo sapiens neuronal protein (NP25), mRNA 


NM_005064 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 23 
(SCYA23), mRNA 


NM 013260 


Homo sapiens transcriptional regulator protein (HCNGP), mRNA 


NM 020433 


Homo sapiens hypothetical protein LOC57158 (LOC57158), mRNA 


NM 020410 


Homo sapiens CGI- 152 protein (CGI-152), mRNA 


NM 020401 


Homo sapiens nuclear pore complex protein (NUP107), mRNA 


NM 020400 


Homo sapiens G protein-coupled receptor 92 (GPR92), mRNA 


NMJ)20397 


Homo sapiens CamKI-like protein kinase (LOC571 18), mRNA 


NM 020388 


Homo sapiens CATX-15 protein (CATX-15), mRNA 


NM 020386 


Homo sapiens HRAS-like suppressor (HRASLS), mRNA 


NM 020361 


Homo sapiens carboxypeptidase B precursor (CP AH), mRNA 


NM 020357 


Homo sapiens PEST-containing nuclear protein (pcnp), mRNA 


NM 020345 


Homo sapiens I-kappa-B-interacting Ras-like protein 1 (KBRAS1), mRNA 


NM 020360 


Homo sapiens phospholipid scramblase 3 (PLSCR3), mRNA 


NM 020348 


Homo sapiens cyclin Ml (CNNM1), mRNA 


NM 000888 


Homo sapiens integrin, beta 6 (TTGB6), mRNA 


NM_020181 


Homo sapiens myelin proteolipid protein-like protein (PLPL), mRNA 


NM 020144 


Homo sapiens polvfA) polymerase beta (testis specific^ (PAPOLB^ mRNA 


NM 020202 


Homo sapiens Nit protein 2 (NTT2), mRNA 


NM_020250 


Homo sapiens MOST2 protein rMOST2^ mRNA 


NM 020237 


Homo sapiens MOST-1 protein (MOST-1^ mRNA 


NM 020234 


Homo sapiens x 009 protein rMDS009^ mRNA 


NM 020128 


Homo sapiens nuclear protein double minute 1 fMDKIH mRNA 


NM 020169 


Homo sapiens latexin nrotein flLXN^ mRNA 


NM 020133 


Homo SflDiens lvsonhosnhatiHifi ariH arvltranQferaQe-rlpltfl C\ PA AT-/1#»1tfl^ 

mRNA 


NM_020241 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 


NM 020163 


Homo sapiens semaphorin sem2 (LOC56920), mRNA 


NM 020199 


Homo sapiens HTGN29 protein (HTGN29), mRNA 


NMJ)20197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GK001 protein (GK001), mRNA 


NM 020117 


Homo sapiens hypothetical protein FU10595 (FLJ10595), mRNA 
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NM 020119 


Homo sapiens hypothetical protein FLB6421 (FLB6421), mRNA 


NM_020162 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 33 (DDX33), 
mRNA 


NM_020215 


Homo sapiens hypothetical protein DKFZp761F2014 (DKFZp761F2014), 
mRNA 


NM 020221 


Homo sapiens hypothetical protein DKFZp547I224 (DKFZp547I224), mRNA 


NM 0202 17 


Homo sapiens hypothetical protein DKFZo547I014 (DKFZn547I014 > * mRNA 


NM 020161 


Homo sapiens hypothetical protein DKFZp547H025 (DKFZp547H025\ mRNA 


NM 020186 


Homo saoiens DC1 1 nrotein (DC1 1 1 mRNA 

AXVlllw wWf^/lvllu J— * A X pi vLVUi X X 111, * V_| ^| 


NM_020205 


Homo sapiens cellular zinc finger anti-NF-kappaB Cezanne (CEZANNE), 
mRNA 


NMJ) 19887 


Homo sapiens second rrritochondria-derived activator nfrasnacp (*Z\A AP^ 
mRNA 


NMJ) 19892 


Homo sapiens phosphatidvlinositol (4 5) bisnhosnhate 5-nhosr»hatase hnmnlncr 
phosphatidylinositol polyphosphate 5-phosphatase type IV (PPI5P1V), mRNA 


NMJ)19885 


Homo sapiens cytochrome P450 retinoid metabolizing protein (P450RAI-2), 
mRNA 


NM_019845 


Homo sapiens candidate mediator of the p53-dependent G2 arrest (REPRIMO) 
mRNA 


NM 019853 


Homo sapiens protein phosphatase 4 regulatory subunit 2 (PPP4R2), mRNA 


NM 013301 


Homo sapiens protein predicted by clone 23882 (HSU79303), mRNA 


NM 013300 


Homo sapiens protein predicted by clone 23733 (HSU79274), mRNA 


NM 013296 


Homo sapiens LGN protein (HSU54999), mRNA 


NM 013293 


Homo sapiens transformer-2 alpha (htra-2 alpha) (HSU53209), mRNA 


NM 013310 


Homo sapiens hypothetical protein (AF038169), mRNA 


NMJH8975 


Homo sapiens TRF2-interacting telomeric RAP1 protein (RAP1), mRNA 


NMJ) 19082 


Homo sapiens putative nucleolar RNA helicase (NOH61), mRNA 


NM 019020 


Homo sapiens hypothetical protein (FLJ20748), mRNA 


NM 019058 


Homo sapiens HIF-1 responsive RTP801 (FU20500), mRNA 


NM 019056 


Homo sapiens neuronal protein 17.3 (PI 7. 3), mRNA 


NM 019042 


Homo sapiens hypothetical protein (FU20485), mRNA 


NM 019061 


Homo sapiens phosphatidylinositol-3 phosphate 3-phosphatase adaptor subunit 
(3-PAP), mRNA 


NM 018986 


Homo sapiens hypothetical protein (FU20356), mRNA 


NMJU9034 


Homo sapiens ras homolot? eene familv member F fin filnnndia^ (ARTTFI 
mRNA 


NM 019062 


Homo sapiens hypothetical protein (FLJ20225), mRNA 


NM 019038 


Homo sapiens hvnothetical nrotein (FT Jl 1 04S^ mRNA 


NMJH9044 


Homo sapiens hvnothetical nrotein (FT TlOOQfTl mRNA 


NMJU8180 


Homo saoiens DEAD/H (Asn-GIn-A1a-A<;n/Hi<A fin* nnlvnpntiHp 1? rnnY^9^ 
mRNA 


NM_0 19028 


Homo saniens hvnothetical nrottMn similar to anlrvrin rpnpnt-pfYntsnnfncr rvrintpin 

AKR1 (FLJ10852), mRNA 


NM_019014 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 
mRNA 


NM 019023 


Homo sapiens hypothetical protein (FU10640), mRNA 


NM 018162 


Homo sapiens hypothetical protein FU10633 (FIJI 0633), mRNA 


NM 019067 


Homo sapiens hypothetical protein (FU10613), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FU10404), mRNA 


NM 018846 


Homo sapiens SBBI26 protein (SBBI26), mRNA 


NM 016483 


Homo sapiens hypothetical protein (HSPC226), mRNA 


NM 018400 


Homo sapiens voltage-gated sodium channel beta-3 subunit (scn3b gene) 
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(HSA243396),mRNA 


NM 018700 


Homo sapiens tripartite motif-containing 36 (TRM36), mRNA 


NM 018547 


Homo sapiens hypothetical protein PR02964 (PR02964), mRNA 


NM 018546 


Homo sapiens hypothetical protein PR02958 (PR02958), mRNA 


NM 018544 


Homo sapiens hypothetical protein PR02949 (PR02949), mRNA 


NM 018634 


Homo sapiens hypothetical protein PR02893 (PR02893), mRNA 


NM 018543 


Homo sapiens hypothetical protein PR02859 (PR02859), mRNA 


NM 018542 


Homo sapiens hypothetical protein PR02834 (PR02834), mRNA 


NM 018538 


Homo sapiens erythroblast membrane-associated protein (ERMAP) mRNA 


NM 018534 


Homo sapiens hypothetical protein PR02714 (PR02714), mRNA 


NM 018530 


Homo sapiens hypothetical protein PR02521 (PR02521), mRNA 


NM 018627 


Homo sapiens hypothetical protein PRO2405 (PRO2405), mRNA 


NM 018523 


Homo sapiens hypothetical protein PR02325 (PR02325), mRNA 


NM 018519 


Homo sapiens hypothetical protein PR02266 (PR02266), mRNA 


NM 018517 


Homo sapiens hypothetical protein PR02214 (PR02214), mRNA 


NM 018621 


Homo sapiens hypothetical protein PR02198 (PR02198), mRNA 


NM 018619 


Homo sapiens hypothetical protein PR02133 (PR02133), mRNA 


NM 018618 


Homo sapiens hypothetical protein PR02121 (PR02121), mRNA 


NM 018616 


Homo sapiens hypothetical protein PRO2037 (PRO2037), mRNA 


NM 018512 


Homo sapiens hypothetical protein PRO20 15 (PRO2015), mRNA 


NM 018610 


Homo sapiens hypothetical protein PRO 1942 (PRO 1942), mRNA 


NM 018510 


Homo sapiens hypothetical protein PR01866 (PR01866), mRNA 


NM 018507 


Homo sapiens hypothetical protein PRO 1843 (PRO 1843), mRNA 


NM 018606 


Homo sapiens hypothetical protein PR01787 (PR01787), mRNA 


NM 018589 


Homo sapiens hypothetical protem PR01635 (PR01635), mRNA 


NM_0 18587 


Homo sapiens hypothetical protein PR01617 (PR01617), mRNA 


NM 018503 


Homo sapiens hypothetical protein PR01598 (PR01598), mRNA 


NM 018586 


Homo sapiens hypothetical protem PR01584 (PR01584), mRNA 


NM0185Q2 


Homo sapiens hypothetical protein PRO1580 (PRO1580), mRNA 


NM 018603 


Homo sapiens hypothetical protem PR01496 (PR01496), mRNA 


NM 018584 


Homo sapiens hypothetical protein PR01489 (PR01489), mRNA 


NM 018582 


Homo sapiens hypothetical protein PR01483 (PR01483), mRNA 


NM_018602 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 4 (DNAJA4) 
mRNA " h 


NM 018578 


Homo sapiens hypothetical protein PR01257 (PR01257), mRNA 


NMJH8576 


Homo sapiens hypothetical protein PROl 163 (PROl 163), mRNA 


NM 018497 


Homo sapiens hypothetical protein PRO1048 (PRO1048), mRNA 


NMJH8565 


Homo sapiens hypothetical protein PRO0899 (PRO0899), mRNA 


NM 018562 


Homo sapiens hypothetical protein PRO0386 (PRO0386), mRNA 


NM 018590 


Homo sapiens hypothetical protein PRO0082 (PRO0082), mRNA 


NM 018667 


Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 
sphingomyelinase II) (SMPD3), mRNA 


NM 017544 


Homo sapiens transcription factor NRF (NRF), mRNA 


NM 018468 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS033 (MDS033), mRNA 


NM_018467 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS032 (MDS032), mRNA 


NM_018464 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS029 (MDS029), mRNA 


NM 018688 


Homo sapiens bridging integrator 3 (BIN3), mRNA 


NM 018686 


Homo sapiens CMP-N-acetylneuraminic acid synthase (CMAS), mRNA 


NM 018446 


Homo sapiens glycosyltransferase AD-017 (AD-017), mRNA 
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NM 018416 


Homo sapiens FOXJ2 forkhead factor (FHX), mRNA 


NM 018407 


Homo sapiens putative integral membrane transporter (LC27), mRNA 


NM 018472 


Homo sapiens uncharacterized hypothalamus protein HT01 1 (HT01 1), mRNA 


NM 018471 


Homo sapiens uncharacterized hypothalamus protein HT010 (HT010), mRNA 


NM 018470 


Homo sapiens uncharacterized hypothalamus protein HT009 (HT009), mRNA 


NM 018469 


Homo sapiens uncharacterized hypothalamus protein HT008 (HT008), mRNA 


NM 017523 


Homo sapiens XIAP associated factor-1 (HSXIAPAF1), mRNA 


NM_017514 


Homo sapiens SEX gene (HSSEXGENE), mRNA 


NM 017512 


Homo saoiens rTS beta orotein (HSRTSBETA) mRNA 

XXVXUw UUUlvlAtf X X w \J v w* r IWXXX 1 X UI/m -X * X J j XX XX XX 1 X X 


NM 016536 


Homo sapiens HSPC059 protein (HSPC059), mRNA 


NM 018553 


Homo saoiens ELG orotein (HSA27784H mRNA 


NM 018403 

J. 11TX \J X U lU J 


Homo saoiens transcriDtion factor fSMTF eene^ (TISA275986V mRNA 


NM 018404 


Homo saoiens centaurin aloha 2 f CENTA21 mRNA 


NM 018401 


Homo saoiens gene for serine/threonine orotein kinase (HSA250839^ mRNA 

X. JLVlllv tJUUJLVilu gVJliV Xx/X w VI Ui V/ VXXX VV/XXXXXV LflV/bVUl AiilUuv V vJ / /i XX XX. XX i X X 


NM 017582 


Homo saoiens NICE-5 Drotein (HSA243666) mRNA 


NM 018684 


Homo saoiens henatocellular carcinoma-associated antigen 127 fl-TCA127^ 
mRNA 


NM 018477 


Homo saoiens uncharacterized hvoothalamus orotein HARP1 1 fHARPl 1^ 

XX V/XXXw lj X*^ UJivllUA UV tvi 1£jVU J ± vXXIXXiXXXXvXO VSX ViViil XXX ix\x X X IXXx 1X\X X X J y 

mRNA 


NM 018652 


Homo sapiens golgin-like protein (GLP), mRNA 


NM 017962 


Homo sapiens hypothetical protein FLJ20825 (FLJ20825), mRNA 


NM 017961 


Homo sapiens hypothetical protein FLJ20813 (FU20813), mRNA 


NM 017960 


Homo sapiens hypothetical protein FLJ20808 (FLF20808), mRNA 


NM 017959 


Homo sapiens hypothetical protein FU20802 (FLJ20802), mRNA 


NM 017958 


Homo sapiens hypothetical protein FU20783 (FLJ20783), mRNA 


NM 017957 


Homo sapiens epsin 3 (FU20778), mRNA 


NM 017956 


Homo sapiens hypothetical protein FU20772 (FLJ20772), mRNA 


NM 017950 


Homo sapiens hypothetical protein FLJ20753 (FLJ20753), mRNA 


NM 017949 


Homo sapiens hypothetical protein FU20739 (FLJ20739), mRNA 


NM 017946 


Homo sapiens hypothetical protein FLJ20731 (FLJ20731), mRNA 


NM 017953 


Homo sapiens hypothetical protein FU20729 (FLJ20729), mRNA 


NM 017943 


Homo sapiens hypothetical protein FLJ20725 (FLJ20725), mRNA 


NM 017941 


Homo sapiens hypothetical protein FLJ20721 (FLJ20721), mRNA 


NM 017938 


Homo sapiens hypothetical protein FU20716 (FU20716), mRNA 


NM 017937 


Homo sapiens hypothetical protein FU20712 (FLJ20712), mRNA 


NM 017932 


Homo sapiens hypothetical protein FU20700 (FU20700), mRNA 


NM 017929 


Homo sapiens hypothetical protein FLJ20695 (FLJ20695), mRNA 


NM 017928 


Homo sapiens hypothetical protein FU20694 (FLJ20694), mRNA 


NM 017925 


Homo sapiens hypothetical protein FU20686 (FU20686), mRNA 


NM 017920 


Homo saoiens hvoothetical orotein FU20654 (FLJ20654). mRNA 


NM 017919 


Homo sapiens hypothetical protein FLJ20651 (FLJ20651), mRNA 


NM 017918 


Homo saoiens hvoothetical orotein FU20647 (FLJ20647\ mRNA 


NM 017917 

X 1 i-TX. \J X / <J X / 


Homo saoiens hvoothetical orotein FLJ20644 fFLJ20644V mRNA ' 

AJLvlJULU Ott \J A Vi lu IXJr XV v/ UXlwui ViXI fJX V/ irWXXX X XM^W I 1 ^ X Xjif X^VvT "yj xxxxxxixx 


NM 017916 


Homo sapiens hypothetical protein FLJ20643 (FU20643), mRNA 


NM 017915 


Homo sapiens hypothetical protein FLJ20641 (FLJ20641), mRNA 


NM 017912 


Homo sapiens hypothetical protein FLJ20637 (FU20637), mRNA 


NM 017909 


Homo sapiens hypothetical protein FU20627 (FLJ20627), mRNA 


NM 017907 


Homo sapiens hypothetical protein FU20625 (FU20625), mRNA 


NM 017903 


Homo sapiens hypothetical protein FLJ20618 (FU2061 8), mRNA 


NM 017901 


Homo sapiens two-pore channel 1, homolog (KIAA1 169), mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FLJ20608), mRNA 


NM 017899 


Homo sapiens hypothetical protein FLJ20607 (TSC), mRNA 
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NM 017897 


Homo sapiens hypothetical protein FLJ20604 (FLJ20604), mRNA 


NM 017894 


Homo sapiens hypothetical protein FLJ20595 (FLJ20595), mRNA 


NM_017893 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4G (SEMA4G), 
mRNA 


NM 017891 


Homo sapiens hypothetical protein FLJ20584 (FU20584), mRNA 


NM 017885 


Homo sapiens hypothetical protein FLJ20568 (FLJ20568), mRNA 


NM 017881 


Homo sapiens hypothetical protein FU20559 (FTJ20559), mRNA 


NM 017876 


Homo sapiens hypothetical protein FLJ20552 (FLJ20552), mRNA 


NM 017873 


Homo sapiens hypothetical protein FU20548 (FU20548), mRNA 


NM 017868 


Homo sapiens hypothetical protein FLJ20535 (FLJ20535), mRNA 


NM 017866 


Homo sapiens hypothetical protein FLJ20533 (FLJ20533), mRNA 


NM 017863 


Homo sapiens hypothetical protein FLJ20527 (FIJ20527), mRNA 


NM 017860 


Homo sapiens hypothetical protein FU20519 (FU20519), mRNA 


NM 017858 


Homo sapiens hypothetical protein FLJ20516 (FLJ20516), mRNA 


NM 017856 


Homo sapiens hypothetical protein FLJ205 14 (FU205 14), mRNA 


NM 017854 


Homo sapiens hypothetical protein FLT20512 (FU20512), mRNA 


NM 017853 


Homo sapiens hypothetical protein FU205 1 1 (FU2051 1), mRNA 


NM 017851 


Homo sapiens hypothetical protein FLJ20509 (FU20509), mRNA 


NM 017848 


Homo sapiens hypothetical protein FU20506 (FU20506), mRNA 


NM_017843 


Homo sapiens breast carcinoma amplified sequence 4 (BCAS4), mRNA 


NM 017836 


Homo sapiens hypothetical protein FLJ20473 (FLJ20473), mRNA 


NM 017834 


Homo sapiens hypothetical protein FLJ20464 (FU20464), mRNA 


NM 017831 


Homo sapiens hypothetical protein FLJ20456 (FU20456), mRNA 


NM 017828 


Homo sapiens hypothetical protein FU20452 (FLJ20452), mRNA 


NM 017825 


Homo sapiens hypothetical protein FLJ20446 (FLJ20446), mRNA 


NM 017824 


Homo sapiens hypothetical protein FLJ20445 (FLJ20445), mRNA 


NM 017819 


Homo sapiens hypothetical protein FLJ20432 (FLJ20432), mRNA j 


NM 017817 


Homo sapiens hypothetical protein FLJ20429 (FLJ20429), mRNA 


NM 017816 


Homo sapiens hypothetical protein FLJ20425 (FLJ20425), mRNA 


NM 017814 


Homo sapiens hypothetical protein FLJ20422 (FLJ20422), mRNA 


NM 017813 


Homo sapiens hypothetical protein FLJ20421 (FLJ20421), mRNA 


NM017812 ] 


Homo sapiens hypothetical protein FLJ20420 (FLJ20420), mRNA ! 


NM 017808 


Homo sapiens hypothetical protein FU20413 (FLJ20413), mRNA 


NM 017805 


Homo sapiens hypothetical protein FLJ20401 (FLJ20401), mRNA 


NM 017803 


Homo sapiens hypothetical protein FLJ20399 (FLF20399), mRNA 


NM 017801 


Homo sapiens hypothetical protein FLJ20396 (FLJ20396), mRNA 


NM 017799 


Homo sapiens hypothetical protein FLJ20392 (FLJ20392), mRNA 


NM 017793 


Homo sapiens hypothetical protein FLJ20374 (FU20374), mRNA 


NM 017791 


Homo sapiens hypothetical protein FLJ20371 (FLJ20371), mRNA 


NM 017787 


Homo sapiens hypothetical protein FLJ20154 (FU20154), mRNA 


NM 017782 


Homo sapiens hypothetical protein FU20360 (FLJ20360), mRNA 


NM 017781 


Homo sapiens hypothetical protein FLJ20359 (FU20359), mRNA 


NM 017779 


Homo sapiens hypothetical protein FLJ20354 (FLJ20354), mRNA 


NM 017777 


Homo sapiens hypothetical protein FLF20345 (FU20345), mRNA 


NM 017776 


Homo sapiens hypothetical protein FLJ20344 (FLJ20344), mRNA 


NM 017773 


Homo sapiens hypothetical protein FU20340 (FLJ20340), mRNA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FU20333), mRNA 


NM 017767 


Homo sapiens hypothetical protein FLJ20327 (FLT20327), mRNA 


NM .017766 


Homo sapiens hypothetical protein FLJ20321 (FLJ20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), mRNA 


NM 017763 


Homo sapiens hypothetical protein FLJ20315 (FU20315), mRNA 
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NM 017761 


Homo sapiens hypothetical protein FLJ20312 (FU20312), mRNA 


NM 017760 


Homo sapiens hypothetical protein FU203 1 1 (FLJ203 1 1), mRNA 


NM_017755 


Homo sapiens hypothetical protein FLJ20303 (FTJ20303), mRNA 


NM 017752 


Homo sapiens hypothetical protein FLJ20298 (FLJ20298), mRNA 


MM 017750 


Homo sapiens hypothetical protein FLJ20296 (FLF20296), mRNA 


NM 017746 


Homo sapiens hypothetical protein FLJ20287 (FU20287), mRNA 


NM 017745 


Homo sapiens hypothetical protein FU20285 (FU20285), mRNA 


NM 017742 


Homo sapiens hypothetical protein FLF20281 (FLJ20281), mRNA 


NM 017741 


Homo sapiens hypothetical protein FU20280 (FU20280), mRNA 


NM_0 17739 


Homo sapiens O-l inked mannose betal^-N-acetylglucosaminyltransferase 
(FTJ20277), mRNA 


NM_017737 


Homo sapiens hypothetical protein FU20275 (FLJ20275), mRNA 


NM 017729 


Homo sapiens hypothetical protein FLJ20258 (FU20258), mRNA 


NM 017728 


Homo sapiens hypothetical protein FLJ20255 (FLJ20255), mRNA 


NM 017727 


Homo sapiens hypothetical protein FU20254 (FU20254), mRNA 


NMJU7724 


Homo sapiens leucine rich repeat (in FLU) interacting protein 2 (LRRFIP2), 
mRNA 


NM 017721 


Homo sapiens hypothetical protein FLJ20241 (FLT20241), mRNA 


NM017713 


Homo sapiens hypothetical protein FLJ2021 1 (FLJ2021 1), mRNA 


NM 017712 


Homo sapiens hypothetical protein FLJ20208 (FLJ20208), mRNA 


NM 017710 


Homo sapiens hypothetical protein FLT20203 (FLJ20203), mRNA 


NM 017708 


Homo sapiens hypothetical protein FLJ20200 (FU20200), mRNA 


NM 017707 


Homo sapiens hypothetical protein FU20199 (FLJ20199), mRNA 


NM 017706 


Homo sapiens hypothetical protein FU20195 (FLJ20195), mRNA 


NM 017705 


Homo sapiens hypothetical protein FU20190 (FU20190), mRNA 


NMJ)17703 


Homo sapiens hypothetical protein FLJ20188 (FLJ20188), mRNA 


NM 017702 


Homo sapiens hypothetical protein FU20186 (FLJ20186), mRNA 


NM 017700 


Homo sapiens hypothetical protein FU20184 (FLJ20184), mRNA 


NM 017696 


Homo sapiens hypothetical protein FU20170 (FLJ20170), mRNA 


NM 017694 


Homo sapiens hypothetical protein FU20160 (FLJ20160), mRNA 


NM 017693 


Homo sapiens hypothetical protein FLJ20159 (FLJ20159), mRNA 


NMJ) 17691 


Homo sapiens hypothetical protein F3U20156 (FU20156), mRNA 


NM 017689 


Homo sapiens hypothetical protein FU20151 (FU20151), mRNA 


NM 017688 


Homo sapiens hypothetical protein FLJ20150 (FU20150), mRNA 


NM 017685 


Homo sapiens hypothetical protein FU20139 (FU20139), mRNA 


NM 017684 


Homo sapiens hypothetical protein FU20136 (FU20136), mRNA 


NM 017682 


Homo sapiens hypothetical protein FLJ20132 (FLJ20132), mRNA 


NMJH7681 


Homo sapiens hypothetical protein FLT20130 (FLJ20130), mRNA 


NM 017679 


Homo sapiens hypothetical protein FLJ20128 (FU20128), mRNA 


NM 017674 


Homo sapiens hypothetical protein FLJ20123 (FLJ20123), mRNA 


NM 017664 


Homo sapiens hypothetical protein FLF20093 (FLJ20093), mRNA 


NM 017661 


Homo sapiens hypothetical protein FLJ20086 (FU20086), mRNA 


NM 017660 


Homo sapiens hypothetical protein FLJ20085 (FLJ20085), mRNA 


NM 017658 


Homo sapiens hypothetical protein FLJ20081 (FU20081), mRNA 


NM 017656 


Homo sapiens hypothetical protein FU20079 (FLJ20079), mRNA 


NM 017655 


Homo sapiens hypothetical protein FLF20075 (FU20075), mRNA 


NM 017654 


Homo sapiens hypothetical protein FLJ20073 (FLJ20073), mRNA 


NM 017653 


Homo sapiens hypothetical protein FLJ20071 (FLJ20071), mRNA 


NM 017651 


Homo sapiens hypothetical protein FLJ20069 (FU20069), mRNA 


NMJH7650 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 9 A 
(PPPlR9A),mRNA 


NM 017649 


Homo sapiens cyclin M2 (ONNM2), mRNA 
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NM 017644 


Homo sapiens hypothetical protein FIJ20059 (FLJ20059), mRNA 


NM 017643 


Homo sapiens hypothetical protein FLJ20055 (FLJ20055), mRNA 


NM 017639 


Homo sapiens hypothetical protein FLJ20047 (FLJ20047), mRNA 


NM 017638 


Homo sapiens hypothetical protein FIJ20045 (FLJ20045), mRNA 


NM 017633 


Homo sapiens hypothetical protein FU20037 (FLJ20037), mRNA 


NM 017631 


Homo sapiens hypothetical protein FLJ20035 (FLJ20035), mRNA 


NM 017630 


Homo sapiens hypothetical protein FU20034 (FU20034), mRNA 


NM 017627 


Homo sapiens hypothetical protein FU20030 (FU20030), mRNA 


NM_0 17626 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 12 (DNAJB12), 
mRNA 


NM 017621 


Homo sapiens hypothetical protein FU20013 (FU20013), mRNA 


NM 017618 


Homo sapiens hypothetical protein FLJ20006 (FLJ20006), mRNA 


NM 017617 


Homo sapiens hypothetical protein FLJ20005 (FU20005), mRNA 


NM 017615 


Homo sapiens hypothetical protein FU20003 (FLJ20003), mRNA 


NM 018394 


Homo sapiens hypothetical protein FIJI 1342 (FU1 1342), mRNA 


NM 018393 


Homo sapiens hypothetical protein FIJI 1336 (FIJI 1336), mRNA 


NM 018391 


Homo sapiens hypothetical protein FIJI 1328 (FIJI 1328), mRNA 


NM 018389 


Homo sapiens GDP-fucose transporter 1 (FIJI 1320), mRNA 


NM 018388 


Homo sapiens hypothetical protein FIJI 1316 (FIJI 1316), mRNA 


NM 018386 


Homo sapiens hypothetical protein FIJI 1305 (FIJI 1305), mRNA 


NM 018383 


Homo sapiens hypothetical protein FIJI 1294 (FIJI 1294), mRNA 


NMJ 18380 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 28 (DDX28), 
mRNA 


NM 018379 


Homo sapiens hypotheticalprotein FIJI 1280 (FLJ1 1280), mRNA 


NM 018376 


Homo sapiens hypothetical protein FLJ1 1275 (FLJ1 1275), mRNA 


NM 018375 


Homo sapiens hypothetical protein FIJI 1274 (FIJI 1274), mRNA 


NM 018374 


Homo sapiens hypothetical protein FLJ1 1273 (FLJ1 1273), mRNA 


NM 018372 


Homo sapiens hypothetical protein FIJI 1269 (FIJI 1269), mRNA 


NM 018370 


Homo sapiens hypothetical protein FIJI 1259 (FIJI 1259), mRNA 


NM 018366 


Homo sapiens hypothetical protein FIJI 1230 (FIJI 1230), mRNA 


NM 018365 


Homo sapiens hypothetical protein FIJI 1222 (FIJI 1222), mRNA 


NM 018360 


Homo sapiens hypothetical protein FLJ1 1209 (FIJI 1209), mRNA 


NM 018359 


Homo sapiens hypothetical protein FLJ1 1200 (FU1 1200), mRNA 


NM 018357 


Homo sapiens hypothetical protein FIJI 1 196 (FIJI 1 196), mRNA 


NM 018356 


Homo sapiens hypothetical protein FUl 1 1 93 (FIJI 1 193), mRNA ] 


NM 018355 


Homo sapiens hypothetical protein FIJI 1 191 (FIJI 1191), mRNA 


NM 018351 


Homo sapiens hypothetical protein FUl 1 183 (FLJ1 1 183), mRNA 


NM 018350 


Homo sapiens hypothetical protein FIJI 1181 (FIJI 1 181), mRNA 


NM 018349 


Homo sapiens hypothetical protein FUl 1 175 (FUl 1 175), mRNA 


NM 018348 


Homo sapiens hypothetical protein FUl 1171 (FUl 1171), mRNA 


NM 018346 


Homo sapiens hypothetical protein FUl 1 164 (FUl 1 164), mRNA 


NM 018344 


Homo sapiens hypothetical protein FUl 1 160 (FUl 1 160), mRNA 


NM 018343 


Homo sapiens hypothetical protein FUl 1 159 (FUl 1 159), mRNA 


NM 018342 


Homo sapiens hypothetical protein FUl 1 1 55 (FUl 1155), mRNA 


NM 018338 


Homo sapiens hypothetical protein FUl 1 142 (FUl 1 142), mRNA 


NM 018335 


Homo sapiens hypothetical protein FUl 1 132 (FUl 1 132), mRNA 


NM 018329 


Homo sapiens hypothetical protein FUl 1 1 17 (FUl 1117), mRNA 


NM 018328 


Homo sapiens hypothetical protein FU11113 (FU11113), mRNA 


NM 018326 


Homo sapiens hypothetical protein FUl 1 1 10 (FUl 1 1 10), mRNA ! 


NM 018324 


Homo sapiens hypothetical protein FUl 1 106 (FUl 1 106), mRNA 


NM 018323 


Homo sapiens hypothetical protein FUl 1 105 (FUl 1 105), mRNA 


NM 018321 


Homo sapiens hypothetical protein FUl 1 100 (FUl 1 100), mRNA 
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NM 018316 


Homo sapiens hypothetical protein FIJI 1078 (FU1 1078), mRNA 


NM 018314 


Homo sapiens hypothetical protein FIJI 1068 (FIJI 1068), mRNA 


NM 018309 


Homo sapiens hypothetical protein FIJI 1046 (FU1 1046), mRNA 


NM 018308 


Homo sapiens hypothetical protein FLJ1 1042 (FU1 1042), mRNA 


NM 018307 


Homo sapiens hypothetical protein FLJ1 1040 (FIJI 1040), mRNA 


NM 018306 


Homo sapiens hypothetical protein FIJI 1036 (FIJI 1036), mRNA 


NM 018304 


Homo sapiens hypothetical protein FLJ1 1029 (FIJI 1029), mRNA 


NM 018302 


Homo sapiens hypothetical protein FLJ1 1017 (FLJ1 1017), mRNA 


NM 018299 


Homo sapiens hypothetical protein FLJ1 101 1 (FIJI 101 1), mRNA 


NM 018297 


Homo sapiens peptide:N-glycanase similar to yeast PNG1 (FU11005), mRNA 


NM 018296 


Homo sapiens hypothetical protein FIJI 1004 (FU1 1004), mRNA 


NM 018294 


Homo sapiens hypothetical protein FU10998 (FLJ10998), mRNA 


NM 018292 


Homo sapiens hypothetical protein FU10989 (FLJ10989), mRNA 


NM 018289 


Homo sapiens hypothetical protein FLJ1 0979 (FU10979), mRNA 


NM 018288 


Homo sapiens hypothetical protein FLJ10975 (FLJ10975), mRNA 


NM 018279 


Homo sapiens hypothetical protein FLJ10936 (FU10936), mRNA 


NM 018275 


Homo sapiens hypothetical protein FLJ10925 (FU10925), mRNA 


NM 018271 


Homo sapiens hypothetical protein FU10916 (FU10916), mRNA 


NM 018264 


Homo sapiens hypothetical protein FLJ10900 (FLJ10900), mRNA 


NM 018261 


Homo sapiens Sec3-like (SEC3), mRNA 


NM 018260 


Homo sapiens hypothetical protein FLJ10891 (FLJ10891), mRNA 


NM 018259 


Homo sapiens hypothetical protein FLJ10890 (FLJ10890), mRNA 


NM 018250 


Homo sapiens hypothetical protein FU10871 (FU10871), mRNA 


NM 018248 


Homo sapiens hypothetical protein FU10858 (FU10858), mRNA 


NM 018247 


Homo sapiens hypothetical protein FLJ10856 (FU10856), mRNA 


NM 018246 


Homo sapiens hypothetical protein FU10853 (FLJ10853), mRNA 


NM 018243 


Homo sapiens hypothetical protein FU10849 (FLJ10849), mRNA 


NM 018238 


Homo sapiens hypothetical protein FUl 0842 (FLJ10842), mRNA 


NM 018235 


Homo sapiens hypothetical protein FLJ10830 (FLJ10830), mRNA 


NM 018234 


Homo sapiens hypothetical protein FU10829 (FU10829), mRNA 


NM 018231 


Homo sapiens hypothetical protein FIJI 08 15 (FIJI 08 15), mRNA 


NM_018229 


Homo sapiens hypothetical protein FUl 0813 (FLJ10813), mRNA ! 


NM 018228 


Homo saniens hvnothetical nrotein FIJI 081 1 (FLJ 1081 mRNA 


NM 018227 


Homo saniens hvnothetical nrotein FIJI 0808 (FLUOROS^ mRNA 


NM 018224 


Homo sapiens hypothetical protein FLJ10803 (FU10803), mRNA 


NM 018222 


Homo sapiens narvin. alDha fPARVA^ mRNA 


NM 018221 


Homo saniens chromosome 2 onen readine frame 6 (C2orf6^ mRNA 


NM 018216 


Homo sapiens hypothetical protein FIJI 0782 (FLJ10782), mRNA 


NM 018215 


Homo sapiens hypothetical protein FLJ 1 07 8 1 (FLJ 10781), mRNA 


NMJ)18214 


Homo saniens LAP (leucine-rich reneats and PDZ^ and no PDZ Drotein fLANCfi 
mRNA 


NM 018210 


Homo sapiens hypothetical protein FIJI 0769 (FLT10769), mRNA 


NM 018208 


Homo sapiens hypothetical protein FU10761 (FLJ10761), mRNA ! 


NM 018203 


Homo sapiens hypothetical protein FU10748 (FU10748), mRNA i 


NM 018201 


Homo sapiens hypothetical protein FU10743 (FU10743), mRNA 


NM 018199 


Homo sapiens hypothetical protein FU10738 (FLJ10738), mRNA 1 


NM 018198 


Homo sapiens hypothetical protein FIJI 0737 (FUl 0737), mRNA j 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FLJ 10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FO10726 (FU10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FLJ10715 (FU10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FLT10713 (FU10713), mRNA 
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NM 018183 


Homo sapiens hypothetical protein FLJ10701 (FIJI 0701), mRNA 


NM 018182 


Homo sapiens hypothetical protein FU10700 (FIJI 0700), mRNA 


NM 018181 


Homo sapiens hypothetical protein FIJI 0697 (FIJI 0697), mRNA 


NM 018176 


Homo sapiens hypothetical protein FLT10675 (FLJ10675), mRNA 


NM 018174 


Homo sapiens chromosome 19 open reading frame 5 (C19orf5), mRNA 


NM 018173 


Homo sapiens hypothetical protein FU10665 (FLJ10665), mRNA 


NM 018172 


Homo sapiens hypothetical protein FLJ10661 (FU10661), mRNA 


NM 018170 


Homo sapiens hypothetical protein FLJ10656 (FLJ10656), mRNA 


NM 018168 


Homo sapiens hypothetical protein FLJ10650 (FLJ10650), mRNA 


NM 018167 


Homo sapiens hypothetical protein FLT10648 (FU10648), mRNA 


NM 018166 


Homo sapiens hypothetical protein FLJ10647 (FLJ10647), mRNA 


NM 018163 


Homo sapiens hypothetical protein FLJ10634 (FU10634), mRNA 


NM 018157 


Homo sapiens hypothetical protein FU10620 (FU10620), mRNA 


NM 018156 


Homo sapiens hypothetical protein FLJ10619 (FU10619). mRNA 


NM 018155 


Homo sapiens hypothetical protein FU10618 (FLJ10618), mRNA 


NM 018154 


Homo sapiens hypothetical protein FLJ10604 (FU10604), mRNA 


NM 018150 


Homo sapiens hypothetical protein FLJ10597 (FU10597), mRNA 


NM 018149 


Homo sapiens hypothetical protein FLJ10587 (FU10587). mRNA 


NM 018148 


Homo sapiens hypothetical protein FU10583 (FLJ10583), mRNA 


NM 018146 


Homo sapiens hypothetical protein FLJ10581 (FLJ10581), mRNA 


NM 018145 


Homo sapiens hypothetical protein FLJ10579 (FLJ10579). mRNA 


NM 018143 


Homo sapiens hypothetical protein FLJ10572 (FLJ10572), mRNA 


NM 018140 


Homo sapiens hypothetical protein FLJ10565 (FU10565), mRNA 


NM 018139 


Homo sapiens hypothetical protein FU10563 (FTJ10563). mRNA 


NM 018138 


Homo sapiens hypothetical protein FLF10560 (TU10560\ mRNA 


NM 018132 


Homo sapiens hypothetical protein FLJ10545 (TLJ1 0545V mRNA 


NM 018130 


Homo sapiens hypothetical protein FU10539 (FLJ10539), mRNA 


NM 018129 


Homo sapiens hypothetical protein FLJ10535 (FU10535), mRNA 


NM 018128 


Homo sapiens hypothetical protein FLJ10534 (FLJ10534), mRNA 


NM 018126 


Homo sapiens hypothetical protein FLJ10525 (FLT10525), mRNA 


NM_018125 


Homo sapiens hypothetical protein FLJ10521 (FLJ10521), mRNA 


NM 018121 


Homo sapiens hypothetical protein FU10512 (FU10512), mRNA 


NM_018118 


Homo sapiens hypothetical protein FLJ10508 (FU10508), mRNA ; 


NM 018115 


Homo sapiens hypothetical protein FLJ10498 (FLJ10498), mRNA 


NM 018113 


Homo sapiens lipocalin-interacting membrane receptor (LIMR), mRNA 


NM_018111 


Homo sapiens hypothetical protein FLJ10490 (FLJ10490), mRNA 


NM 018110 


Homo sapiens hypothetical protein FLJ10488 (FU10488), mRNA 


NM 018109 


Homo sapiens hypothetical protein FLJ10486 (FIJI 0486), mRNA 


NM 018108 


Homo sapiens hypothetical protein FU10483 (FLJ10483), mRNA 


NM 018105 


Homo sapiens hypothetical protein FU10477 (FIJI 0477), mRNA 


NM 018104 


Homo sapiens hypothetical protein FU10474 (FU10474), mRNA 


NM_0 18096 


Homo sapiens hypothetical protein similar to beta-transducin family (FIJI 0458), 
mRNA 


NM 018095 


Homo sapiens hypothetical protein FLJ10450 (FU10450), mRNA 


NM 018089 


Homo sapiens hypothetical protein FLJ10415 (FLJ10415), mRNA 


NM 018088 


Homo sapiens hypothetical protein FU10408 (FU10408), mRNA 


NM 018084 


Homo sapiens hypothetical protein FLJ10392 (FLJ10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FU10388 (FLT10388), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ10385 (FU10385), mRNA 


NM 018080 


Homo sapiens hypothetical protein FIJI 0381 (FLJ10381), mRNA 
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NM 018077 


Homo sapiens hypothetical protein FLJ10377 (FU10377), mRNA 


NM 018071 


Homo sapiens hypothetical protein FU10357 (FLJ10357), mRNA 


NMJH8068 


Homo sapiens likely ortholog of mouse piwi like homolog 1 (Drosophila)-like 
(FU10351), mRNA 


NM 018067 


Homo sapiens hypothetical protein FLJ10350 (FLJ10350), mRNA 


NM 018066 


Homo sapiens hypothetical protein FU10349 (FU10349), mRNA 


NM 018065 


Homo sapiens hypothetical protein FLJ10346 (FU10346), mRNA 


NM 018061 


Homo sapiens hypothetical protein FLJ10330 (FLJ10330), mRNA 


NM 018056 


Homo sapiens hypothetical protein FLJ10315 (FU10315), mRNA 


NM 018055 


Homo sapiens hypothetical protein FLJ10314 (FO10314), mRNA 


NM 018048 


Homo sapiens hypothetical protein FLJ10292 (FLT10292), mRNA 


NM 018045 


Homo sapiens hypothetical protein FIJI 0276 (FU10276), mRNA 


NM 018042 


Homo sapiens hypothetical protein FLJ10260 (FIJI 0260), mRNA 


NM 018037 


Homo sapiens hypothetical protein FIJI 0244 (FIJ10244), mRNA 


NM 018036 


Homo sapiens hypothetical protein FLJ10242 (FU10242), mRNA 


NM 018029 


Homo sapiens hypothetical protein FU10213 (FLJ10213), mRNA 


NM 018027 


Homo sapiens hypothetical protein FLJ10210 (FLJ10210), mRNA 


NM 018024 


Homo sapiens hypothetical protein FIJI 0204 (FU10204), mRNA 


NM 018022 


Homo sapiens hypothetical protein FLJ10199 (FU10199), mRNA 


NM 018017 


Homo sapiens hypothetical protein FU10188 (FU10188), mRNA 


NM 018014 

X 1 XTX V X \J V X i 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc finger protein) (BCL1 1 A), 
mRNA 


NM_018013 


Homo sapiens hypothetical protein FU10159 (FLJ10159), mRNA 


NM 018012 


Homo sapiens hypothetical protein FLJ10157 (FU10157), mRNA 


NM 018005 


Homo sapiens hypothetical protein FLJ10139 (FU10139), mRNA 


NM 017998 


Homo sapiens hypothetical protein FLJ101 10 (FU10110), mRNA 


NM 017996 


Homo sapiens hypothetical protein FLT10103 (FLJ10103), mRNA 


NM 017986 


Homo sapiens hypothetical protein FU10060 (FU10060), mRNA 


NM 017985 


Homo sapiens hypothetical protein FU10058 (FLJ10058), mRNA 


NM 017984 


Homo sapiens hypothetical protein FLJ10057 (FLJ10057), mRNA 


NM 017983 


Homo saniens hvnothetieal nrotein FIJI 0055 (FUIOOSS^ mRNA 


NM 017982 


Homo sapiens hypothetical protein FIJI 0052 (FIJI 0052), mRNA 


NM 017980 


Homo saniens hvnothetieal nrotein FTJ1 0044 fFLJI 0044^ mRNA 


NM 017977 


Homo sapiens hypothetical protein FLJ10040 (FU10040), mRNA 


NM 017974 


Homo QanipnQ hvnnthptirfll rrrntpin FT Tlftft^S fFT Tlftfl'JVi mRNA 
xxuxxxfj aapxwiia iiypuuicui/ai piuicixx r l^j x\j\jjj lj ixixvi>.r\. 


NM_018410 


Homo sapiens hypothetical protein DKFZp762E1312 pKFZp762E1312), 

nYRNA 


NM 01X471 


Hrvmn cnnipn«3 hvnnthptirsil nrntein Fil?F7n7^1P1 01 ft fT\KV7nl^ P1 ft 1 fft 

mRNA 


NM 017SQ7 


liOiixo sapiens nypoineiicax pruicin ul\a: z^p / o i iv i ozh ^xjxvj/Zjp/oiivio^Hj, 
mRNA 


NM fl 1 R499 


xiomo sapiens nypomencax proicin xjivrz^p / o ij\. i j ^uxvrz>«p / o iiv i 
mPNA 


NM_0 18421 


Homo saniens hvnothetieal nrotein DKFZo761D1823 (DKFZd761D1823). 

X XV/ XXXV/ Ol*L/X\/XXfcJ 4 *J KV W1VWVUI x"^ VVVUi VAU ^^\f VXX^XV-X**^ V*/*** * V XX^ X VArf*/ /j 

mRNA 


NM 017599 


Homo sapiens transmembrane protein vezatin (VEZATIN), mRNA 


NM 017594 


Homo sapiens hypothetical protein DKFZp761C07121 (DKFZp761C07121), 
mRNA 


NMJH7535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp566H0824), 
mRNA 


NM 018705 


Homo sapiens hypothetical protein DKFZp547G183 (DKFZp547G183), mRNA 


NM 017604 


Homo sapiens KIAA1023 protein (KIAA1023), mRNA 
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NM 017559 


Homo sapiens hypothetical protein DKFZp434H2215 (DKFZp434H2215), 
mRNA 


NM 017598 


Homo sapiens hypothetical protein DKFZp434C0923 (DKFZp434C0923), 
mRNA 


NM_017577 


Homo sapiens hypothetical protein DKFZp434C0328 (DKFZp434C0328), 
mRNA 


NM 014612 


Homo sapiens C9orfl0 protein (C9orfl0), mRNA 


NM 018460 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046), mRNA 


NM 018459 


Homo sapiens uncharacterized bone marrow protein BM045 (BM045), mRNA 


NM 018451 


Homo sapiens centrosomal P4.1 -associated protein (CPAP), mRNA 


NM 018450 


Homo sapiens uncharacterized bone marrow protein BM029 (BM029), mRNA 


NM 018674 


Homo sapiens putative acid-sensing ion channel (ASIC4), mRNA 


NM_017435 


Homo sapiens solute carrier family 21 (organic anion transporter), member 14 
(SLC21A14), mRNA 


NM 016848 


Homo sapiens neuronal She (SHC3), mRNA 


NM 017432 


Homo sapiens prostate tumor over expressed gene 1 (PTOV1), mRNA 


NM 016953 


Homo sapiens phosphodiesterase 1 1 A (PDE1 1 A), mRNA 


NM_013242 


Homo sapiens similar to mouse Glt3 or D malanoeaster transcrintinn factor TTR 
(AF093680), mRNA 


NM 016267 


Homo sapiens TONDU (TONDU), mRNA 


NMJH5859 


Homo sapiens general transcription factor HA, 1 (37kD and 19kD subunits) 
(GTF2A1), mRNA 


NM 016271 


Homo sapiens STRJN protein (STRIN), mRNA 


NM 016584 


Homo sapiens interleukin 23, alpha subunit pl9 (1L23A), mRNA 


NM 016329 


Homo sapiens RU1 (RU1), mRNA 


NM 016337 


Homo sapiens RNB6 (RNB6), mRNA 


NMJH6146 


Homo sapiens PTD009 protein (PTD009), mRNA 


NM 016145 


Homo sapiens PTD008 protein (PTD008), mRNA 


NM 016144 


Homo sapiens PTD002 protein (PTD002), mRNA 


NM 016147 


Homo sapiens protein phosphatase methylesterase-1 (PME-1), mRNA 


NM 016445 


Homo sapiens pleckstrin 2 (mouse) homolog (PLEK2), mRNA 


NM 016170 


Homo sapiens NCX protein (NCX), mRNA 


NM 016132 


Homo sapiens myelin gene expression factor 2 (MEF-2), mRNA 


NM 016586 


Homo sapiens MB IP protein (MBIP), mRNA 


NM_0 16547 


Homo sapiens calcium binding protein Cab45 precursor (Cab45), mRNA 


NM 016530 


Homo sapiens RAB-8b protein (LOC51762), mRNA 


NM_016442 


Homo sapiens type 1 tumor necrosis factor receptor shedding aminopeptidase 
regulator (ARTS-1), mRNA 


NM 016438 


Homo sapiens CLST 1 1240 protein (CLST1 1240), mRNA 


NM 016340 


Homo sapiens ran guanine nucleotide exchanee factor rRA~GFF-2^ mRNA 


NM_0 16306 


Homo sapiens DnaJ (Hso40) homoloe subfamilv B member 1 1 fDNAJBI 1^ 

.x^-xxm** ^AAu^rrvy iivtiivivgj wwi/Aiuiuijr , XXXVXXXl/WX X X \X-/l ^ nj ±j X X J , 

mRNA 


NM 016292 


Homo sapiens heat shock protein 75 (TRAP1), mRNA 


NM 016248 j 


Homo sapiens A kinase (PRKA) anchor protein 1 1 (AKAP1 1), mRNA 


NMJJ16207 


Homo sapiens cleavage and polyadenylation specific factor 3, 73kD subunit 
(CPSF3), mRNA 


NM 016163 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015934 


Homo sapiens nucleolar protein NOP5/NOP58 (NOP5/NOP58), mRNA 


NM 015925 


Homo sapiens liver-specific bHLH-Zip transcription factor (LISCH7), mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZIN), mRNA 
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NM 016284 


Homo sapiens KIAA1007 protein (KIAA1007), mRNA 


NM 016645 


Homo sapiens mesenchymal stem cell protein DSC92 (NEUGRJN), mRNA 


NM 016631 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NMJ) 16576 


Homo sapiens GMPR2 for guanosine monophosphate reductase isolog 
(LOC51292),mRNA 


NM 016501 


Homo sapiens hypothetical protein FLJ10597 (FLJ10597), mRNA 


NM 016500 


Homo sapiens hypothetical protein (LOC51260), mRNA 


NM 016487 


Homo sapiens HSPC230 gene (HSPC230), mRNA 


NM 016480 


Homo sapiens PABP-interacting protein 2 (PAIP2), mRNA 


NM 016433 


Homo sapiens glycolipid transfer protein (GLTP), mRNA 


NM 016369 


Homo sapiens claudin 18 (CLDN18), mRNA 


NM 016359 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


NMJH6246 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR3 
(LOC5 1171), mRNA 


NM016186 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 10 (SERPINA10), mRNA 


NM 016180 


Homo sapiens AIM-1 protein (MATP), mRNA 


NM 016176 


Homo sapiens calcium bmding protein Cab45 precursor (Cab45), mRNA 


NM 016174 


Homo sapiens cerebral cell adhesion molecule (LOC5 1 148), mRNA 


NM 016131 


Homo sapiens RAB10, member RAS oncogene family (RAB10), mRNA 


NM 016031 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3 
yeast)-like 1 (ELOVL1), mRNA 


NM 015955 


Homo sapiens C21orfl9-hke protein (LOC5 1072), mRNA 


NM 015931 


Homo sapiens fls485 (LOC51066), mRNA 


NMJ)15879 


Homo sapiens sialyltransferase 8C (alpha2,3Galbetal,4GlcNAcaIpha 2,8- 
sialyltransferase) (SIAT8C), mRNA 


NM 016368 


Homo sapiens myo-mositol 1-phosphate synthase Al (ISYNA1), mRNA 


NM 016488 


Homo sapiens hypothetical protein (HSPC232), mRNA 


NM 016478 


Homo sapiens hypothetical protein (HSPC216), mRNA 


NM 016463 


Homo sapiens hypothetical protein (HSPC195), mRNA 


NM 016410 


Homo sapiens hypothetical protein HSPC1 77 (HSPC 1 77), mRNA 


NM 016406 


Homo sapiens hypothetical protein (HSPC155), mRNA 


NM 016401 


Homo sapiens hypothetical protein (HSPC 138), mRNA 


NM 016400 


Homo sapiens Huntdngtin interacting protein K (HYPK), mRNA 


NM 016396 


Homo sapiens hypothetical protein (HSPC 129), mRNA 


NM 016391 


Homo sapiens hypothetical protein (HSPC1 1 1), mRNA 


NM 015933 


Homo sapiens hypothetical protein (HSPC016), mRNA 


NMJ)15932 


Homo sapiens hypothetical protein (HSPC014), mRNA 


NM_016172 


Homo sapiens putative glialblastoma cell differentiation-related (GDBR1) 
mRNA " K h 


NMJU6194 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5) 
mRNA h 


NM 016196 


Homo sapiens KIAA0682 gene product (KIAA0682), mRNA 


NM 016553 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


1N1V1 UlOliO 


Homo sapiens M-phase phosphoprotein 1 (MPHOSPH1), mRNA 


NM 016550 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (QNP), 
mRNA 


NM 016623 


Homo sapiens hypothetical protein (BM-009), mRNA 


NMJ) 16237 


Homo sapiens anaphase promoting complex subunit 5 (ANAPC5) mRNA 


NM 016108 


Homo sapiens androgen induced protein (AIG-1), mRNA 


NMJH4886 


Homo sapiens hypothetical protein (YR-29), mRNA 


NMJU4035 


Homo sapiens SBBD1 protein (SBBI31), mRNA 
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NM 014868 


Homo sapiens ring finger protein 10 (RNF10), mRNA 


NM 014092 


Homo sapiens PR01575 protein (PR01575), mRNA 


NM 014138 


Homo sapiens PRO0659 protein (PRO0659), mRNA 


NM 014135 


Homo sapiens PRO0641 protein (PRO0641), mRNA 


NM 014134 


Homo sapiens PRO0628 protein (PRO0628), mRNA 


NM 014133 


Homo sapiens PRO0618 protein (PRO0618), mRNA 


NM 014076 


Homo sapiens PRO061 1 protein (PRO061 1), mRNA 


NM 014074 


Homo sapiens PRO0529 protein (PRO0529), mRNA 


NM 014129 


Homo sapiens PRO0478 protein (PRO0478), mRNA 


NM 014126 


Homo sapiens PRO0365 protein (PRO0365), mRNA 


NM 014124 


Homo sapiens PRO0255 protein (PRO0255), mRNA 


NM 014121 


Homo sapiens PRO0233 protein (PRO0233), mRNA 


NM 014120 


Homo sapiens PRO0214 protein (PRO0214), mRNA 


NM 014118 


Homo sapiens PRO0159 protein (PRO0159), mRNA 


NM 014117 


Homo sapiens PRO0149 protein (PRO0149), mRNA 


NM 014116 


Homo sapiens PRO0132 protein (PRO0132), mRNA 


NM 015364 


Homo sapiens MD-2 protein (MD-2), mRNA 


NM 014020 


Homo sapiens LR8 protein (LR8), mRNA 


NM 014931 


Homo sapiens KIAA1 115 protein (KIAA1 1 15), mRNA 


NM 014901 


Homo sapiens KIAA1 100 protein (KIAA1 100), mRNA 


NM 014908 


Homo sapiens KIAA1094 protein (KIAA1094), mRNA 


NM 014906 


Homo sapiens KIAA1072 protein (KIAA1072), mRNA 


NM 014932 


Homo sapiens neuroligin 1 (NLGN1), mRNA 


NMJH4894 


Homo sapiens KIAA1056 protein (KIAA1056), mRNA 


NM 014956 


Homo sapiens KIAA1052 protein (KIAA1052), mRNA 


NM_0 14928 


Homo sapiens KIAA1046 protein (KIAA1046), mRNA 


NM 014909 


Homo sapiens KIAA1036 protein (KIAA1036), mRNA 


NM 014939 


Homo sapiens KIAA1012 protein (KIAA1012), mRNA 


NM 014895 


Homo sapiens KIAA1009 protein (KIAA1009), mRNA 


NM 014960 


Homo sapiens KIAA1001 protein (KIAA1001), mRNA 


NM 014950 


Homo sapiens KIAA0997 protein (KIAA0997), mRNA 


NM 014934 


Homo sapiens zinc-finger protein DZIP1 (DZIP1), mRNA 


NM 014023 


Homo sapiens KIAA0982 protein (KIAA0982), mRNA 


NM 014900 


Homo sapiens KIAA0977 protein (KIAA0977), mRNA 


NM 014929 


Homo sapiens KIAA0971 protein (KIAA0971), mRNA 


NM 014935 


Homo sapiens phosphoinositol 3 -phosphate-binding protein-2 (PEPP3), mRNA 


NM 014937 


Homo sapiens Sac domain-containing inositol phosphatase 2 (S AC2) mRNA 


NM 014902 


Homo sapiens KIAA0964 protein (KIAA0964), mRNA 


NM 014898 


Homo sapiens K1AA0961 protein (KIAA0961), mRNA 


NM 014942 


Homo sapiens ankyrin repeat domain 6 (ANKRD6), mRNA 


NMJH4959 


Homo sapiens tumor up-regulated CARD-containing antagonist of caspase nine 
(TUCAN), mRNA ' " " \ 


NM 014952 


Homo sapiens KIAA0945 protein (KIAA0945), mRNA | 


NM 014904 


Homo sapiens KIAA0941 protein (Rabl 1-FTP2), mRNA 


NM 014903 


Homo sapiens KIAA0938 protein (KIAA0938), mRNA 


NM 014897 


Homo sapiens KIAA0924 protein (KIAA0924), mRNA 


NM 014883 


Homo sapiens KIAA0914 gene product (KIAA0914), mRNA 


NM 014949 


Homo sapiens KIAA0907 protein (KIAA0907), mRNA 


NM 014896 


Homo sapiens KIAA0894 protein (KIAA0894), mRNA 


NM 014969 


Homo sapiens KIAA0893 protein (KIAA0893), mRNA 


NMJH4966 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 30 (DDX30), 
mRNA 
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NM 015377 


Homo sapiens KIAA0889 protein (KIAA0889), mRNA 


NMJ)14936 


Jtiomo sapiens ectonucleohde pyrophosphatase/phosphodiesterase 4 (putative 
function) (ENPP4), mRNA 


NM 014940 


Homo sapiens KIAA0872 protein (KIAA0872), mRNA 


NM 014943 


Homo sapiens KIAA0854 protein (KIAA0854), mRNA 


NM 014926 


Homo sapiens KIAA0848 protein (KIAA0848), mRNA 


NM 014945 


Homo sapiens KIAA0843 protein (KIAA0843), mRNA 


NM 014924 


Homo sapiens KIAA083 1 protein (KIAA083 1), mRNA 


NM 014703 


Homo sapiens KIAA0800 gene product (KIAA0800), mRNA 


NM 014650 


Homo sapiens KIAA0798 gene product (KIAA0798), mRNA 


NM 014660 


Homo sapiens KIAA0783 gene product (KIAA0783), mRNA 


NM 014726 


Homo sapiens KIAA0775 gene product (KIAA0775), mRNA 


NM 014690 


Homo sapiens KIAA0773 gene product (KIAA0773), mRNA 


NM 014805 


Homo sapiens KIAA0766 gene product (KIAA0766), mRNA 


NM 014869 


Homo sapiens KIAA0763 gene product (KIAA0763), mRNA 


NM 014804 


Homo sapiens KIAA0753 gene product (KIAA0753), mRNA 


NM 014632 


Homo sapiens KIAA0750 gene product (KIAA0750), mRNA 


NM 014796 


Homo sapiens KIAA0748 gene product (KIAA0748), mRNA 


NM 014719 


Homo sapiens KIAA0738 gene product (KIAA0738), mRNA 


NM 014828 


Homo sapiens KIAA0737 gene product (KIAA0737), mRNA 


NM_0 14849 


Homo sapiens likely ortholog of mouse synaptic vesicle glycoprotein 2a (SVD 
mRNA 


NM 014848 


Homo sapiens synaptic vesicle protein 2B homolog (SV2B), mRNA 


NM 014718 


Homo sapiens KIAA0726 gene product (KIAA0726), mRNA 


NM 014652 


Homo sapiens importin 13 (IMP13), mRNA 


NM 014867 


Homo sapiens KIAA071 1 gene product (KIAA071 1), mRNA 


NM 014852 


Homo sapiens KIAA0682 gene product (KIAA0682), mRNA 


NM 014663 


Homo sapiens KIAA0677 gene product (KIAA0677), mRNA 


NM 014648 


Homo sapiens KIAA0675 gene product (KIAA0675), mRNA 


NM_0 14779 


Homo sapiens KIAA0669 gene product (KIAA0669), mRNA 


NM 014811 


Homo sapiens KIAA0649 gene product (KIAA0649), mRNA 


NM_014817 


Homo sapiens KIAA0644 gene product (KIAA0644), mRNA 


NM 015046 


Homo sapiens KIAA0625 protein (KIAA0625), mRNA 


NM 014694 


Homo sapiens KIAA0605 gene product (KIAA0605), mRNA 


NM 014832 


Homo sapiens KIAA0603 gene product (KIAA0603), mRNA 


NM 014749 


Homo sapiens KIAA0586 gene product (KIAA0586), mRNA 


NM 014668 


Homo sapiens KIAA0575 gene product (KIAA0575), mRNA 


NM 014709 


Homo sapiens KIAA0570 gene product (KIAA0570), mRNA 


NM 014704 


Homo sapiens KIAA0562 gene product (KIAA0562), mRNA 


NM 014790 


Homo sapiens KIAA0555 gene product (KIAA0555), mRNA 


NM 014731 


Homo sapiens KIAA0552 gene product (KIAA0552), mRNA 


NM 014793 


Homo sapiens KIAA0547 gene product (KIAA0547), mRNA 


NM_ 014825 


Homo sapiens chromosome 21 open reading frame 108 (C21orfl08), mRNA 


NM 014840 


Homo sapiens KIAA0537 gene product (KIAA0537), mRNA 


NM_0 14682 


Homo sapiens KIAA0535 gene product (KIAA0535), mRNA 


NM 014851 


Homo sapiens KIAA0469 gene product (KIAA0469), mRNA 


NM 014638 


Homo sapiens KIAA0450 gene product (KIAA0450), mRNA 


NM 015556 


Homo sapiens KIAA0440 protein (KIAA0440), mRNA 


NMJ) 14801 


Homo sapiens KIAA0435 gene product (KIAA0435), mRNA 


NM 014772 


Homo sapiens KIAA0427 gene product (KIAA0427), mRNA 


NM 014631 


Homo sapiens KIAA0418 gene product (KIAA0418), mRNA 


NM 014702 


Homo sapiens KIAA0408 gene product (KIAA0408), mRNA 
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NM 014672 


Homo sapiens KIAA0391 gene product (KIAA0391), mRNA 


NM 014717 


Homo sapiens KIAA0390 gene product (KIAA0390), mRNA 


NM 014686 


Homo sapiens KIAA0355 gene product (KIAA0355), mRNA 


NM 014872 


Homo sapiens KIAA0354 gene product (KIAA0354), mRNA 


NM 014830 


Homo sapiens KIAA0352 gene product (KIAA0352), mRNA 


NMJH4636 


Homo sapiens Ral guanine nucleotide exchange factor RalGPSl A 
(RALGPS1A), mRNA 


NM 014635 


Homo sapiens KIAA0336 gene product (KIAA0336), mRNA 


NM 014803 


Homo sapiens KIAA0335 gene product (KIAA0335), mRNA 


NM 014844 


Homo sapiens KIAA0329 gene product (KIAA0329), mRNA 


NM 014821 


Homo sapiens KIAA0317 gene product (KIAA0317), mRNA 


NM 014699 


Homo sapiens KIAA0296 gene product (KIAA0296), mRNA 


NM 014742 


Homo sapiens KIAA0255 gene product (KIAA0255), mRNA 


NM 014734 


Homo sapiens KIAA0247 gene product (KIAA0247), mRNA 


NM 014760 


Homo sapiens KIAA0218 gene product (KIAA0218), mRNA 


NM 014735 


Homo sapiens KIAA0215 gene product (KIAA0215), mRNA 


NM 014630 


Homo sapiens KIAA02 1 1 gene product (KIAA02 1 1), mRNA 


NM 014744 


Homo sapiens KIAA0210 eene nroduct CKIAA02\G\ mRNA 


NM 014725 


Homo sapiens KIAA0189 cene nroduct (TGAA0189^ mRNA 


NM 014753 


Homo saniens KIAA0187 eene Droduct HCTAAOl 87^ mRNA 


NM_014791 


Homo sapiens likelv ortholoe of maternal embrvnnic 1 purine Tinner lrinncp 
(KIAA0 175), mRNA 


NM 014746 


Homo sapiens KIAA0161 gene product (KIAA0161), mRNA 


NM 014633 


Homo sapiens KIAA0155 gene product (KIAA0155), mRNA 


NMJH4002 


Homo sapiens DCK-related kinase ensilon* inducible IkannaR Innate ffiCKF'l 
mRNA 


NM_014847 


Homo sapiens KIAA0144 gene product (KIAA0144), mRNA 


NM 014773 


Homo sapiens KIAA0141 gene product (KIAA0141), mRNA ! 


NM_014649 


Homo sapiens KIAA0138 gene product (KIAA0138), mRNA 


NM 014792 


Homo sapiens KIAA0125 gene product (KIAA0125), mRNA 


NM 014999 


Homo sapiens KIAA01 18 protein (KIAA01 1 8), mRNA 


NM 014740 


Homo sapiens KIAA0 1 1 1 gene product (KIAA0 111), mRNA 


NM 014673 


Homo sapiens KIAA0103 gene product (KIAA0103), mRNA 


NM 014736 


Homo sapiens KIAA0101 eene Droduct fKIAA0101> mRNA 


NM 014669 


Homo sapiens KIAA0095 eene Droduct fKIAA0095^ mRNA 


NM 014679 


Homo sapiens KIAA0092 gene product (KIAA0092), mRNA 


NM_014769 | 


Homo sapiens KIAA0087 gene product (KIAA0087), mRNA 


NM 014877 


Homo sapiens helicase KIAA0054 (KIAA0054), mRNA 


NM 014716 


Homo sapiens centaurin, beta 1 (CENTB1), mRNA 


NM_015361 


Homo sapiens R3H domain (binds single-stranded nucleic acids) containing 
(R3HDM), mRNA 


NM 014880 


Homo sapiens KIAA0022 gene product (KIAA0022), mRNA 


NM_014878 


Homo sapiens KIAA0020 gene product (KIAA0020), mRNA 


NM 014665 


Homo sapiens KIAA0014 gene product (KIAA0014), mRNA 


NM 014671 


Homo sapiens ubiquitin-protein isopeptide ligase (E3) (KIAA0010), mRNA 


NM 014637 


Homo sapiens KIAA0009 gene product (KIAA0009), mRNA 


NM 015384 


Homo sapiens IDN3 protein (E)N3), mRNA 


NM 014188 


Homo sapiens HSPC182 protein (HSPC182), mRNA 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM 014182 


Homo sapiens HSPC160 protein (HSPC160), mRNA 


NMJU4178 


Homo sapiens HSPC156 protein (HSPC156), mRNA 


NM 014177 


Homo sapiens HSPC154 protein (HSPC154), mRNA 
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NMJH4176 


Horno saDiens HSPC150 Drotein similar to ubiauitm-coniueatinff enzvme 
(HSPC150), mRNA 


NM 014173 


Homo sapiens HSPC142 protein (HSPC142), mRNA 


NM 014172 


Homo sapiens HSPC141 protein (HSPC141), mRNA 


NM 014171 


Homo sapiens postsynaptic protein CRJPT (CRIPT), mRNA 


NM 014169 


Homo saniens HSPC134 orotein (HSPC134 , i mRNA 


NM 014168 


Homo sapiens HSPC133 protein (HSPC133), mRNA 


NM 014167 


Homo sapiens HSPC128 protein (HSPC128), mRNA 


NM 014165 


Homo sapiens HSPC125 protein (HSPC125), mRNA 


NM 014163 


Homo sapiens HSPC073 protein (HSPC073), mRNA 


NM 014162 


Homo sapiens HSPC072 protein (HSPC072), mRNA 


NM 014159 


Homo sapiens Huntingtin interacting protein B (HYPB), mRNA 


NM 014158 


Homo sapiens HSPC067 protein (HSPC067), mRNA 


NM 014157 


Homo sapiens HSPC065 protein (HSPC065), mRNA 


NM 014152 


Homo sapiens HSPC054 protein (HSPC054), mRNA 


NM 014151 


Homo sapiens HSPC053 protein (HSPC053), mRNA 


NM 014148 


Homo sapiens HSPC048 protein (HSPC048), mRNA 


NM 014147 


Homo sapiens HSPC047 protein (HSPC047), mRNA 


NM 014041 


Homo sapiens signal peptidase 12kDa (SPC12), mRNA 


NM 014047 


Homo sapiens HSPC023 protein (HSPC023), mRNA 


NM 014028 


Homo sapiens HSPC019 nrotein fHSPCO^ mRNA 


NM 014026 


Homo saDiens HSPC015 nrotein rHSPC015^ mRNA 

**w*nv ow|/iviiu iiui v^vs *. +j piw tviii yiiux v/v ^ ilJULV^™x a. 


NM 015362 


Homo saoiens HSPC002 nrotein rHSPC002 , l mRNA 


NM 015603 


Homo saniens DKFZP586M1019 Drotein (DKFZP5 86M 1019") mRNA 


NM 015537 


Homo saoiens DKFZP586J1624 Drotein (T)KFZP586J1624 , > mRNA 


NM 015584 


Homo saoiens DKFZP586F1524 orotein fDKFZP586F1524 > * mRNA 


NM 015677 


Homo saDiens hvoothetical orotein fDKFZP586F1318 , l mRNA 


NM 015416 


Homo sapiens DKFZP586A01 1 orotein (DKFZP586A01 H mRNA 


NM 015513 


Homo saDiens DKFZP566D213 orotein (DKFZP566D213^ mRNA 


NM 015509 


Homo sapiens DKFZP566B183 protein (DKFZP566B183), mRNA 


NM 014042 


Homo sapiens DKFZP564M082 protein (DKFZP564M082), mRNA 


NM 015455 


Homo sapiens KIAA1 194 protein (KIAA1 194), mRNA 


NM 015601 


Homo sapiens DKFZP564G092 protein (DKFZP564G092), mRNA 


NM 014044 


Homo sapiens DKPZP564G0222 protein (DKFZP564G0222), mRNA 


NM 015658 


Homo sapiens DKFZP564C186 protein (DKFZP564C186), mRNA 


NM 015654 


Homo sapiens DKFZP564C103 protein (DKFZP564C103), mRNA 


NM 015535 


Homo sapiens DKFZP564A2416 protein (DKFZP564A2416), mRNA 


NMJH4034 


Homo saoiens DKFZP547E21 10 orotein (DKFZP547E21 101 mRNA 


NM 015607 


Homo saoiens DKFZP547E1010 orotein (DKF7P547F1010 > > mRNA 

aaviiiv; tjupiwilij avjuvjl *J\ I A— < lulu ^1 U l^Ul ^1/1V1 y j 1 %J~ 1 Aj Ivlvjj liJXVL— ax 


NM 015594 


Homo ^aniens TCFCF7P414O047 nrotein fnKF7P434O047 > l nYRNA 


NM 015492 


Homo ^aniens DKF7P4',4TT1 1? nrntein <TH<rF7P434Fn ^91 mRNA 


NM 015515 


Homo sapiens type I intermediate filament cytokeratin (HAIK1), mRNA 


>JM 0140£4 

IN 1V1 \J I *+U U*+ 


numu oapiciib f\Ls-\J\Jj proicin \J\U-\j\JJ ) } ITLXvLN/V 


NM 014517 


Homo saoiens uostream bindine nrotein 1 (LBP-lal rUBPH mRNA 


NM 014294 


Homo sapiens translocating chain-associating membrane protein (TRAM), 
mRNA 


NM 014305 


Homo sapiens dTDP-D-glucose 4,6-dehydratase (TDPGD), mRNA 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy- 1 gene (DKKL1 -pending), mRNA 


NMJH4445 


Homo sapiens stress-associated endoplasmic reticulum protein 1 ; ribosome 
associated membrane protein 4 (SERP1), mRNA 


NM 014329 


Homo sapiens autoantigen (RCD-8), mRNA 
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NM 014504 


Homo saoiens outative Rab5 GDP/GTP exchange factor homolosue (RABEX5^ 
raRNA 


NM 014589 


Homo sapiens phospholipase A2, group HE (PLA2G2E), mRNA 


MM 014471 


Homo sapiens serine protease inhibitor, Kazal type 4 (SPINK4), mRNA 


NM 014891 


Homo saoiens PDGFA associated orotein 1 fPDAPn mRNA 


NM 014308 


Homo saoiens ohosohofnositide-^-kiriasp reoiilatnrv subiinit nolvnentide ri10l 

(P101-PI3K),mRNA 


NM 014359 


Homo saoiens ooticin ( OPTC^ mRNA 


NM 014515 


Homo saoiens CCR4-NOT transcriotion comolex subunit 2 f CNOT2^ mRNA 


NM 014360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKX2.8), mRNA 


NM 014371 


Homo saTvipns neioliboT of A-lrinase anrhnrina Tvrntpin OS fNATC APQ'ft mRNA 


NM 014342 

1 liTl \J A T +J^T A* 


Homo saoiens mitochondrial carrier homolog 9 fMTTTT?^ mirlear pptip 
encoding mitochondrial orotein mRNA 


NM 015716 


Homo saoiens Misshaoen/NIK-related kinase fMINTO mRNA 


NM 014358 


Homo saoiens C-tvoe f calcium denendent carbohvdrate-reeojmition domain^ 
lectin, superfamily member 9 (CLECSF9), mRNA 


NM 014552 


Homo sapiens LBP protein 32 (LBP-32), mRNA 


NMJH4247 


Homo sapiens PDZ domain containing guanine nucleotide exchange 
factor(GEF)l (PDZ-GEF1), mRNA 


NM 014267 


Homo sapiens small acidic protein (IMAGE 145052), mRNA 


NM 014597 


Homo sapiens acidic 82 kDa protein mRNA (HSU15552), mRNA 


NM 014254 


Homo saoiens transmembrane orotein S fTMPMS^ mRNA 


NM 014362 


Homo saoiens ^-hvdroxvisohiitvrv1-fY&pn7vmp A bvHrnlacp CV\ I HPT-T\ mRNA 

xxvxtxyj oajjiwiio «■/ \xj\xx \jAjio\j\j%xiyxyx^*s\J&xxAyiii& x\. iiyuiuiaow ^XJLULJv_/JLl y, illivJ. N / V 


NM 014365 


Homo sapiens protein kinase HI 1 (HI 1), mRNA 


NM 014584 


Homo sarriens FRO 1 -like (F% rerevisine^ rPROIT ^ mRNA 


NM 014367 


Homo sapiens hypothetical protein, estradiol-induced (E2IG5), mRNA 


NM 014^66 


Wnmn cnnipnc r\i if all nnr 1 ! p/^+i f» Kin Hi-no- -rvrrit^i-n ppfro rl i ^1 i-nAitr*aA fT*1T(~l1\ 

numu iidpiciio puid.u vc uuLicouuc Dinuing proiein, esuauioi-inauceci ^jdzivjj ), 
mRNA 


NM_014380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein 1 
(NGFRAPl'l mRNA 


NM 014890 


TTomo satvipnc HoTOnTrpoiilntpd in nvanan ranrpr 1 finflfl^ mP M A 
ajluiuu oapi&iio wiii&guiai^u ill uvaiiaii i/ailvCi 1 ^, ililvlNxA. 


NM 014595 


Hnmn sarriens S' mirlpnfiHnse Heow /nvrimidin*»^ pvtncnlir hmp r" 1 ^NlT^r^ 
liviiiu aajjit/iio «/ jiuLituuuaoc, ucvjA_y ypjriiiiiiUUlC^, vjrlUoUiiv type V-/ i JV^h 

mRNA 


NM 014316 


Homo saniens calcium-reoiilateH beat-stablp nrotpin f74kTl^ rr^RTTSP-'?^ 
mRNA 


NM 014430 


Homo saoiens cell death-inducine DFFA-like effector b CCIDEB^ mRNA 


NM_0 14400 


Homo sapiens GPI-anchored metastasis-associated protein homolog (C4.4A), 
mRNA 


NM 014408 


Homo saoiens similar to veast BET3 (S cerevisiae^ rBET3^ mRNA 


NM 014374 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


NM 013943 


Homo sapiens chloride intracellular channel 4 (CLIC4), mRNA 


NM 013433 


Homo saoiens karvooherin hpta 9b transnortin fTRN2^ mRNA 

11UXUU 0CI|J1V110 r^OX y \JViXXStX IxX vvul AW, U CUIO^/ 1111 y llMlMyj 11 JJ.VJL c\. 


NM 013435 


Homo saoiens retinal homeobox nrotein fR^JO mRNA 


NM 013377 


Homo sapiens hypothetical protein (DKFZp434B0417), mRNA 


NM_0 12297 


Homo sapiens Ras-GTPase activating protein SH3 domain-binding protein 2 
(KIAA0660), mRNA 


NM 013286 


Homo sapiens chromosome 3p21.1 gene sequence (HUMAGCGB), mRNA 


NMJH2472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), mRNA 


NM_012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NM 013266 


Homo sapiens alpha-catenin-like protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNX10), mRNA 
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NM 013400 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


NM 013355 


Homo sapiens protein kinase PKNbeta (pknbeta), mRNA 


NM 013240 


Homo sapiens putative N6-DNA-methyltransferase (N6AMT1), mRNA 


NM 013364 


Homo sapiens paraneoplastic cancer-testis-brain antigen (MA5), mRNA 


NM 013275 


Homo sapiens nasopharyngeal carcinoma susceptibility protein (LZ16), mRNA 


NM 013312 


Homo sapiens hook2 protein (HOOK2), mRNA 


NM 013332 


Homo sapiens hypoxia-inducible protein 2 (HIG2), mRNA 


NM 013308 


Homo sapiens platelet activating receptor homolog (H963), mRNA 


NM 013394 


Homo sapiens acid fibroblast growth factor-like protein (GLIO703), mRNA 


NM 013329 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NM 013333 


Homo sapiens EH domain-binding mitotic phosphoprotein (EPSIN), mRNA 


NM 013395 


Homo sapiens proteinx0008 (ADO 13), mRNA 


NM 012463 


Homo sapiens TJ6 protein (TJ6), mRNA 


NM 012461 


Homo sapiens TERF1 (TRFl)-interacting nuclear factor 2 (TINF2), mRNA 


NM 012245 


Homo sapiens SKI-interacting protein (SNW1), mRNA 


NM 012437 


Homo sapiens SNARE associated protein snapin (SNAPAP), mRNA 


NM 012433 


Homo sapiens splicing factor 3b, subunit 1, 155kD (SF3B1), mRNA 


NMJ) 12431 


Homo sapiens sema domain, immunoglobulin domain (liA short basic domain 
secreted, (semaphorin) 3E (SEMA3E), mRNA 


NM 012234 


Homo sapiens RING1 and YY1 binding protein (RYBP), mRNA 


NM 012420 


Homo saDiens retinoic acid- and interferon-inducible nrotein f58kD^ fRTSJtt 
mRNA 


NM 012417 


Homo sapiens retinal degeneration B beta (RDGBB), mRNA 


NM 012229 


Homo sapiens 5 -nucleotidase (purine), cytosolic type B (NT5B), mRNA 


NM_012390 


Homo sapiens protein homologous to salivarv nroline-rich nrotein P-R fPRTk 
mRNA 


NM_012346 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


NMJU2339 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET- 7) (NET- 
7), mRNA 


NM 012338 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2) (NET- 
2), mRNA 


NM 012332 


Homo sapiens Mitochondrial Acvl-CoA Thioesterase rMT-ACT48Y mRNA 


NM 012327 


Homo sapiens phosphatidylinositol glycan, class N (PIGN), mRNA 


NM 012321 


Homo sapiens U6 snRNA-associated Sm-like nrotein ft SM4^ mRNA 


NMJ) 12294 


Homo sapiens guanine nucleotide exchange factor for Rani • M-Ras-reemlatpH 
GEF (KIAA0277), mRNA 


NM 012289 


Homo sapiens Kelch-like ECH-associated nrotein 1 flCTAAOHS^ mRNA 


NM__012285 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 4 (KCNH4), mRNA 


NM_012267 


Homo sapiens hsp70-interacting protein (HSPBP1), mRNA 


NM 012266 


Homo sanie*ns T*)naT ft-Torvdrn hnmnlna cnHfnmilv R mpmKpr ^ fTYNJA T"R^ 

mRNA 


NM 012260 


Homo ^aniens 2-hvdroxvnhvtanov1-(*ViA Ivncp fVTPCT 9^ mPMA 


NMJ) 12204 


Homo sapiens general transcription factor EEC, polypeptide 4 (90kD) (GTF3C4), 
mRNA 


NM 012086 


Homo sapiens general transcription factor IIIC, polypeptide 3 (102kD) 
(GTF3C3), mRNA 


NM_012155 


Homo sapiens microtubuie-associated protein like echinoderm EMAP (EMAP- 
2), mRNA 


NM 012123 


Homo sapiens CGI-02 protein (CGI-02), mRNA 


NM 012097 


Homo sapiens ADP-ribosylation factor-like 5 (ARL5), mRNA 


NM 005028 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type II, alpha 
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(PIP5K2A),mKNA 


NM 006869 


Homo sapiens centaurin, alpha 1 (CENTA1), mRNA 


NM 007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2), mRNA 


NM 007358 


Homo sapiens putative DNA bindine protein (M96) mRNA 


NM_007344 


Homo sapiens transcription termination factor, RNA polymerase I (TTF1), 
mRNA 


NM 007369 


Homo sapiens G-protein coupled receptor (RE2), mRNA 


NM_005176 


Homo saDiens ATP svntha.se H+ franonnrrina mitnrhnnnVinl Ffl rnn-mlpv 
subunit c (subunit 9), isoform 2 (ATP5G2") mRNA 


NM_007347 


Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), 
mRNA 


NM 002673 


Homo sapiens plexin Bl (PLXNB1), mRNA 


NM_007034 


Homo sapiens DnaJ (Hsp40) homoloe, subfamilv B member 4 (DNATR4i 
mRNA 


NM_004547 


Homo sapiens NADH dehydrogenase (ubiauinone} 1 beta subcortmlex 4 (\ SVT) 
B15) (NDUFB4), mRNA 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREFD mRNA 


NM_007115 


Homo sapiens tumor necrosis factor, alpha-induced protein 6 (TNFAIP6) 
mRNA 


NM 007217 


Homo sapiens programmed cell death 10 (PDCD10), mRNA 


NM 007269 


Homo sapiens syntaxin binding protein 3 (STXBP3), mRNA 


NM_007107 


Homo sapiens signal sequence receptor, gamma ftranslocon-associated nrntein 1 
gamma) (SSR3), mRNA 


NM 007282 


Homo sapiens ring finger protein 13 (RNF13), mRNA 


NM 007265 


Homo sapiens suppressor of S. cerevisiae ecr2 (HSGTH mRNA 


NM_007223 


Homo sapiens putative G protein coupled receptor (GPR), mRNA 


NM_007192 


Homo sapiens chromatin-SDecific transcrmtion elnncratirm fnrtnr i AO vria 
subunit (FACTP140), mRNA 


NM 007263 


Homo sapiens coatomer protein complex, subunit eDsilon (COPF^ mRNA 


NM 007005 


Homo sapiens BCE-1 protein (BCE-1), mRNA 


NM 007019 


Homo sapiens ubiauitin-coniueating enzvme F2P nTRF?^ ml? "NT A 


NM_007064 


Homo sapiens serine/threonine kinase with Dhl- and nipple t-rin "hrvmni r^r™ 
domains (TRAD), mRNA 


NM_007062 


Homo sapiens nuclear phosphoprotein similar to S. cerevisiae PWP1 (PWP1) 
mRNA 


NM 007080 


Homo sapiens Sm protein F (LSM6), mRNA 


NM 007072 


Homo sapiens HERV-H LTR-associating 2 (HHLA2), mRNA 


NM_007077 


Homo sapiens adaptor-related protein complex 4, sigma 1 subunit (AP4S1) j 
mRNA 


NM 006751 


Homo sapiens sperm specific antigen 2 (SSFA2") mRNA 


NM 006748 


Homo sapiens Src-like-adaptor (SLA), mRNA 


NM 006851 


Homo sapiens clioma natho genesis-related nrntein fRTVP1'\ ttVRTJA 


NM 006815 


Homo sapiens coated vesicle membrane nrntein fRNP94 1 mP'MA 


NM_006741 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 A 
(PPP1R1A), mRNA 


NM_006823 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor alpha 
(PKIA), mRNA 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NM_006833 


Homo sapiens COP9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD) 
mRNA 


NM 006838 


Homo sapiens methionvl aminopeptidase 2 (METAP2), mRNA 


NM 006634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMPS) 
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mRNA 


NM 006676 


Homo sapiens ubiquitin specific protease 20 (USP20), mRNA 


NM 006662 


Homo sapiens Snf2-related CBP activator protein (SRCAP), mRNA 


NMJ)06692 


Homo sapiens DNA-binding protein amplifying expression of surfactant protein 
B(SPBPBP),mRNA 


NM 006590 


Homo sapiens SnRNP assembly defective 1 homolog (SAD1), mRNA 


NM 006695 


Homo sapiens RaP2 interacting protein 8 (RPIP8), mRNA 


NM 006663 


Homo sapiens RelA-associated inhibitor (RAI), mRNA 


NM 006570 


Homo sapiens Ras-related GTP-binding protein (RAGA), mRNA 


NM 002721 


Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA 


NM_006627 


Homo sapiens POP4 f processing of precursor S cerevisiael homo1o<r (POP4^ 
mRNA 


NM 006580 


Homo sapiens claudin 16 (CLDN16), mRNA 


NMJ)06648 


Homo sapiens serologically defined colon cancer antigen 43 (SDCCAG43), 
mRNA 


NM 006681 


Homo sapiens neuromedin U (NMU), mRNA 


NM 006554 


Homo sapiens metaxin 2 (MTX2), mRNA 


NMJ)06609 


Homo sapiens mitogen-activated protein kinase kinase kinase 2 (MAP3K2), 
mRNA 


NM 004274 


Homo sapiens A kinase (PRKA) anchor protein 6 (AKAP6), mRNA 


NM_006633 


Homo sapiens IQ motif containing GTPase activating protein 2 (IQGAP2) 
mRNA 


NM 006548 


Homo sapiens IGF-II mRNA-binding protein 2 (IMP-2), mRNA 


NM 006644 


Homo sapiens heat shock 105kD (HSP105B), mRNA 


NM 006543 


Homo sapiens Mahlavu hepatocellular carcinoma (HHCM), mRNA 


NM 006540 


Homo sapiens nuclear receptor coactivator 2 fNCOA2^ mRNA 


NM006578 


Homo sapiens guanine nucleotide bindine protein (G protein^ beta 5 (GNB^ 
mRNA 


NM 006550 


Homo sapiens fibrinogen silencer binding protein (FSBP), mRNA 


NM_006678 


Homo sapiens CMRF35 leukocvte immunofflobulm-like rerentnr (PMRF^M 
mRNA 


NM 006569 


Homo sapiens cell erowth reeulatorv with FF-hanri Hnmain (PfTRl n ml? ma 


NM_006584 


Homo sapiens chaneronin containing TCP1 suhimit fiR forfa 9^ frVTYiW^ 
mRNA 


NM 006538 


Homo sapiens BCL2-like 11 (aooptosis facilitator^ fRCT 2T 1 H mRNA 


NM_006628 


Homo sapiens cyclic AMP phosphoprotein, 19 kD (ARPP-19), mRNA 


NMJ)06370 


Homo Sapiens Vesicle-aSSOCiated soluble NSF attachment nrntem rf»r**ntnr (v- 

SNARE: homoloe of S. cerevisiae VTIH (VTVX) mRNA 


NM_006354 


Homo sapiens transcriptional adaptor 3 (AD A3, yeast homolog)-like (PCAF 
histone acetvlase complex! (TADA3L! mRNA 


NM 006456 


Homo sapiens sialyltransferase (STHM), mRNA 


NMJ)06409 


Homo sapiens actin related protein 2/3 complex, subunit 1 A (41 VTfi (APPn A\ 
mRNA 


NM_006279 


Homo sapiens sialyltransferase 6 (N-acetyllacosaminide alpha 2,3- 
sialyltransferase) (SIAT6), mRNA 


NM_006142 


Homo sapiens stratifm (SFN) ? mRNA 


NM_006455 


Homo sapiens nucleolar autoantigen (55kD) similar to rat synaptonemal complex 
protein (SC65), mRNA 


NM 006414 


Homo sapiens ribonuclease P (38kD) (RPP38), mRNA 


NM 006413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA ! 


NM 006423 


Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA 


NM 006239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2), 
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mRNA 


NMJ)06230 


Homo sapiens polymerase (DNA directed), delta 2 reeulatorv subunit faOkD) 
(POLD2), mRNA 


NM_006156 


Homo sapiens neural precursor cell expressed, develoomentallv down-reeulated 
8 (NEDD8), mRNA 


NM 006369 


Homo sapiens MUF1 protein (MUF1), mRNA 


NM006441 


Homo sapiens 5,10-methenyltetrahydrofolate synthetase (5- 
formyltetrahydrofolate cyclo-ligase) (MTHFS), mRNA 


NM_006309 


Homo sapiens leucine rich repeat (in FLIT) interacting protein 2 (LRRFTP2), 
mRNA 


NM 006330 


Homo sapiens lysophospholipase I (LYPLA1), mRNA 


NM 006344 


Homo sapiens macrophage lectin 2 (calcium dependent) (HML2) mRNA 


NM 006395 


Homo sapiens ubiquitin activating enzyme El -like protein (GSA7), mRNA 


NM 006322 


Homo sapiens spindle pole body protein (GCP3), mRNA 


NMJ)06141 


Homo sapiens dynein, cytoplasmic, light intermediate polypeptide 2 (DNCLI2), 
mRNA 


NM_006416 


Homo sapiens solute carrier family 35 (CMP-sialic acid transporter), member 1 
(SLC35Al),mRNA 


NM 006349 


Homo sapiens putative cyclin Gl interacting protein (CG1I), mRNA 


NM 006429 


Homo sapiens chaperonin containing TCP1, subunit 7 (eta) (CCT7) mRNA 


NM 006430 


Homo sapiens chaperonin containing TCP1, subunit 4 (delta) (CCT4), mRNA 


NM 006431 


Homo sapiens chaperonin containing TCP1, subunit 2 (beta) (CCT2) mRNA 


NMJ)02810 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 4 
(PSMD4), mRNA 


NM__006002 


Homo sapiens ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) 
(UCHL3), mRNA 


NM_006068 


Homo sapiens toll-like receptor 6 (TLR6), mRNA 


NM 006100 


Homo sapiens alpha2,3-sialyltransferase (ST3GALVI), mRNA 


NM 006061 


Homo sapiens specific granule protein (28 kDal (SGP28) mRNA 


NM 006063 


Homo sapiens sarcomeric muscle protein (SARCOSIN), mRNA 1 


NMJ)06076 


Homo sapiens Rev/Rex activation domain binding protein-related (RAB-R) 
mRNA 


NM 006034 


Homo sapiens p53-induced protein (PIG1 1), mRNA 


NM_006039 


Homo sapiens endocvtic receptor (macroDhaee mannose recentnr familvi 
(KIAA0709), mRNA 


NM_006018 


Homo sapiens putative chemokine receotor: GTP-bindinff orotein fflM7^ 
mRNA 


NM_006101 


Homo sapiens highly expressed in cancer, rich in leucine heotad reoeats fHEO 
mRNA 


NM_006098 


Homo sapiens guanine nucleotide binding protein (G protein) beta polypeptide 
2-like 1 (GNB2L1), mRNA 


NM 005895 


Homo sapiens golgi autoantigen, golgin subfamily a, 3 (GOLGA3), mRNA 


NM 006023 


Homo sapiens D123 gene product (D123), mRNA 1 


NM 006090 


Homo sapiens choline/ethanolaminephosphotransferase (CEPT1), mRNA 


NM 005822 


Homo sapiens Down syndrome critical region gene 1-like 1 (DSCR1L1), mRNA 


NM 005827 


Homo sapiens UDP-galactose transporter related (UGTREL1), mRNA 


NM 005725 


Homo sapiens tetraspan 2 (TSPAN-2), mRNA 


NM 005879 


Homo sapiens TRAF interacting protein (TRIP), mRNA 


NM_005816 


Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 


NMJ)05843 


Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAM 
motif) 2 (STAM2), mRNA 


NM 005636 


Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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NMJ)05775 


Homo sapiens vinexin beta (SH3 -containing adaptor molecule-1) (SCAM-1) 
mRNA 


NM 005785 


Homo sapiens hypothetical SBBI03 protein (SBB103), mRNA 


NM 005862 


Homo sapiens stromal antigen 1 (STAG1), mRNA 


NM 005619 


Homo sapiens reticulon 2 (RTN2), mRNA 


NM 005615 


Homo sapiens ribonuclease, RNase A family, k6 (RNASE6), mRNA 


NM 005771 


Homo sapiens retinol dehydrogenase homolog (RDHL), mRNA 


NM 005833 


Homo sapiens Rab9 effector p40 (RAB9P40), mRNA 


NM 005687 


Homo sapiens phenvlalanvl-tRNA synthetase beta-subunit fPheFTR^ mRNA 


NM_005605 


Homo sapiens protein phosphatase 3 (formerly 2B) catalytic suhunif pamma 
isoform (calcineurin A gamma) (PPP3CC), mRNA 


NM 005796 


Homo sapiens nuclear transport factor 2 (placental protein 15) (PP15), mRNA 


NM 005742 


Homo sapiens protein disulfide isomerase-related protein (P5), mRNA 


NM 005824 


Homo sapiens 37 kDa leucine-rich reneat (LRR^ protein fP37NTTi mRNA 


NMJ)05861 


Homo sapiens STIP1 homology and U-Box containing protein 1 (STUB1), 
mRNA 


NM 005601 


Homo sapiens natural killer cell group 7 sequence (NKG7), mRNA 


NM 005831 


Homo sapiens nuclear domain 10 protein (NDP52), mRNA 


NM 005511 


Homo sapiens me lan- A (MLANA), mRNA 


NM 005575 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 


NMJ)05794 


Homo saoiens short-chain alcnhol dehvrlrnapnjicp fnrmK/ m^mVtm- rtr^T>ii\ 
mRNA 


NM_005769 


Homo sapiens carbohydrate (N-acetvlfflucosarrririe 6-0^ <jnlfotrfln«iff»r5»<:p A 
(CHST4), mRNA 


NM_005828 


Homo sapiens WD-reneat urotein (HANI 11 mRNA 


NM 005804 


Homo sapiens nuclear RNA helicase, DECD variant of DEAD box family 
(DDXL), mRNA 


NM_005505 


Homo sapiens CD36 antigen (collagen tvne Trefipntrvr tfimmKncnrmriin 
receptor)-like 1 (CD36L1), mRNA 


NM 005760 


Homo sapiens CCAAT-box-bindine trammntinn fartnr fPRF9^ mRNA 


NM 005795 


Homo sapiens calcitonin recentor-like (CAT CRT 1 mRNA 


NMJ)05720 


Homo saoiens actin related nrntein 7ft pmrmlpv cufinm't irmi vty\ /'apdpi^ 
mRNA 


NM_005876 


Homo Saoiens nuclear nrntein marVpr fnr Hi fTprpnti nt/»r? QrtT+in cmn/>tVi tvmnola 
J.J.W1HV/ oo^iviw nuv/i^ai piutt/iii, iiiaijvci 1UI uliiClCIlUdLCQ aUiLlC SmOOUl mUSCie 

and down-reeulated with vascular iniurv ( APFfil ^ mRNA 


NM 001540 


Homo sapiens heat shock 27kD nrotein 1 (FrSP"R1^ mRNA 


NMJJ05481 


Homo sapiens thvroid hormone recentnr-a^snrviated nrntein Q^-VT) onKimi* 
(TRAP95),niRNA 


NM_005449 


Homo sapiens regulator of Fas-induced apoptosis (TOSO), mRNA 


NMJ)05480 


Homo sapiens trophinin associated protein (tastin) (TROAP), mRNA 


NMJ)05419 


Homo sapiens si&nal transducer and activator nf fran^erintinn 9 11 ^Vn 
(STAT2), mRNA 


NM 005500 


Homo sapiens SUMO-1 activatinff enzvme suhunit 1 fSAFn mRNA i 


NM 005400 


Homo sapiens protein kinase C, epsilon (PRKCE), mRNA 


NM_005391 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA 


NM_005494 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 
mRNA ^ i 


NMJ)05466 


Homo sapiens RNA polymerase II transcriptional regulation mediator (Med6, S. ' 
cerevisiae, homolog of) (MED6), mRNA 


NM 005310 


Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 


NM 005497 


Homo sapiens gap junction protein, alpha 7, 45kD (connexin 45) (GJA7), mRNA 


NM 005175 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
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subunit c (subunit 9), isoform 1 (ATP5G1), mRNA 


NM 003418 


Homo sapiens zinc finger protein 9 (a cellular retroviral nucleic acid binding 
protein) (ZNF9), mRNA 


NM 005151 


Homo sapiens ubiquitin specific protease 14 (tRNA-guanine transglycosylase) 
(USP14),mRNA 


NM_005119 


Homo sapiens thyroid hormone receptor-associated protein, 150 WDa subunit 
(TRAP 150), mRNA 


NMJ)05071 


Homo sapiens solute earner family 1 (high affinity aspartate/glutamate 
transporter), member 6 (SLC1A6), mRNA 


NMJ)05047 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 5 
(PSMD5), mRNA 


NM 005134 


Homo sapiens protein phosphatase 4, regulatory subunit 1 (PPP4R1), mRNA 


NM_005033 


Homo sapiens polymyositis/scleroderma autoantigen 1 (75kD) (PMSCL1), 
mRNA 


NM 005025 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), 
member 1 (SERPINI1), mRNA 


NM 005023 


Homo sapiens protein geranylgeranyltransferase type I, beta subunit (PGGT1B) 
mRNA 


NMJ)05020 


Homo sapiens phosphodiesterase 1C, calmodulin-dependent (70kD) (PDE1C) 
mRNA 


NMJM5017 


Homo sapiens phosphate cytidylyltransferase 1, choline, alpha isoform 
(PCYT1 A), mRNA 


NM 005131 


Homo sapiens nuclear matrix protein p84 (P84), mRNA 


NM 005101 


Homo sapiens mterferon-stimulated protein, 15 kDa (ISG15), mRNA 


NM 005122 


Homo sapiens nuclear receptor subfamily 1, group I, member 3 (NR1D), mRNA 


NM 004666 


Homo sapiens vanin 1 (VNN1), mRNA 


NM_004247 


Homo sapiens U5 snRNP-specific protein, 1 16 kD (U5-1 16KD), mRNA 


NM 004704 


Homo sapiens U3 snoRNP-associated 55-kDa protein (U3-55K), mRNA 


NM 004786 


Homo sapiens thioredoxin-like, 32kD (TXNL), mRNA 


NM 004257 


Homo sapiens TGF beta receptor associated protein -1 (TRAP-1) mRNA 


NM 004620 


Homo sapiens TNF receptor-associated factor 6 (TRAF6), mRNA 


NM 004604 


Homo sapiens syntaxm 4A (placental) (STX4A), mRNA 


NMJ)04785 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
regulatory factor 2 (SLC9A3R2), mRNA 


NM_004252 


Homo sapiens solute earner family 9 (sodium/hydrogen exchanger) isoform 3 
regulatory factor 1 (SLC9A3R1), mRNA 


NMJ)04694 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters) 
member 6 (SLC16A6), mRNA 


NM_004696 


Homo sapiens solute earner family 16 (monocarboxylic acid transporters) 
member 4 (SLC16A4), mRNA 


NMJJ04263 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4F (SEMA4F) 
mRNA 


NM_004868 


Homo sapiens glycoprotein, synaptic 2 (GPSN2), mRNA 


IMM_UU4o44 


Homo sapiens SH3-domain binding protein 5 (BTK-associated) (SH3BP5), 
mRNA 


NM.004703 


Homo sapiens rabaptin-5 (RAB5EP), mRNA 


NM_004249 


Homo sapiens RAB28, member RAS oncogene family (RAB28), mRNA 


NM 004218 


Homo sapiens RAB1 IB, member RAS oncogene family (RAB1 IB), mRNA 


NM 004676 


Homo sapiens PTPN1 3-like, Y-linked (PRY), mRNA 


NM 004726 


Homo sapiens RALBP1 associated Eps domain containing 2 (REPS2), mRNA 


NM 004881 


Homo sapiens quinone oxidoreductase homolog (PIG3), mRNA 



317 



f 



WO 03/074654 PCT/US03/05028 



rSM UU40/1 


xiomo Sapiens xTOiein inniuiior oi acuvaiea jiai a iAo>A.-i3rii a/, ituvin/v 




riomo Sapiens peroxisomal oiogenesis iacior i*t ^jqaihj, uunjna 


NM_004845 


Homo sapiens phosphate cytidylyltransferase 1, choline, beta isoform 


NM_004563 


Homo sapiens phosphoenolpyruvate carboxykinase 2 (mitochondrial) (PCK2), 

mPXJA 

I31KINA 


NM_004800 


Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2), mRNA 


MM_UU4DjO 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B -cells 
inhibitor, epsilon (NFKBIE), mRNA 


JNJVL UU4o4/ 


Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mRNA 


NM_004546 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (8kD, 
ALrtjVjj (JNJJUrrSz), mjKJNA 


MM_UU4j4D 


Homo sapiens jnajl/h. aenyorogenase {uoiquinonej i oeia suocompiex, i ^/kli, 

A/fXTT T \ /XTT^T TT7Q 1 \ *WDXT A 


XTN/T AA/l^/f) 

JNIVL_UU4D4Z 


riomo sapiens jnajjii aenyorogenase ^UDiquinonej i aipna suocompiex, j [yjuj. 


IN IY1__UU4D44 


riomo sapiens inal/ii uenyurogenase luoiquinonej i aipna suocompiex, lkj 

fAOVTW fKTnTTFA 1 (W mPMA 

\HZ.KJLJ) \l\LJ\jri\l\J), HUUNA 




xiomo sapiens iN-ueaceiyiasc/iN-buiioiraiibiera*>e ^nepaiaii giuooaanunyi^ o 


NM 004901 


Homo sapiens lysosomal apyrase-like 1 (LYSAL1), mRNA 




T-Trvmn canipnc Vitipciti ■fomilv mpmKpr ^ R nSTTFT'^T^^ tyi'RXT A 
XlAJIIlU oaJJiCIlo KJJ.lCo.Ul xtHLUiy illCILLUCI JJJ ^XV1_T JLjJ, IILlviixA. 






NM 004838 


Homo sapiens Homer, neuronal immediate early gene, 3 (HOMER-3), mRNA 


xjN/f aa/oc^. 
1N1YL \)\) t *oJ £ * 


riomo sapiens niNiv-i suiiouansicrabc ^riiNiv-io i ^, iiixviN-rv 


NM 004488 


Homo sapiens glycoprotein V (platelet) (GP5), mRNA 


JNJVL UU4453 


Homo sapiens guanine nucleotide binding protein 4 (GNG4), mRNA 


NM 004122 


Homo sapiens growth hormone secretagogue receptor (GHSR), mRNA 


JNM_UU44/y 


Homo sapiens fucosyltransferase 7 (alpha (1,3) fucosyltransf erase) (FUT7), 

rvVRXTA 


NM 004438 


Homo sapiens EphA4 (EPHA4), mRNA 


XTAyT AA/1AO/1 


Homo sapiens eukaryotic translation initiation factor 2, subunit 1 (alpha, 35kD ) 
(EIF2Sl),mRNA 


XTTVVf AA/1/CQ1 

JNM_UU4oo 1 


Homo sapiens eukaryotic translation initiation factor 1 A, Y chromosome 
(EIF1AY), mRNA 


NM_004226 


Homo sapiens serine/threonine kinase 17b (apoptosis-inducing) (STK17B), 

mKJNA 


JNM UU4/yz 


Homo sapiens peptidyl-prolyl isomer ase G (cyclophilin G) (PPIG), mRNA 


NM 004831 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 7 


NM_0042o9 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 8 
(34kD)(CRSP8),mRNA 


NM_004270 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 9 


NM 004232 


Homo sapiens STAT induced STAT inhibitor-4 (CIS4), mRNA 


NM 004882 


Homo sapiens CBF1 interacting corepressor (OR), mRNA 


NM_004198 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 6 (CHRNA6), 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2), mRNA 


NM 004351 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3a receptor 1 (C3AR1), mRNA 
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NM_004899 


Homo sapiens brain and reproductive organ-expressed (TNFRSF1 A modulator) 
fBRE^ mRNA 


NM_004889 


Homo sapiens ATP synthase, Hf transporting, mitochondrial F0 complex, 
snhurntf isoform 2 fATP5T2 , l mRNA 

aiXUUXXll X, LO\JX\JllU X X JJA J, illXVl> ii. 


NM 004R90 


HYvmn <;?*TYipnc cnprm stccnpiatpH atiKorpn 7 A^PAf"ir7^ ttiT?NA 
xxuxiiu ortpivxxa opvxiix oooUvlalcu aliuLgCil / \Ox AU / J 9 iixxyxn.tv 


NM 004908 


Homo sapiens pre-T/NK cell associated protein (6H9A), mRNA 


NM 001406 


xiuiiiu oiipiciio lyiuoiiic j "UiuuuuAy gciidow u yp wjpiiaii j-inunuuxygcndbc 

flptivntinn nrntpfn "Tpta TvVlvnpnfiHp fV\A7TT A 7^ mUWA 
ai>uvauuii |Ji wtt/iii, LCia pmypcpiiuc ^ x vv xxJ^Lj), ixxixl^/i. 


NM 003574 


Wnmo ^anipn^ VAM"P fvpQifilp-flSQftpiatpH mpmHrflnf* ■nrntpi"n^-n<5QnpifltpH ftrntpin 

AC33kD > ) CVAPA) mRNA 


NM_001073 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Bl 1 (UGT2B1 1), 
mRNA 


NM 003300 


Homo ^aniptis TNF rpcPTytrvr-a^nHatpH fartnr 3 rTR AT*3^ nVRNA 


NM 003297 


TTnmn saniPTK micleaT T*pp.pntfvr QiiHfarrvilv 2 ornirn f mpmhpr 1 rMT?9r* , 1^ 
xxuxxiu aajjit/iio xiuvxt/ax i\>\swu/iux ouuxaiixiiy giuuLJ v-^j xix^ixii/&x x \^i> ivx-\_y 1 

mRNA 


NM 003212 


Homo saoiens teratocarcinoma-derived ornwth factor 1 rTDCrFI^ mRNA 


NM 003763 


Homo sapiens syntaxin 16 (STX16), mRNA 


NM 003955 


Homo ^aniens STAT inducpd STAT lnlrim'mr 3 (SST-3^ mRNA 
xx\jiii\j oa^rivxxo jiax uiuutcu jxai xiuixuiiui. J ^oqi'j i i iXvi > i\. 


NM_003693 


Homo sapiens acetyl LDL receptor; SREOscavenger receptor expressed by 
endothelial cells CSREO mRNA 

k/llUU Ulw-llCil V/bUd \\JJ\~Xu\sJf lli-lVi i A 


NM 003563 


Homo sapiens speckle-type POZ protein (SPOP), mRNA 


NM 003578 


T-Trvmn cnm'pnc ctprnl O-si pa/I tr an cfprncp 9 f^fiATO^ mPMA 
xxuxxxu oajJXCilo oluui W'aujiUaxxoXvlaav Z. ^OvaIaJ, XiUVii/\ 


NM 003099 


J-Trvmn cprupnc crvrtincr nPYin 1 ^^M"5f1^ mPMA 
xxuixwj aapiwxo oUJLlliig llVsAXll X ^OX^iyvX Jj XIlXvl>/\ 


NM_003095 


Homo sapiens small nuclear ribonucleoprotein polypeptide F (SNRPF), mRNA 


NM 003091 


xxuxixu bapjivxxd oixidii iiuLicdr riuunut/icoproiciii poiypepuacs d ana. di ^oiNJvro), 
mRNA 


NM 003086 


TTotTirt CQT^lPn c email Tiiif*1paT T? M A o/^fiirotTriiY r»r\-mr>l^v t^r*1xm**-«+i/4o 4 1 QOlrT^ 
nuiilu odplvXlo olllall IlUwCdX JVlNrV aUUVallllg LOmpicX., pOiypcptlQe *r, 

(SNAPC4), mRNA 


NM 003084 
x>xvx_i/\/j\/o*t 


xxUlllU bapidxo MIxail IlULlCaT xxiN/\ aCUValllxg UOmpiCA, pOiypcpilQe J, jVjKxJ 

rSNAPC3^ mRNA 

^OX^IivL XXXXVtl^l. 


NM 003825 

X iXVX \J\JmJ \j£**J 


TTrvmn <;flrii'pnQ Qvnantncnmal-neQnriQtPfl ■nrntpin 931fPJ fQ\TAP9^ mRXTA 
xxuiixu oapit-iio oyiiapLUouiiiai-aooUUla-tCii piuiciil, £JrtAJ yOLyr\JT lllS\±\r\. 


NM_003983 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 

w<:tPTni mpmhpr (\ TST P7 Afi'i mRMA 


NM_003916 


Homo sapiens adaptor-related protein complex 1, sigma 2 subunit (AP1S2), 

mPKTA 
llUSJ.yr\ 


NM 003896 


xiuiiiu bapicxio aiaiyiuaiibicrabc 7 ^L/ivjur"iNcuAc,iociosyiccxaimuc aipna-z,j- 
sialyltransferase; GM3 synthase) (SIAT9), mRNA 


NM 003769 


TTnmfi ^anipn<5 ortlininff fartnr arcrlni-np/cprinp-ripH 0 f^JTTOSQ^ rnT? AT A 


NM 003016 


nomo sapiens spiicuig iacior, argmme/senne-ncn z ^orxvozj, mxvCNA 


NM 003161 


xiuiiiu bdpiciia iiuuouiikti proicm o\) junase, /ukju, poiypeptiae i ^ivroOJ\J5i ) 9 
m"RMA 


NM_003708 


Homo sapiens microsomal NAD+-dependent retinol dehydrogenase 4 (RODH- 

A\ mPNA 

*T^, IIlXVLN/v. 


NM 002933 


Homo sapiens ribonuclease, RNase A family, 1 (pancreatic) (RNASE1), mRNA 


NM 002919 


Homo sapiens regulatory factor X, 3 (influences HLA class 11 expression) 
(RFX3), mRNA 


NM 002865 


Homo sapiens RAB2, member RAS oncogene family (RAB2), mRNA 


NM 002849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR), mRNA 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 


NM_002812 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 
(PSMD8), mRNA 


NM_002808 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 
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(PSMD2), mRNA 


NMJ)02816 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 
(PSMD12), mRNA 


NM_002814 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 10 
(PSMD10), mRNA 


NM_002789 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type 4 
(PSMA4), mRNA 


NMJ)02787 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 
(PSMA2), mRNA 


NM_000951 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 2 
(PRRG2), mRNA 


NM_000950 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 1 
(PRRGl),mRNA 


NM 002750 


Homo sapiens mitogen-activated protein kinase 8 (MAPK8), mRNA 


NM 003981 


Homo sapiens protein regulator of cytokinesis 1 (PRO), mRNA 


NM 002717 


Homo sapiens protein phosphatase 2 (formerly 2A) reeulatorv subunit B (PR 
52), alpha isoform (PPP2R2A), mRNA 


NM_002707 


Homo sapiens protein phosphatase 1G (formerly 2Q. maenesium-deDendent 
gamma isoform (PPM1G), mRNA 


NM_003620 


Homo sapiens protein phosphatase ID magnesium-dependent, delta isoform 
(PPM ID), mRNA 


NMJ)03625 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (liprin), alpha 2 (PPFIA2), mRNA 


NM 002698 


Homo sapiens POU domain, class 2, transcription factor 2 (POU2F2), mRNA 


NM_002687 


Homo sapiens pinin, desmosome associated protein (PNN), mRNA 


NM 003662 


Homo sapiens Pirin (PIR), mRNA 


NM 002647 


Homo sapiens phosphoinositide-3 -kinase, class 3 (PIK3C3), mRNA 


NM 000286 


Homo sapiens peroxisomal biogenesis factor 12 (PEX12), mRNA 


NM 002861 


Homo sapiens phosphate cytidylyltransferase 2, ethanolamine (PCYT2), mRNA 


NM 002567 


Homo sapiens prostatic binding protein (PBP), mRNA 


NMJ)03899 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 7 (ARHGEF7) 
mRNA 


NM 002563 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 (P2RY1), mRNA 


NM 000913 


Homo sapiens opiate receptor-like 1 (OPRL1), mRNA 


NMJ)02493 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6 (17kD, 
B17) (NDUFB6), mRNA 


NMJ)02492 


Homo sapiens NADH dehvdroeenase fubiauinone^ 1 beta ^iihrnmnW s (\ fiwri 
SGDH) (NDUFB5), mRNA 


NMJ)02489 


Homo sapiens NADH dehydrogenase fubiauinone'i 1 alDha subcomnlex 4 TQlrD 
MLRQ) (NDUFA4), mRNA 


NM_003684 


Homo sapiens MAP kinase-interactine serine/threonine kinase 1 fMmsJK"n 
mRNA 


NMJW3784 


Homo sapiens serine (or cysteine^ Droteinase inhibitor clade B fovalhiinrinl 
member 7 (SERPINB7), mRNA 


NM 002333 


Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3), mRNA 


NM_002285 


Homo sapiens lymphoid nuclear protein related to AF4 (LAF4), mRNA i 


NM 002213 


Homo sapiens integrin, beta 5 (TTGB5), mRNA 


NM 003971 


Homo sapiens sperm associated antigen 9 (SPAG9), mRNA 


NM 002157 


Homo sapiens heat shock 10kD protein 1 (chaperonin 10) (HSPE1), mRNA 


NM_001521 


Homo sapiens general transcription factor EIC, polypeptide 2 (beta subunit, 
110kD)(GTF3C2),mRNA 


NM 001516 


Homo sapiens general transcription factor EH, polypeptide 3 (34kD subunit) 
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(GTF2H3), mRNA 


NM 003910 


Homo sapiens maternal G10 transcript (G10), mRNA 


NM 001969 


Homo saDiens eukarvotic translation initiation factor 5 (EIF5^ mRNA 


NM 003751 


Homo saoierK eukarvotic translation initiation factor 3 suhimit 9 feta llnTcD^ 
(EIF3S9), mRNA 


NM 003755 


Homo sapiens eukaryotic translation initiation factor 3, subunit 4 (delta, 44kD) 
(EIF3S4), mRNA 


NM_003756 


Homo sapiens eukaryotic translation initiation factor 3, subunit 3 (gamma, 40kD) 
(EQF3S3), mRNA 


NM_001414 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 1 (alpha, 26kD) 
(EIF2B1), mRNA 


NM 001412 


Homo sapiens eukaryotic translation initiation factor 1A (EIF1A), mRNA 


NM 003566 


Homo sapiens early endosome antigen 1, 162kD (EEA1), mRNA 


NM 001957 


Homo sapiens endothelin receptor type A (EDNRA), mRNA 


NM 001936 


Homo sapiens dipeptidylpeptidase VI (DPP6), mRNA 


NM 003648 


Homo sapiens diacylglycerol kinase, delta (130kD) (DGKD), mRNA 


NM 001921 


Homo sapiens dCMP deaminase (DCTD), mRNA 


NM 003590 


Homo sapiens cullin 3 (CUL3), mRNA 


NM 003592 


Homo sapiens cullin 1 (CUL1), mRNA 


NM 001207 

X ^JtTjL \J\J X X*\f f 


Homo saniens basic transcrintion factor 3 fBTF3^ mRNA 


NM 001191 


Homo saniens BCI 2-like 1 CRC\ 21 tt mRNA 


NM_001689 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit c (subunit 9^ isoform 3 (ATP5G3 , l mRNA 


NM 001688 


Homo saDiens ATP svnthase H+ transnortine mitochondrial FO comnlex 
subunit b, isoform 1 (ATP5F1), mRNA 


NM_003664 


Homo sapiens adaptor-related protein complex 3, beta 1 subunit (AP3B1), 
mRNA 


NM_058168 


Homo sapiens gene differentially expressed in prostate (GDEP), mRNA 


NM 058222 


Homo sapiens tectorin beta (TECTB), mRNA 


NMJ)58192 


Homo sapiens ribosomal large subunit pseudouridine synthase C like (RLUCL), 
mRNA 


NM_058190 


Homo sapiens chromosome 21 open reading frame 70 (C21orf70), mRNA 


NM 058189 


Homo sapiens chromosome 21 open reading frame 69 (C21orf69), mRNA 


NM 058186 


Homo sapiens chromosome 21 open reading frame 1 1 (C21orfll), mRNA 


NM 058184 


Homo sapiens chromosome 21 open reading frame 42 (C21orf42), mRNA 


NM 058182 


Homo sapiens chromosome 21 open reading frame 51 (C21orf51), mRNA 


NM 058180 


Homo sapiens chromosome 21 open reading frame 58 (C21orf58), mRNA 


NM 058173 


Homo sapiens small breast epithelial mucin (LOCI 18430), mRNA 


NM 058172 


Homo sapiens capillary morphogenesis protein 2 (CMG2), mRNA 


NM 017884 


Homo sapiens PIN2-interacting protein 1 (PINX1), mRNA 


NM 054021 


Homo sapiens G protein-coupled receptor 101 (GPR101), mRNA 


NM 053280 


Homo sapiens h-Shippo 1 (LOCI 13746), mRNA 


NM 003449 


Homo sapiens tripartite motif-containing 26 (TRIM26), mRNA 


NM 052939 


Homo sapiens Fc receptor-like protein 3 (FCRH3), mRNA 


NM 052938 


Homo sapiens Fc receptor-like protein 1 (FCRH1), mRNA 


NM 052872 


Homo sapiens interleukin 17F (IL17F), mRNA 


NM 024011 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 1, mRNA 


NMJ)33621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10, 
mRNA 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 
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NM 033532 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 6, mRNA 


NM 033531 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 5, mRNA 


NM 033529 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 4, mRNA 


NM 033528 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 3, mRNA 


NM 033527 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 2, mRNA 


NM 006629 


Homo sapiens zinc finger protein 271 (ZNF271), mRNA 


NM 015294 


Homo sapiens tripartite motif-containing 37 (TRJM37), mRNA 


NM 033132 


Homo sapiens zinc family member 5 protein (ZIC5), mRNA 


NM 033108 


Homo sapiens heat shock transcription factor 2-like (LOC86614), mRNA 


NMJ)33106 


Homo sapiens galanin-like peptide precursor (LOC85569), mRNA 


NM 033105 


Homo sapiens beta cysteine string protein (LOC85479), mRNA 


NM_033104 


Homo sapiens stonin 2 (LOC85439), mRNA 


NM 033102 


Homo sapiens prostein protein (LOC85414), mRNA 


NMJ)03823 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68E, mRNA j 


NM 006470 


Homo sapiens tripartite motif-containing 16 (TRIM 16), mRNA 


NM 032606 


Homo sapiens calcyphosine (LOC84698), mRNA 


NM 032595 


Homo sapiens neurabin II (LOC84687), mRNA 


NM 032584 


Homo sapiens zinc finger protein 347 (ZNF347), mRNA 


NMJ02576 


Homo sapiens lipopolysaccaride-specific response 5-like protein (LOC84663), 
mRNA 


NMJ)32518 


Homo sapiens collagen-like Alzheimer amyloid plaque component precursor 
(LOC84570), mRNA 


NM 032509 


Homo sapiens RNA binding protein (LOC84549), mRNA 


NM 032484 


Homo sapiens hypothetical protein (LOC84514), mRNA 


NM 032389 


Homo sapiens zinc finger protein 289, ID1 regulated (ZNF289), mRNA 


NM 031918 


Homo sapiens Kruppel-like factor 16 (KLF16), mRNA 


NM 031463 


Homo sapiens steroid dehydrogenase-like (LOC83693), mRNA 


NM 031461 


Homo sapiens CocoaCrisp (LOC83690), mRNA 


NM_031417 


Homo saniens MAP/microtubule af fini tv-re eul atin p kinase like 1 fMARKT 1 1 
mRNA 


NM 030791 


Homo sapiens sphingosine-1 -phosphatase (LOC81537), mRNA 


NMJ)24670 


Homo sapiens suppressor of variegation 3-9 (Drosophila) homolog 2; 
hypothetical protein FU23414 (SUV39H2), mRNA 


NM 003414 


Homo saniens zinc fmeer nrotein ?67 f7NT« , 9fi7 , \ trnnscrinf variant 4QR79^ 

mRNA 


NM_023945 


Homo saniens membrane-snanninc* 4-dnmains siihfamilv A mpmher S 
(MS4A5), mRNA 


NM_023014 


Homo saniens hvnothetical nrotein similar to nreferentiallv exnressed antiaen of 
melanoma (LOC65122), mRNA 


NMJ)23013 


Homo saniens hvoothetical nrotein similar to nreferentiallv exnressed antigen of 
melanoma (LOC65121), mRNA 


NM 022357 


Homo saniens nutative metallonentidase ffamilv Ml 9^ (LOC64180^ mRNA 

JkXVFlllV/ 0(l|^lXsllk3 puiudirw uivu4uuyv|jviunuw ^XC* 11111 Jf ATI X s J ^l/v\yU~ ^ v V/) llllvllit. 


NM 022355 


Homo sapiens putative dipeptidase (LOC64174), mRNA 


NM 022353 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172), mRNA 


NM 022345 


Homo sapiens uterine-derived 14 kDa protein (LOC64150), mRNA 


NM 022343 


Homo sapiens 17kD fetal brain protein (LOC64148), mRNA \ 


NM_022340 


Homo sapiens FYVE-finger-containing Rab5 effector protein rabenosyn-5 
(LOC64145), mRNA 


NMJ)21932 


Homo sapiens hypothetical protein from EUROIMAGE 1 987 1 70 (LOC60626), 
mRNA 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 35 (DDX35), 
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mRNA 


NM 021632 


Homo saoiens zinc-fin eer nrotein 713RK 1 f ZRRK 1 ^ mRNA 


NM 021630 


Homo saoiens PDZ-LIM nrotein mvstioue (LOC59346^ mRNA 


NM 019591 


Homo saoiens zinc firmer nrotein 26 ffCOX 20^ fZNF26^ mRNA 


NM 018675 


Homo saoiens zinc fineer nrotein 302 (ZNF302^ mRNA 

aawuiu L/upiV4iki uliv JlXXXgVX piulvlil +J\J£* il, "11 +J\JJt*J) XXXJAJL^^V 


NM 021226 


Homo saoiens hvoothetical nrotein from clones 23S49 and 73769 fT OP^RSOd^ 

mRNA 


NM 021211 


Homo saoiens transooson-derivef? Riitferl tran<n"»r»QflSP-1ilrp nrntein fT 0(^Sfi4R^ 

mRNA 


NM 021186 


Homo saoiens zona oellucida elvcoorotein 4 fZP4^ mRNA 


NM 020903 


Homo saoiens ubiauitin-soecific orocessincr orotease fLOC57663^ mRNA 


NM 020666 


Homo sapiens CDC-like kinase 4 (CLK4), mRNA 


NM 020421 


Homo sapiens hypothetical protein (LOC57143), mRNA 


NM 020140 


Homo sapiens putative 47 kDa protein (LOC56899), mRNA 


NMO 16305 


Homo sapiens synovial sarcoma translocation gene on chromosome 18-like 2 
(SSI 8L2), mRNA 


NM 016417 


Homo saoiens clone FLB4739 flLOCS^lSI mRNA 


NM 020467 


Homo saoiens hvoothetical nrotein from clone 643 fl\OPS722Jfl mRNA 


NM 020389 


Homo saoiens outative caoacitative calcium channel ftrn7^ mRNA 


NM 020385 


Homo saoiens XPMC2 nrotein fiLOC57109 , > mRNA 


NM 020381 


Homo saoiens candidate tumor sunnressor nrotein fT OPS7107^ mRNA 

xxvxxxw r \/cixxv*xm*h\* luxxxvsx okiLJLJX WoQUl ^JXv/LwlXl 1 l.\J/Jj IIUVLN<rV 


NM 020372 


Homo saoiens organic cation transoorter fLOP57100^ mRNA 


NM 020158 


Homo saoiens exosome comoonent Rro46 fRRP46^ mRNA 


NM_020147 


Homo sapiens hypothetical protein from EUROMAGE 5 1 1235 (LOC56906), 
mRNA ! 


NM 020154 


Homo saoiens chromosome 11 hvoothetical nrotein ORF3 (T OPSfiRSH mRNA 

uu uupivito VlUvlilUOV/Uiw A X XXJr LJVS ULXVIXXSCXX LJXV/IVXXX V^/XN-L -J \J*j\J\^J\JQJ X 1 1 1 IX 1 >j /-\ 


NM 019613 


Homo saoiens hvoothetical nrotein 628 ff OPS 62701 mRNA 


NM 019059 


Homo saoiens 6 2 kd nrotein (T OP54543^ mRNA 


NM 019037 


Homo saoiens exosome comoonent Rrn41 (¥\ T20S91^ mRNA 


NM 018579 


Homo saoiens mitochondrial solute carrier (A OP^1 31 7\ mRNA 


NM 018485 


Homo saoiens G orotein-couoled recentor C5T 2 C\ OCSS868^ mRNA 


NM_018479 


Homo saoiens uncharacterized hvnothalamus nrotein HPD ASF rr OP^S869^ 

xxviuv aupiwiio uxxv/xxlu avivtitAfU xijr iy wLxicxxcixxxuo ^/xuiwxii iXvyxyriL^li ^Jj\/ J J O J j 

mRNA 


NM 018447 


Homo sapiens 30 kDa protein (LOC55831), mRNA 


NM 018443 


Homo sapiens zinc finger protein 302 (ZNF302), mRNA 


NM 018430 


Homo saoiens hvoothetical nrotein (X OP^SRI mRNA 


NM 018402 


Homo saoiens interleukin 26 iTL26^ mRNA 

A -A.vyAj. iu gupiviio XXI vVX XVUXVXXX 1 XJL/4^V7 f ^ " I 1 r» 


NM 017692 


Homo saoiens aorataxin fAPTX^ mRNA 


NM 018171 


Homo sapiens hypothetical protein FLJ10659 (FLJ10659), mRNA 


NM 017530 


xxuiiiu bapicilb liypuulCllL'dl pruicin XjvJV^j j jOj ^LUUjjjOj J, rnxvLN/v 


NM 013385 


xiuiiiu oapicub picuxvouin numoiogy, occ/ anu coiicu/coii Qomains *r ov^JLi^r^, 
mRNA 


NM 016651 


xiuixiu bapiCIla IlcpiauCilUiaT UalvinOxTla novel gCliCO prOtem ^LUl/jljj"Jj 

mRNA 


NM 016955 


Homo sapiens soluble liver antigen/liver pancreas antigen (LOC51091), mRNA 


NM 016422 


Homo sapiens C3HC4-like zinc finger protein (ZFP26), mRNA 


NM_016520 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC51759), 
mRNA 


NM 016275 


Homo sapiens selenoprotein T (LOC51714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidylarginine deiminase type IE (LOC51702), mRNA 


NM 016209 


Homo sapiens unknown (LOC51693), mRNA 
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NM 016140 


Homo sapiens brain specific protein (LOC51673), mRNA 


NM 016107 


Homo sapiens zinc finger RNA binding protein (ZFR), mRNA 


NM 016098 


Homo sapiens HSPC040 protein (LOC51660), mRNA 


NM 016095 


Homo sapiens HSPC037 protein (LOC5 1659), mRNA I 


NM_016086 


Homo sapiens map kinase phosphatase-like protein MK-STYX (LOC51657), 
mRNA 


NM 016061 


Homo sapiens CGI-127 protein (LOC51646), mRNA 


NM 016039 


Homo sapiens CGI-99 protein (LOC51637), mRNA ! 


NM 016029 


Homo sapiens CGI-86 protein (LOC51635), mRNA 


NMJH6024 


Homo sapiens CGI-79 protein (LOC51634), mRNA 


NM 016019 


Homo sapiens CGI-74 protein (LOC51631), mRNA 


NM 015964 


Homo sapiens brain specific protein (LOC51673), mRNA 


NM 015939 


Homo sapiens CGI-09 protein (LOC51605), mRNA 


NM 016647 


Homo sapiens mesenchymal stem cell protein DSCD75 (LOC51337), mRNA 


NM 016646 


Homo sapiens mesenchymal stem cell protein DSCD28 (LOC51336), mRNA 


NMJH6632 


Homo sapiens ARF protein (LOC51326), mRNA 


NM 016629 


Homo sapiens hypothetical protein (LOC51323), mRNA 


NM 016627 


Homo sapiens hypothetical protein (LOC51321), mRNA 


NM_016626 


Homo sapiens hypothetical protein (LOC51320), mRNA 


NM 016618 


Homo sapiens hypothetical protein (LOC5 1315), mRNA 


NM 016616 


Homo sapiens NM23-H8 (LOC51314), mRNA 


NM 016613 


Homo sapiens AD021 protein (LOC51313), mRNA 


NM 016612 


Homo sapiens mitochondrial solute carrier (LOC51312), mRNA 


NM_016594 


Homo sapiens FK506 binding protein precursor (LOC5 1303), mRNA 


NM 016562 


Homo sapiens toll-like receptor 7 (TLR7), mRNA 


NM 016546 


Homo sapiens complement Clr-like proteinase precursor, (LOC51279), mRNA 


NM 016534 


Homo sapiens apoptosis-related protein PNAS-1 (LOC51275), mRNA 


NM 016521 


Homo sapiens E2F-like protein (LOC51270), mRNA 


NM 016511 


Homo sapiens C-type lectin-like receptor- 1 (LOC51267), mRNA 


NM_016509 


Homo sapiens C-type lectin-like receptor-2 (LOC51266), mRNA 


NMJH6496 


Homo sapiens hypothetical protein (LOC51257), mRNA 


NM 016494 


Homo sapiens hypothetical protein (LOC51255), mRNA 


NM 016484 


Homo sapiens hypothetical protein (LOC51248), mRNA 


NM 016471 


Homo sapiens hypothetical protein (LOC51242), mRNA 


NM 016467 


Homo sapiens hypothetical protein (LOC51240), mRNA 


NM 016454 


Homo sapiens hypothetical protein (LOC51234), mRNA 


NM__016429 


Homo sapiens COPZ2 for nonclathrin coat protein zeta-COP (LOC51226), 
mRNA 


NM 016383 


Homo sapiens HOM-TES-85 tumor antigen (LOC51213), mRNA 


NM 016380 


Homo sapiens diferentiation-related protein difl3 (LOC51212), mRNA 


NM 016364 


Homo sapiens protein phosphatase (LOC51207), mRNA 


NM 016339 


Homo sapiens Link guanine nucleotide exchange factor II (LOC5 1 195), mRNA 


NM 016338 


Homo sapiens Ran binding protein 1 1 (LOC5 1 194), mRNA 


NM 016331 


Homo sapiens zinc finger protein ANC 2H01 (LOC51193), mRNA 


NM 016311 


Homo sapiens ATPase inhibitor precursor (LOC51 189), mRNA 


NMJU6256 


Homo sapiens N-acetylglucosamine-l-phosphodiester alpha-N- 
acetylglucosaminidase (LOC5 1 172), mRNA 


NMJ) 16223 


Homo sapiens protein kinase C and casein kinase substrate in neurons 3 
(PACSIN3), mRNA 


NM 016202 


Homo sapiens LDL induced EC protein (LOC5 1 1 57), mRNA 


NM 016175 


Homo sapiens truncated calcium binding protein (LOC5 1 149), mRNA 


NM 016162 


Homo sapiens candidate tumor suppressor p33 ING1 homolog (LOC5 1 147), 
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mRNA 


NM 016158 


Homo sapiens erythrocyte transmembrane protein (LOC5 1 145), mRNA 


NM 016142 


Homo sapiens steroid dehydrogenase homolog (LOC51 144), mRNA 


NM 016141 


Homo sapiens dynein light chain-A (LOC5 1 143), mRNA 


NM 016125 


Homo sapiens PTD016 protein (LOC51 136), mRNA 


NM 016121 


Homo sapiens NY-REN-45 antigen (LOC51 133), mRNA 


NM 016102 


Homo sapiens tripartite motif-containing 17 (TRIM 17), mRNA 


NM 016038 


Homo sapiens CGI-97 protein (LOC5 1119), mRNA 


NM 016035 


Homo sapiens CGI-92 protein (LOC5 1117), mRNA 


NM 016026 


Homo sapiens CGI-82 protein (LOC51 109), mRNA 


NM 016010 


Homo sapiens CGI-62 protein (LOC51 101), mRNA 


NM 016001 


Homo sapiens CGI-48 protein (LOC51096), mRNA 


NM 015996 


Homo sapiens CGI-40 protein (LOC51092), mRNA 


NM 015978 


Homo sapiens putative protein-tyrosine kinase (LOC51086), mRNA 


NM 015962 


Homo sapiens CGI-35 protein (LOC51077), mRNA 


NM 015960 


Homo sapiens CGI-32 protein (LOC51076), mRNA 


NM 015957 


Homo sapiens CGI-29 protein (LOC51074), mRNA 


NM 015954 


Homo sapiens CGI-26 protein (LOC51071), mRNA 


NMJH5917 


Homo sapiens glutathione S-transferase subunit 13 homolog (LOC51064), 
mRNA 


NM 015913 


Homo sapiens hypothetical protein (LOC51060), mRNA 


NM 015912 


Homo sapiens hypothetical protein (LOC51059), mRNA 


NM 015911 


Homo sapiens hypothetical protein (LOC51058), mRNA 


NM 015907 


Homo sapiens leucine aminopeptidase (LOC51056), mRNA 


NM 015883 


Homo sapiens clone 1900 unknown protein (LOC51049), mRNA 


NM 015872 


Homo sapiens kruppel-related zinc finger protein hcKrox (LOC51043), mRNA 


NM 015871 


Homo sapiens zinc finger protein (LOC51042), mRNA 


NM 016072 


Homo sapiens CGI-141 protein (LOC51026), mRNA 


NM 016068 


Homo sapiens CGI-135 protein (LOC51024), mRNA 


NM 016053 


Homo sapiens CGI-1 16 protein (LOC5 1019), mRNA 


NM 016046 


Homo sapiens homoloe of veast exosomal core nrotein CSL4 fOSL4^ mRNA 


NM 016042 


Homo saoiens exosome comnonent Rrn40 fRRP40^ mRNA 


NM 015944 


Homo sapiens CGI-1 4 protein (LOC5 1 005), mRNA 


NM 016060 


Homo sapiens CGI-1 25 nrotein fLOCSlOOS} mRNA 


NM 016482 


Homo saniens heDatocellular carcinoma-associated antigen 59 fl\OC51759^ 
mRNA 


NM_014681 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 34 (DDX34), 
mRNA 


NM 014415 


Homo sapiens zinc finger protein (ZNF-U69274), mRNA 


NM 014579 


Homo sapiens zinc transporter (ZBP2), mRNA 


NM 014347 


Homo saniens titic fincrer ■nrotHn (7¥^]1R\ mRNA 


NM 007146 


Homo sapiens zinc finger protein 161 (ZNF161), mRNA 


NM 006626 


JxUlliU bapiCila £1111/ linger pTDlCin Willi lntCiavUUZl UOinaUl \ £jixJ) y inXvLN/V 


NM 006336 


Homo sapiens ZYG homolog (ZYG), mRNA 


NM_006138 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 3 
(hematopoietic cell-specific) (MS4A3), mRNA 


NM 005741 


Homo sapiens zinc finger protein 263 (ZNF263), mRNA 


NMJ)00227 


Homo sapiens laminin, alpha 3 (nicein (150kD), kalinin (165kD), BM600 
(150kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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candidiasis ectodermal dystrophy) (AIRE), transcript variant 3, mRNA 


NM 000658 


Homo sapiens autoimmune regulator (automiinmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AERE-2. mRNA 


NM_000383 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-1, mRNA 


NM 003451 


Homo sapiens zinc finger protein 177 (ZNF177), mRNA 


NM 003419 


Homo sapiens zinc finger protein 345 (ZNF345), mRNA 


NM_003407 


Homo sapiens zinc finger protein 36, C3H type, homolog (mouse) (ZFP36), 
mRNA 


NM.001519 


Homo sapiens BRF1 homolog, subunit of RNA polymerase III transcription 
initiation factor DIB (S.cerevisiae) (BRF1), mRNA 


NM_000157 


Homo sapiens glucosidase, beta; acid (includes glucosylceramidase) (GBA), 
mRNA 


MM 057178 


Homo sapiens fring (LOCI 17584), mRNA 


NM_057177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 19 (ALS2CR19), mRNA 


MM 058178 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 2, mRNA 


NM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 1, mRNA 


NM 012223 


Homo sapiens myosin IB (MYOIB), mRNA 


NM_015277 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
4-like (NEDD4L), mRNA 


NM 015074 


Homo sapiens kinesin family member IB (KIF1B), mRNA 


NM_032591 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 7 
(SLC9A7), mRNA 


NM 014208 


Homo sapiens dentin sialophosphoprotein (DSPP), mRNA 


NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 


NM_005461 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog B 
(avian) (MAFB), mRNA 


NM_030761 


Homo sapiens wingless-type MMTV integration site family, member 4 (WNT4), 
mRNA 


NM_032642 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 1 , mRNA 


NM_030775 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 2, mRNA 


NM_003392 


Homo sapiens wingless-type MMTV integration site family, member 5 A 
(WNT5A), mRNA 


NM_057168 


Homo sapiens wingless-type MMTV integration site family, member 16 
(WNT16), transcript variant 1 , mRNA 


NM_016087 


Homo sapiens wingless-type MMTV integration site family, member 16 
(WNT16), transcript variant 2, mRNA 


NM_012101 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 1, 
mRNA 


NM_058193 


Homo sapiens tripartite motif-containing 29 (TRJM29), transcript variant 2, 
mRNA 


NM 000983 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 


NM 058248 


Homo sapiens DNase II-like acid DNase (DLAD), transcript variant 2, mRNA 


NM 021233 


Homo sapiens DNase II-like acid DNase (DLAD), transcript variant 1, mRNA 


NM_058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a', 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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mRNA 


NM 003312 


Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), mRNA 


NM 020731 


Homo sapiens dioxin receptor repressor (AHRR), mRNA 


NM 053049 


Homo sapiens stresscopin (SPC), mRNA 


NM 052834 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 2, mRNA 


NM 015285 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1, mRNA 


NM 000507 


Homo sapiens fructose- 1,6-bisphosphatase 1 (FBP1), mRNA 


NM 002581 


Homo sapiens pregnancy-associated plasma protein A (PAPPA), mRNA 


NM 000968 


Homo sapiens ribosomal protein L4 (RPL4), mRNA 


NM 005061 


Homo sapiens ribosomal protein L3-like (RPL3L), mRNA 


NM_030811 


Homo sapiens mitochondrial ribosomal protein S26 (MRPS26), nuclear gene 
encoding mitochondrial protein. mRNA 


NM_022497 


Homo sapiens mitochondrial ribosomal protein S25 (MRPS25), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_053023 


Homo sapiens zinc finger protein homologous to Zfp91 in mouse (ZFP91), 
mRNA 


NM 052826 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 2, mRNA 


NM 052825 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 3, mRNA 


NM 052821 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 2 ? mRNA 


NM 017588 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 1, mRNA 


NM 052990 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 4, mRNA 


NM 052989 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 2, mRNA 


NM 052985 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 1, mRNA 


NM 018262 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 3, mRNA 


NM_031902 


Homo sapiens mitochondrial ribosomal protein S5 (MRPS5), nuclear gene 
encoding mitochondrial protein. mRNA 


NM_015969 


Homo sapiens mitochondrial ribosomal protein S17 (MRPS17), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_016065 


Homo sapiens mitochondrial ribosomal protein S16 (MRPS16), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_031280 


Homo sapiens mitochondrial ribosomal protein SI 5 (MRPS 15), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022839 


Homo sapiens mitochondrial ribosomal protein S 1 1 (MRPS 11), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_016034 


Homo sapiens mitochondrial ribosomal protein S2 (MRPS2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 16070 


Homo sapiens mitochondrial ribosomal protein S23 (MRPS23), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_020191 


Homo sapiens mitochondrial ribosomal protein S22 (MRPS22), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_018135 


Homo sapiens mitochondrial ribosomal protein S18A (MRPS 18 A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021996 


Homo sapiens Forssman glycolipid synthetase (FS), mRNA 


NM_052815 


Homo sapiens immediate early response 3 (IER3), transcript variant long, 
mRNA 


NM_003897 


Homo sapiens immediate early response 3 (LBR3), transcript variant short, 
mRNA 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) CEN03), transcript variant 1, mRNA 


NM_048368 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase n, polypeptide 
A) phosphatase, subunit 1 (CTDP1), transcript variant FCPlb, mRNA 


NM_004715 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase II, polypeptide 
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A) phosphatase, subunit 1 (CTDP1), transcript variant FCPla, mRNA 


NM 015719 


Homo sapiens collagen, type V, alpha 3 (COL5A3), mRNA 


NM 000393 


Homo sapiens collagen, type V, alpha 2 (COL5A2), mRNA 


NM 000093 


Homo sapiens collagen, type V, alpha 1 (COL5A1), mRNA 


NM 001256 


Homo sapiens cell division cycle 27 (CDC27), mRNA 


NM 004661 


Homo sapiens CDC23 (cell division cycle 23, yeast, homolog) (CDC23), mRNA 


NM_037370 


Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant 2, 
mRNA 


NM_012142 


Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant 1, 
mRNA 


NM 019592 


Homo sapiens ring finger protein 20 (RNF20), mRNA 


NM 003386 


Homo sapiens zonadhesin (ZAN), mRNA 


NM_001959 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 1, mRNA 


NM_021121 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 2, mRNA 


NM 006778 


Homo sapiens ring finger protein 9 (RNF9), transcript variant 1, mRNA 


NM 052828 


Homo sapiens ring finger protein 9 (RNF9), transcript variant 2, mRNA 


NM_007028 


Homo sapiens tripartite motif-containing 3 1 (TRIM3 1), transcript variant 1 , 
mRNA 


NG 000019 


Homo sapiens chorionic gonadotropin beta region (CGB@) on chromosome 19 


NM 052952 


Homo sapiens disrupted in renal carcinoma 1 (DIRC1), mRNA 


NM 000989 


Homo sapiens ribosomal protein L30 (RPL30), mRNA 


NM 000978 


Homo sapiens ribosomal protein L23 (RPL23), mRNA 


NM 000985 


Homo sapiens ribosomal protein L17 (RPL17), mRNA 


NM 019035 


Homo sapiens protocadherin 18 (PCDH18), mRNA 


NM 017809 


Homo sapiens nuclear RNA export factor 2 (NXF2), Iranscript variant 1, mRNA 


NM 030943 


Homo sapiens amnionless protein (AMN), mRNA 


NM 022053 


Homo sapiens nuclear RNA export factor 2 (NXF2), transcript variant 2, mRNA 


NM 014762 


Homo sapiens 24-dehydrocholesterol reductase (DHCR24), mRNA 


NM_023922 


Homo sapiens taste receptor, type 2, member 14 (TAS2R14), mRNA 


NM 023921 


Homo sapiens taste receptor, type 2, member 10 (TAS2R10), mRNA 


NM 023920 


Homo sapiens taste receptor, type 2, member 13 (TAS2R13). mRNA 


NMJ)23919 


Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mRNA 


NM 023918 


Homo sapiens taste receptor,* type 2, member 8 (TAS2R8), mRNA 


NM 023917 


Homo sapiens taste receptor, type 2, member 9 (TAS2R9), mRNA 


NM_022100 


Homo sapiens mitochondrial ribosomal protein S14 (MRPS14), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022169 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 4 
(ABCG4), mRNA 


NM 018031 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 1, mRNA 


NM_012333 


Homo sapiens c-myc binding protein (MYCBP), mRNA 


NMJH4586 


Homo sapiens hormonally upregulated Neu-associated kinase (HUNK), mRNA 


NM 014296 


Homo sapiens calpain 7 (CAPN7), mRNA 


NM_006615 


Homo sapiens calpain 9 (nCL-4) (CAPN9), mRNA 


NM_005807 


Homo sapiens proteoglycan 4, (megakaryocyte stimulating factor, articular 
superficial zone protein, camptodactyly, arthropathy, coxa vara, pericarditis 
syndrome) (PRG4), mRNA 


NM 004467 


Homo sapiens fibrinogen-like 1 (FGL1), mRNA 


NM_003391 


Homo sapiens wingless-type MMTV integration site family member 2 (WNT2), 
mRNA 


NM 002995 


Homo sapiens small inducible cytokine subfamily C, member 1 Oymphotactin) 
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(SCYC1), mRNA 


NM 002477 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mRNA 


NM 058253 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 
mRNA 


NM 000623 


Homo sapiens bradykinin receptor B2 (BDKRB2), mRNA 


NM_000424 


Homo sapiens keratin 5 (epidermolysis bullosa simplex, Dowling- 
Meara/KobnerAVeber-Cockayne types) (KRT5), mRNA 


NM 002272 


Homo sapiens keratin 4 (KRT4), mRNA 


NM 057088 


Homo sapiens keratin 3 (KRT3), mRNA 


NM 006121 


Homo sapiens keratin 1 (epidermolytic hyperkeratosis) (KRT1), mRNA 


NM 057182 


Homo sapiens cyclin El (CCNE1), transcript variant 2, mRNA 


NM_O01238 


Homo sapiens cyclin El (CCNE1), transcript variant 1, mRNA 


NM 054029 


Homo sapiens chromosome 8 open reading frame 14 (C8orfl4), mRNA 


NM 054017 


Homo sapiens chromosome 8 open reading frame 12 (C8orfl2), mRNA 


NM_052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 
mRNA 


NM 004926 


Homo sapiens zinc finger protein 36, C3H type-like 1 (ZFP36L1), mRNA 


NM 006887 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZFP36L2). mRNA 


NM 015355 


Homo sapiens joined to JAZF1 (JJAZ1), mRNA 


NM_005642 


Homo sapiens TAF7 RNA polymerase II, TATA box binding protein (TBP)- 
associated factor, 55 kD (TAF7), mRNA 


NM 032685 


Homo sapiens hypothetical protein MGC13005 (MGC13005), mRNA 


NM_032656 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 37 (DDX37), 
mRNA 


NM 031919 


Homo sapiens cystatin and DUF19 domain containing 1 (CSDUFD1), mRNA 


NM 031475 


Homo sapiens espin (ESPN), mRNA 


NM_024101 


Homo sapiens melanophilin (MLPH), mRNA 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


NM_021201 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 7 
(MS4A7), mRNA 


NM_020634 


Homo sapiens growth differentiation factor 3 (GDF3), mRNA 


NM 020185 


Homo saoiens mitosen-activated Drotein kinase nhosohatase x (MKPX^ mRNA 


NM_002897 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant scr2, mRNA 


NM_016839 


Homo saoiens RNA binding motif single stranded interacting "Drotein 1 
(RBMS1), transcript variant MSSP-2, mRNA 


NM_016838 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS 1), transcript variant MSSP-1 , mRNA 


NM_016837 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-3, mRNA 


NM_016836 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant YC1, mRNA 


NM 016941 


Homo sapiens delta-like 3 (Drosophila) (DLL3), mRNA 


NM 016335 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


NM 015344 


Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA 


NM 014450 


Homo sapiens SHP2 interacting transmembrane adaptor (SIT), mRNA 


NM_007159 


Homo sapiens sarcolemma associated protein (SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM_004974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


Homo sapiens transcription elongation factor A (SII), 2 (TCEA2), mRNA 
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NM 001010 


Homo sapiens ribosomal protein S6 (RPS6), mRNA 


NM 000981 


Homo sapiens ribosomal protein LI 9 (RPL19), mRNA 


NM 003378 


Homo sapiens VGF nerve growth factor inducible (VGF), mRNA 


NM 001612 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 1, mRNA 


NM 020115 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 11, 
mRNA 


NM 020114 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 9, mRNA 


NM 020113 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 8, mRNA 


NM 020112 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 7, mRNA 


NM 020111 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 6, mRNA 


NM 020110 

XNxVX_V4»\/ llv 


Homo saniens acrosomal vesicle Drotein 1 (ACRV1). transcriot variant 10, 
mRNA 


NM 090109 


Homo saniens acrosomal vesicle orotein 1 (ACRVH. transcriot variant 5. mRNA 


NM 020108 


Homo saniens acrosomal vesicle nrotein 1 ( ACRV1), transcript variant 4, mRNA 


NM 020107 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 3, mRNA 


NM 0?00fiQ 

XN1YX UivUU7 


Unmn sanipns acrosomal vehicle nrotein 1 fACRVll transcriDt variant 2. mRNA 


NM 022909 


Homo sapiens centromere protein H (CENPH), mRNA 




Wnmn ennimc snlnfp rarripr familv 9^ f mitochondrial deoxvnudeotide carrier^ 

xxUUlU oaUlCUo ovlUXC vaxxxvl xaliuiy i^j Yiixllvviiv/uuxiax vxw^vjriiixwv'vuvxv vcuxxvxj, 

mpmher 19 (SI C25A19i mRNA 


NM 0917SQ 


1-1 nmo saniens transmpmhrane nrotein 8 ffive membrane-srjanninff domains) 
(TMEM8i mRNA 

^ X XYXXJXVXU^, lli-LVX 111 


NMJ)20139 


Homo sapiens oxidoreductase UCPA (LOC56898), mRNA 


NM 015975 


Homo sapiens TAF9-like RNA polymerase II, TATA box binding protein 
(TBP)-associated factor, 31 kD (TAF9L), mRNA 


NM 013271 


Homo saniens nronrotein convertase subtilisin/kexin tvoe 1 inhibitor (PCSK1N\ 
mRNA 


NM 000904 


Homo sapiens NAD(P)H dehydrogenase, quinone 2 (NQ02), mRNA 


NM 000903 


Homo sapiens NAD(P)H dehydrogenase, quinone 1 (NQOl), mRNA 


NM 002959 


Homo sapiens sortilin 1 (SORT1), mRNA 


NM 057170 


Homo saniens G nrotein-couoled receDtor kinase-interactor 2 fGlT2\ transcriDt 
variant 2, mRNA 


NM 057169 

X^llVX v«J / X u.7 


Homo saniens G nrotein-couoled receotor kinase-interactor 2 fGlT2). transcriDt 
variant 1 mRNA 


NM 057161 


Homo sapiens testis intracellular mediator protein (PEAS), mRNA 


NM 057167 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 5, mRNA 


NM 057166 


Homo saniens collagen tvoe VL aloha 3 (COL6A3) transcriDt variant 4. mRNA 


NM 057165 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 3, mRNA 


NM 057164 


Homo saniens collagen tvoe VI aloha 3 fCOL6A3\ transcriDt variant 2. mRNA 


NM_014776 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (G1T2), transcript 

variant ^ mRNA 

YA11CU1L Jy XlXXXXi^x 


NM 0041 


TTnmo ^aniens collaeen tvne VI alnha 3 TCOL6A3^ transcriDt variant 1 mRNA 

XXVllWJ Ot*|JlV'll^ wV/llC4g^l4, Ij^w Y X, CXI y/ L1LX J ^VV/WV^W yj MUiiowi»j/k 'Uiimii, A, hum li i 


NM 001 1 81 


UATtin sanipns ATPase H+ transnortinp lvsosomal ( vacuolar Droton duidd) 
subunit 1 CATP6S1\ mRNA 


NM 000675 


Homo sapiens adenosine A2a receptor (ADORA2A), mRNA 


NM 033027 


Homo sapiens AXIN1 up-regulated (AXUD1), mRNA 


NM 002539 


Homo sapiens ornithine decarboxylase 1 (0DC1), mRNA 


NM_058004 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CAX transcript variant 2, mRNA 


NM 000992 


Homo sapiens ribosomal protein L29 (RPL29), mRNA 


NM 000984 


Homo sapiens ribosomal protein L23a (RPL23 A), mRNA 


NM 001289 


Homo sapiens chloride intracellular channel 2 (CLIC2), mRNA 


NM 018648 


Homo sapiens nucleolar protein family A, member 3 (H/ACA small nucleolar 
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RNPs) (NOLA3), mRNA 


NM 021947 


Homo sapiens serine racemase (SRR), mRNA 


NM 016579 


Homo sapiens 8D6 antigen (8D6A), mRNA 


NM 006849 


Homo sapiens protein disulfide isomerase, pancreatic (PDIP), mRNA 


NM 002650 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 
(PIK4CA), transcript variant 1, mRNA 


NM 000988 


Homo sapiens ribosomal protein L27 (RPL27), mRNA 


NM 000987 


Homo sapiens ribosomal protein L26 (RPL26), mRNA 


NM 000986 


Homo sapiens ribosomal protein L24 (RPL24), mRNA 


NM 031964 


Homo sapiens keratin associated protein 17.1 (KAP17.1), mRNA 


NM 000420 


Homo sapiens Kell blood group (KEL), mRNA 


NM_052841 


Homo sapiens serine/threonine kinase 22C (spermiogenesis associated) 
(STK22Q, mRNA 


NM 017647 


Homo sapiens FtsJ homolog 3 (E. coli) (FTSJ3), mRNA ' 


INiVl Uv 1 OH J 


Hnmn saniem collagen hme IV aloha 1 fCOL4Al\ mRNA 


NM 016508 


Homo sapiens cyclin-dependent kinase-like 3 (CDKL3), mRNA 


INJYL UUJ.Z01 


JTnmn «mipn<! rvelin-denendent kinase 9 (CDC2-related kinase} fCDK9\ mRNA 


"Knv/f n^^i^i 

INM._uj j JO 1 


TTnmn QsmipriQ winale^^-tvne MMTV integration site familv. member 3 A 
(WNT3A), mRNA 


NTN/T 0307^ 
JNJYl_v 0 U/jj 


Wnmn QaniptiQ wincr1e«-tvne MMTV integration site familv. member 3 CWNT3), 
mRNA 


NM_003396 


Homo sapiens wingless-type MMTV integration site family, member 15 
fWNTISI mRNA 


NM 004626 


Homo saoiens wineless-tvoe MMTV integration site family, member 1 1 
fWNTID mRNA 


NM 057176 


Homo saoiens barttin fBSND\ mRNA 


NM_012079 


Homo sapiens diacylglycerol O-acyltransferase homolog 1 (mouse) (DGAT1), 
mRNA 


NM 005490 


Homo sapiens SH2 domain-containing 3A (SH2D3A), mRNA 


NM_032563 


Homo sapiens epidermal differentiation complex protein like protein (LEP16), 
mRNA 


NM 014914 


Homo saoiens centaurin samma 2 (CENTG2\ mRNA 


NM 014161 


Homo sapiens mitochondrial ribosomal protein L18 (MRPL18), mRNA 


MM 004RQS 


Rnmn Qjmifms rnld antninflammatorv svndrome 1 ("CIAS1V mRNA 


NM_000086 


Homo sapiens ceroid-lipofuscinosis, neuronal 3, juvenile (Batten, Spielmeyer- 

V Ogt UldCOOVj ^V^LrflNJ^, iiilN-LN/i. 


TSJTV/T 01^41 
iNivl UjjjHI 


TTnmo cn-nipnQ har.nlfwiral TAP reneat-containini? 8 fBIRC8Y mRNA 




IlnmA ccmipnc TnariTin^rvl /"alnVin-1 ^-^-pIvcnnTOtelTl betfl.-l 4-N- 

arptvlaliirn^flrni'nv1irfl'nsffTfl<5P Knenzvme B rMGAT4Bl transcrint variant 2. 
mRNA 


"MM 000449 


Hrvmn <iflr»ien«! reoulatorv factor X 5 (influences HLA class II expression) 
(RFX5), mRNA 


MM OS 4025 


Hnmn «5ar»ipn«j heta-1 3-ffluciironvl transferase 1 ( elucuronosvltransferase P) 
(B3GAT1), transcript variant 2, mRNA 


NM 002628 


Homo sapiens profilin 2 (PFN2), transcript variant 2, mRNA 


NM 053024 


Homo sapiens profilin 2 (PFN2), transcript variant 1, mRNA 


NM 003930 


Homo sapiens src family associated phosphoprotein 2 (SCAP2), mRNA 


NM_014018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)15971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 
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encoding mitochondrial protein, iriRNA 


NM.018141 


Homo sapiens mitochondrial ribosomal protein S10 (MRPS10), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_014046 


Homo sapiens mitochondrial ribosomal protein S18B (MRPS18B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 006513 


Homo sapiens seryl-tRNA synthetase (SARS), mRNA 


IiXYJ. V/iiilJJ 


Homo saniens eadherin 19 Ivne 2 (CDH19^ mRNA 


NM_033664 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH11), transcript 
variant 1 mRNA 


NM 001797 


Homo saniens cadherin 1 1 tvne 2 OB-cadherin ^osteoblasts TCDHll^ transcrint 
variant 1 mRNA 

YUilUXIL X, 1111 VX 11 A. 


NM_033381 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
trans erint variant 3 mRNA 


1N1VX UJJJOv 


Homo saniens collagen tvne IV aloha 5 ( Amort svndromeS ( COL4A5S 
transcript variant 2, mRNA 


>ju 00049 S 

IN xVl__V \J\JH y*> 


Homo sanipns oollacrpn tvne TV alnha S ( Alnort svndrome^ TCOL4A5S 
transcript variant 1 , mRNA 


NM 000092 


Homo saniens collagen tvne TV alnha 4 fCOL4A4S mRNA 


NM 033184 

X^IXYX VJJ i o~ 


Homo saniens keratin associated nrotein 2 4 fKAP2 4S mRNA 


NM_032014 


Homo sapiens mitochondrial ribosomal protein S24 (MRPS24), nuclear gene 
encodint? mitochondrial Drotein mRNA 

viivvuuig iiu w viivuui mi r «vuij 11 n\i 11 *. 


NM_001006 


Homo sapiens ribosomal protein S3A (RPS3 A), mRNA 


NM 012411 


Homo saniens nrotein two sine nhosnhatase non-recentor tvne 22 flvmnhoid^ 

JLXvlliU OuUlwllO IVXv/fcwXXX lYXVSuXXlV UUUOUlluuujvj llvil ivwv^Wi tjr r \ J xxx^«/xxvy x vx y 

(PTPN22), transcript variant 2, mRNA 


NM 015967 

X^IXYX. V LJjyj 1 


Homo saniens nrotein tvrosine nhosnhatase non-recentor tvne 22 rivmrihoidi 
(PTPN22), transcript variant 1, mRNA 


NM 006310 


Homo saniens aminonpntidasp nuromvcin sensitive fNPEPPS^ mRNA 

XXUlXlvF JUUlL'llO UllllUUL/L'UllUuOV L/UX 1/lllY VXXX JVlliJlUl Vv IX1JI X_^J. X I , XXXXVX ^X V 


NM 033335 

1N1VJ. UJJJJJ 


Homo saniens niielear rerentor snhfamilv proim A member 1 fNRo"Al^ 
trariscrint variant 3 mRNA 

u cxxxovx Afj(> y**xx**xxi< xxxxvxixx 


NM 033334 


Homo saniens nuclear recentor subfarnilv 6 qtoud A member 1 fNR6Al\ 

XlUlllU O0l/lvllw liUViVWi 1 VvvL/bVl uUL/1 tXl 1 U 1 Jr V/^ ^lv/U|J X Vj 11 lvl ilL/Vl A ^1 llwl 1 1 y ) 

transcript variant 1, mRNA 


NM 001489 


Homo sapiens nuclear receptor subfamily 6, group x\, member 1 (NR6A1), 
transcript variant 2, mRNA 


NM 001606 


Homo sapiens ATP-binding cassette, sub-family A (xABCl), member 2 
(ABCM), mRNA 


NM 002284 


Homo sapiens keratin, hair, basic, 6 (monilethrix) (KRTHB6), mRNA 


NM 002283 


Homo saniens keratin, hair, basic, 5 (KRTHB5), mRNA 


NM 002282 


Homo sapiens keratin, hair, basic, 3 (KRTHB3), mRNA 


NM 033033 


Homo sapiens keratin, hair, basic, 2 (KRTHB2), mRNA 


NM 002281 


Homo sapiens keratin, hair, basic, 1 (KRTHB1), mRNA 


NM 033045 


Homo sapiens keratin, hair, basic, 4 (KRTHB4), mRNA 


NM 001011 


Homo sapiens ribosomal protein S7 (RPS7), mRNA 


NM 000980 

A ™ ATA \J \J \s S V w 


Homo sapiens ribosomal protein LI 8a (RPL18A), mRNA 


NM 000979 


Homo sapiens ribosomal protein LI 8 (RPL18), mRNA 


NM 000977 


Homo sapiens ribosomal protein L13 (RPL13), transcript variant 1, mRNA 


NM 033251 


Homo sapiens ribosomal protein L13 (RPL13), transcript variant 2, mRNA 


NM 000976 


Homo sapiens ribosomal protein L12 (RPL12), mRNA 


NM 000975 


Homo sapiens ribosomal protein LI 1 (RPL1 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NM_005082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF147),mRNA 


NM 003549 


Homo sapiens hyaluronoglucosaminidase 3 (HYxAL3), mRNA 
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NM 033181 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 3, 
mRNA 


NG_000018 


Homo sapiens genomic type I (acidic) hair keratin gene cluster (KRTHA.1@) on 
chromosome 17 


NM 033151 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCCll),mRNA 


NM_006998 


Homo sapiens secretagogin (SECRET), mRNA 


NM 006201 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 1, mRNA 


NM_033019 | 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 3, mRNA 


NM 033018 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 2, mRNA 


NG_000012 


Homo sapiens genomic protocadherin gamma cluster (PCDHG@) on 
chromosome 5 


NM 001023 


Homo sapiens ribosomal protein S20 (RPS20), mRNA 


NM 004451 


Homo sapiens estrogen-related receptor alpha (ESRRA), mRNA 


NM 005755 


Homo sapiens Epstein-Barr virus induced gene 3 (EBD), mRNA 


NM 001015. 


Homo sapiens ribosomal protein SI 1 (RPS1 1), mRNA 


NM 006923 


Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA 


NM 000394 


Homo sapiens crystallin, alpha A (CRYAA), mRNA 


NM_003761 


Homo sapiens vesicle-associated membrane protein 8 (endobrevin) (VAMP8), 
mRNA 


NM 031958 


Homo sapiens keratin associated protein 3.1 (KRTAP3.1), mRNA 


NM 031957 


Homo sapiens keratin associated protein 1.5 (KRTAP1.5), mRNA 


NM_004776 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
5 (B4GALT5), mRNA 


NM_030587 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 1, mRNA 


NM_003780 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 2, mRNA 


NMJ)04391 | 


Homo sapiens cytochrome P450, subfamily VlLLB (sterol 12-alpha-hydroxylase), 
polypeptide 1 (CYP8B1), mRNA 


NM_000785 


Homo sapiens cytochrome P450, subfamily XXVUB (25-hydroxyvitamin D-l- 
alpha-hydroxylase), polypeptide 1 (CYP27B1), mitochondrial protein encoded 
by nuclear gene, mRNA 


NM031419 


Homo sapiens molecule possessing ankyrin repeats induced by 
lipopolysaccharide (MAIL), homolog of mouse (MAIL), mRNA 


NM 000961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


NM 003293 


Homo sapiens tryptase, alpha (TPS1), mRNA 


NM_016630 


Homo sapiens acid cluster protein 33 (ACP33), mRNA 


NM 014458 


Homo sapiens Kelch motif containing protein (AB026190), mRNA 


NM 007207 


Homo sapiens dual specificity phosphatase 10 (DUSP10), mRNA 


NM_030660 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 2, mRNA 


NM 022055 


Homo sapiens potassium channel, subfamily K, member 12 (KCNK12), mRNA 


NM 021175 


Homo sapiens hepcidin antimicrobial peptide (HAMP), mRNA 


NM 018666 


Homo sapiens sarcoma antigen (SAGE), mRNA 


NM_016532 


Homo sapiens SKIP for skeletal muscle and kidney enriched inositol 
phosphatase (LOC51763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBP1), mRNA 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLF15), mRNA 


NM 014759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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NM 002590 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 1, mRNA 


NM 004826 


Homo sapiens endothelin converting enzyme-like 1 (ECEL1), mRNA 


NM 004420 


Homo sapiens dual specificity phosphatase 8 (DUSP8), mRNA 


NM 001012 


Homo sapiens ribosomal protein S8 (RPS8), mRNA 


NM 002595 


Homo sapiens PCTAERE protein kinase 2 (PCTK2), mRNA 


NM 001395 


Homo sapiens dual specificity phosphatase 9 (DUSP9), mRNA 


NM_003887 


Homo sapiens development and differentiation enhancing factor 2 (DDEF2), 
mRNA 


NM 001446 


Homo sapiens fatty acid binding protein 7, brain (FABP7), mRNA 


NM 001259 


Homo sapiens cyclin-dependent kinase 6 (CDK6), mRNA 


NM 001760 


Homo sapiens cyclin D3 (CCND3), mRNA 


NM 001759 


Homo sapiens cyclin D2 (CCND2), mRNA 


NM 001237 


Homo sapiens cyclin A2 (CCNA2), mRNA 


NM 057158 


Homo sapiens dual specificity phosphatase 4 (DUSP4) transcript variant 2, 
mRNA 


NM_001394 


Homo sapiens dual specificity phosphatase 4 (DUSP4), transcript variant 1, 
mRNA 


NM__052988 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 3, mRNA 


NM_052987 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 2. mRNA 


NM 057160 


Homo sapiens artemin (ARTN), transcript variant 3, mRNA 


NM 057091 


Homo sapiens artemin (ARTN), transcript variant 2, mRNA 


NM_057090 


Homo sapiens artemin (ARTN), transcript variant 4, mRNA 


NM 003976 


Homo sapiens artemin (ARTN), transcript variant 1, mRNA 


NM 000050 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 1; mRNA 


NM 054012 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 2, mRNA 


NM 053286 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 2, mRNA 


NM 001652 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 1 , mRNA 


NM 053032 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 8, 
mRNA 


NM 053031 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 7, 
mRNA 


NMJ)53030 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 5, 
mRNA 


NM_053029 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 4, 
mRNA 


NM_053028 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3B, 
mRNA 


NM_053027 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3 A, 
mRNA 


NMJ)53026 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 2, 
mRNA 


NM_053025 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 1, 
mRNA 


NM_016497 


Homo sapiens mitochondrial ribosomal protein 64 (MRP64), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)24026 


Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021821 


Homo sapiens mitochondrial ribosomal protein S3 5 (MRPS35), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005965 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 6, 
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mRNA 


NM 016640 


Homo sapiens mitochondrial ribosomal protein S30 (MRPS30), mRNA 


NM.053035 


Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM_016071 


Homo sapiens mitochondrial ribosomal protein S33 (MRPS33), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM_031901 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM_018997 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM_033363 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
3, nuclear gene encoding mitochondrial protein, mRNA 


NM 033362 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 021144 


Homo sapiens PCM and SFRS1 interacting protein 1 (PSIP1), mRNA 


NM 052953 


Homo sapiens hypothetical protein LRP15 (LRP15), mRNA 


NM 033207 


Homo sapiens transmembrane protein HTMP 10 (HTMP10), mRNA 


NM 030649 


Homo sapiens centaurin, beta 5 (CENTB5), mRNA 


NM_023936 


Homo sapiens mitochondrial ribosomal protein S34 (MRPS34), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021107 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM 014322 


Homo sapiens opsin 3 (encephalopsin, panopsin) (OPN3), mRNA 


NM 001260 


Homo sapiens cyclin-dependent kinase 8 (CDK8), mRNA 


NM_003674 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 1, mRNA 


NM 057094 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 3, mRNA 


NM 057093 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2, mRNA i 


NM 052984 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 2, mRNA 


NM_000075 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 1, mRNA 


NM 052827 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 2, mRNA 


NM 001798 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 1, mRNA 


NM_006522 


Homo sapiens wingless-type MMTV integration site family, member 6 (WNT6), 
mRNA 


NM_005430 


Homo sapiens wingless-type MMTV integration site family, member 1 (WNT1), 
mRNA 


NM_003394 


Homo sapiens wingless-type MMTV integration site family, member 10B 
(WNT10B), mRNA 


NM_025216 


Homo sapiens wingless-type MMTV integration site family, member 10A 
(WNT10A), mRNA 


NM_005370 


Homo sapiens mel transforming oncogene (derived from cell line NK14)- RAB8 
homolog (MEL), mRNA 


NM 033100 


Homo sapiens MT-protocadherin (KIAA1775), mRNA 


NM 005086 


Homo sapiens sarcospan (Kras oncogene-associated gene) (SSPN), mRNA 


NM 003737 


Homo sapiens protocadherin 16 (PCDH16), mRNA 


NM 018153 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 3, mRNA 1 


NM 053034 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 2 T mRNA 


NM_005929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 1, mRNA 


NM_033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 1, mRNA 
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NM 053275 


Homo saniens ribosomal rirotein large P0 (TIPLP0 1 trans crint variant 2 mRNA 


NM 054034 


Homo sapiens fibronectin 1 (FN1), transcript variant 2, mRNA 




T-Tnmn Qflm'pTiQ fiHrnnftpfin 1 fFNIi fran scririt variant 1 mRNA 

1 1 U 1 1 Ivy oOpil/llo 11LM UllwvLlii 1 \X 1 1 1 y, UOllOV/1 ipi V (U 1 (Ui L 1, 11 llVLifV 


NM 004460 


Homo sapiens fibroblast activation protein, alpha (TAP), mRNA 


nm noniM 


TInmn cnnipnc pvtnphrnmp P4S0 ciibfamilv XXVTA nolvnentide 1 (CYP26A1^ 

11VJ111U OOpit/llO v¥ LLrwlll VJlllv X *T»/V/j oUUlOllllljr /u\ V JUTj r J l i LA*AV* JL X. X *"viii 

transcript variant 1 , mRNA 


MM ftS71^7 

iNiVl^V/J / i J / 


Homo canipnc rvtnrhrome P450 cnbfamilv XXVIA nolvnentide 1 CCYP26A1 1 

XXUiliU oopi&llo vjr IV will vniw * *t^v, oui/ioiiuij' /v/v t i/ij ^/v/ijf pv^uuv i x x ^vru^ 

transcript variant 2, mRNA 


NM 0^991 1 

iNlvi Uj^-Z 1 1 


Unmn cnnipnc Ivcvl fnrirlacp-lilfP 4 TT.OXT>li mRNA 




Tlrvmrk cnnipnc windpcc-rvnp M"MTV intPOTfltinTi cite familv member 14 
XXUIIIU bopiCllo WlllglGoa^ijrpw ivxivx i v uiit/giouuii oi\,\* xaxxxxiy , lutmuu it 

(WNT14), mRNA 


NM fulfil 


TJYvmn cnnipnc Ipptin onlnptnciHp-hindrncy cnlnblp 12fua1petin 1 2i fl\frAT,S12 1 
xlVlilvJ oopicilo I Cv Li 11 j gaiouiAJoiu&~uiiiuiiig, auiuuiv, i^> ^gait/iam xl*j \i-i\jr\±j\j x£*jy 

mRNA 


"MM fll9£1 1 


Unmn cnnipnc nrrvfpin tvrocinp nhncnVintncp tvnp TV A mpmber 3 rPXP4A3^ 
xiUIIlU oapiCIlo pivlClll ijfivlaiUO piiuopiiouioc< iyy^ iVA) mvuiuwi J \x x i •r.rvj ^, 

"trnncprint vnrinnt 1 mRNA 
uoiioi/iipi valiant i, uu\iin 


NM 007070 


TJnmn cnnipnc nrntpin fvrncinp nhncnriatace tvne TV A member 3 rPTP4A3 1 

XiUlilU oapic-iio pi U it ill tjrHJoiiic piiuopiuibaow iyy\* it r\ t niwiiu^i ^i x x ^rw y , 

rranccrint variant 2 mRNA 

H Uliuvl L^J \. Y 0110111 A>) 11LLV1 i *l 


NM 039908 


TTnmo saniens tumor endothelial marker 8 fTEM8^ transcrint variant 1 mRNA 


NM 014644 


TTnmri canipnc nbncnbndipcteracp AT) interacting nrotein rmvomeealin^ 
(PDE4DIP), mRNA 


NM_006551 


Homo sapiens lipophilin B (uteroglobin family member), prostatein-like 
CTPHB^ mRNA 

\*-ix XXXJ J) llUVlXx^ 


NM 012280 


Homo sapiens FtsJ homolog 1 (E. coli) (FTSJ1), mRNA ! 




TTnmo cnnipnc rrvctallin bptn A9 ff v RV'RA9^ trnn Qrrint variant 1 mRNA 

1 lvJlllW OAjJiCllS vl y o till 1111 , L/wLa i\X* \\*/X\. X UAL jy UO110wll(JI> YallaUl 1, 11 ll\-l i L*. 


NM 007346 


Homo sapiens opioid growth factor receptor (OGFR), mRNA 


NM 0065^9 


TT/vmr* com'pnc linrtnnilin A Aitprntrlnnin "fnmilv mpmnpri M PrTA l mRNA 
nulllU oapiCIla lipupilllill ix ^UlvlUglUUlll loll 111 j lliwlllU&i ) \x^)X xxS\} ) ixxs\xyr\. 


NM 015965 


Homo sapiens cell death-regulatory protein GRIM 19 (GRIM 19), mRNA 


NM H1A97^ 


xiomo Sapicnb iiidiiiiuayi ^dipna-i,j-^-giyuupruLciii ucui- 1 ,t-iN- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 1, 

mRNA 


NM_001872 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 

uanauripi Vol ldlll i, lllXvlN/A. 


NM_016413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 

UoUoUlipi Vol lOllL Z, IIuViN/A. 


NM_004632 


Homo sapiens death associated protein 3 (DAP3), transcript variant 2, nuclear 
gene encoding nuiocnunuriai pruicin, iuxuna 




xiomo Sdpienb uedin associaicu protein o \yj£\xj j t troiiownpi vai lain i , nucicai 

opTip onr»r»/^incr n*titr»fnnnr1Wnl nrrttpin ml? NT A 
gene CULOUulg UULULilUllUllal piUieill, lllXvLNrV 


nm nni9^A 


xiomo sapiens car LXJxyiCoicrooc i ^raunocyic/iHocrupiiagc t>cnnc caLcia&c 1^ 
(CESl).mKNA 


NM flftA9R7 


xiomo sapiens goigi ofN/vr recepior complex memoer l ^uvJoivz^ uanscnpi 

mriant A mT?^IA 

variani /\, nuxiNrv 


NM 054099 

1N1V1 UJHUZ^ 


TTomn cnni*»nc crnl cri QNAP T(*rf*ni(\T rnnrnlpv mpmhpr 0 (CrCiRTlO} trancorint 

xiomo Sopicnb guigi oin/vjt reccpiui cuiiipicA iiiciiiuci z ^vjuuixx-yj uaiidLriipt 
variant B, mRNA 


NM 002906 


Homo sapiens radixin (RDX), mRNA 1 


NM 001004 


Homo sapiens ribosomal protein, large P2 (RPLP2), mRNA 


NM 001003 


Homo sapiens ribosomal protein, large, PI (RPLP1), mRNA 


NMJH8644 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 1, mRNA 


NM 022145 


Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA ! 


NM 013363 


Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA 


NM 033119 


Homo sapiens naked cuticle homolog 1 (Drosophila) (NKD1), mRNA 
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NM_020439 


Homo sapiens calcium/calmodulin-dependent protein kinase IG (CAMK1G), 
mRNA 


NM 032158 


Homo sapiens NOL1R2 protein (NOL1R2), mRNA 


NM 022470 


Homo saniens nS3 target 7inr finapr nrotpin fWTCrl^ mRNA 


NM 018044 

X^XTX V/ X UuTl 


Homo saniens NOL1R nrotein fNOT 1R^ mRNA 


NM 016262 


Homo sapiens epsilon-tubulin (LOC5 1 1 75), mRNA ! 




JtlUHiU oapidlb CUJvaiyuuu UduolaUUll lluUaUUIl xat/tui />£>, oUULUxll 2* ^UCLo, jysuj 

CFW7R7} mRNA 


NM 002308 


.lxvjuiu oajjxwxxo l&vixix, gaxaVLUdlUv-UlUUxxxg, ouiuuic, y ^gaivvlxil J) \Xj\J£\±~iijy J } 

transcrint variant short. mRNA 


NM 009587 


Homo saniens lectin ealactoside-bindinff soluble 9 /ealectin 9^ fLG AT ,SQ^ 
transcript variant long, mRNA 


NM 001187 


Homo sapiens B melanoma antigen (BAGE), mRNA 


NM 022162 


Homo sapiens caspase recruitment domain family, member 15 (CARD15), 
mRNA 


NM 014733 


Homo sapiens endosome-associated FYVE-domain protein (ENDOF1N), mRNA 


NM_0 13393 


Homo sapiens FtsJ homoloe 2 CE colD (TTSJ2} mRNA 


NM 006440 


Homo saniens thioredoxin reductase beta (TfCl mRNA 


NM 005863 


Homo saniens neuroenithelial cell transforming oene 1 fNRTI^ mRNA 


NM_002119 


Homo sapiens major histocompatibility complex, class II, DO alpha (HLA- 
DOA) mRNA 


NM 021908 


Homo saniens sunnression of tumorieenieitv 7 fST7^ transcrint variant b 
mRNA 


NM_018412 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant a, mRNA 


NM 054020 


Homo saniens nutative ion channel nrotein CATSPFR2 ^CATSPFR2 1 mRNA 


NM 053281 


Homo saniens dachshund homoloff 2 fDrnsonhila^ fDAPH?^ mRNA 


NM 031439 


Homo saniens SOX7 rranscrintion factor fSOX7 1 mRNA 


NM 030796 


Homo saniens hvoothetical nrotein DKFZn564K0822 fDKF7P564K0822 1 
mRNA 


NM 025117 


Homo saDiens hvoothetical orotein FLJ1 1871 rPTJTI 1 871 ^ mRNA 


NM 014893 


Homo saniens KIAA0951 nrotein (KIAA095n mRNA 


NM 000113 


Homo saniens dvstonia 1 torsion ^autosomal dominant* tor^in A^ /DVT1 ^ 
mRNA 


NM 053055 


Homo sapiens C-terminal modulator protein (CTMP), mRNA 


NM_021212 


Homo sapiens HCF-binding transcription factor Zhangfei (ZF), mRNA 


NM 007237 


Homo sapiens SP140 nuclear body protein (SP140), mRNA 


NMJ)06368 


Homo sapiens cAMP responsive element binding protein 3 (luman) (CREB3), 
mRNA 


NM 005759 


Homo sapiens abl-interactor 12 (SH3 -containing protein) (AJDP-1), mRNA 


NM 052966 


Homo saniens chromosome 1 on en reading frame 24 fClorf24^ mRNA 


NM 013247 


Homo saniens nrotease serine 25 rPRSS25^ mRNA 


NM 003017 


Homo saniens snlicinff factor aroinine/serine-rich % TSFRSl^ mRNA 


NM 006289 


Homo saniens talin 1 fTLNH mRNA 


NM 000970 


Homo sapiens ribosomal protein L6 (RPL6), mRNA 


NM 003973 


Homo sapiens ribosomal protein L14 (RPL14), mRNA 


NM_001361 


Homo sapiens dihydroorotate dehydrogenase (DHODH), nuclear gene encoding 1 
mitochondrial protein, mRNA ! 


NM 021248 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFN1), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UBQLN3), mRNA 
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NM 013444 

X ^ 111 V/ X •* 1 1 » 


Homo sapiens ubiquilin 2 (UBQLN2), mRNA 


NM 053067 


Homo sapiens ubiquilin 1 (UBQLN1), transcript variant 2, mRNA 


NM 013438 


Homo sapiens ubiquilin 1 (UBQLN1), transcript variant 1, mRNA 


NM 032115 


Homo sapiens potassium channel, subfamily K, member 16 (KCNK16), mRNA 


NM 053284 


Homo sapiens WAP, FS, Ig, KU, and NTR-contaimng protein (WFKKN), 
mRNA 


NM 053278 


Homo sapiens G protein-coupled receptor 102 (GPR102), mRNA 


NM 053276 


Homo sapiens vitrin (V1T), mRNA 


NM 032649 


Homo sapiens glutamate carboxypeptidase-like protein 2 (CPGL2), mRNA 


NM 053012 


Homo sapiens hypothetical protein (LOCI 14137), mRNA 


NM 003268 


Homo sapiens toll-like receptor 5 (TLR5), mRNA 


NM 053005 

X ™ ATX \J -J mS \f\J *S 


Homo sapiens HCCA2 protein (HCCA2), mRNA 


NM 052889 


Homo sapiens CARD only protein (COP), mRNA 


NM 024740 


Homo sapiens disrupted in bipolar disorder 1 (DIBD1), mRNA 


NM 015721 


Homo sapiens gem (nuclear organelle) associated protein 4 (GEMIN4), mRNA 


NM 003730 


Homo sapiens ribonuclease 6 precursor (RNASE6PL), mRNA 


NM 030916 

XTixVX UJW71U 


Homo sapiens Ig superfamily receptor LN1R (LNlR), mRNA \ 


NM 022358 


Homo sapiens potassium channel, subfamily K, member 15 (TASK-5) 
(K(mi5),inRNA 


NM 022576 


Homo sapiens phosducin (PDC), transcript variant PhLOPl, mRNA 


NM 018269 


Homo sapiens S1PL protein (SIPL), mRNA 


NM 015915 


Homo sapiens spastic paraplegia 3 A (autosomal dominant) (SPG3 A), mRNA 


NM 053036 


Homo sapiens G protein-coupled receptor 74 (GPR74), mRNA 


"MM 053016 


Homo sapiens paralemmin 2 (PALM2), mRNA 


NM 053057 


Homo sapiens hypothetical protein (LOCI 14138), mRNA 


NM 

1N1V1 UJiOJO 


Homo saoiens seotin 1 (SEPT1), mRNA 


NM 032034 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 1 1 (SLC4A1 1), mRNA 


NM 031899 


Homo sapiens golgi phosphoprotein 5 (GOLPH5), mRNA 


NM 018448 


Homo sapiens TBP-interacting protein (TIP120A), mRNA 


NM 016952 


Homo sapiens cell adhesion molecule-related/down-regulated by oncogenes 
(CDON), mRNA 


NM 053050 


Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), mRNA \ 


NM 053045 


Homo sapiens hypothetical protein MGC14327 (MGC14327), mRNA 


NM 017680 


Homo sapiens asporin (LRR class 1) (ASPN), mRNA 


NM 003914 


Homo sapiens cyclin Al (CCNA1), mRNA 


JNJY1 UjZjo/ 


Mnmn Qnnien<5 nrotein kinase lvsine deficient 4 (PRKWNK4), mRNA 


XTAyf 01QAG1 


WrtTYin c«3"nipiiQ TTDP crlvrnwltransferase 1 familv Dolvoentide A3 (UGT1A3). 

mPNA 


xnv/f A0 1 no 7 
iNM_UZlUZ/ 


WriTnn cnnif»Ti<! TJDP trlvcosvltransferase 1 familv. Dolvoeptide A9 (UGT1A9), 

XX. OHIO odUlvUO Ui/l o J ^vojr 11X CUlOiwi uov x xuxuxxjr, j****^ [" It m ^ \ J* 
TTlPNA 


NM_019076 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A8 (UGT1 A8), 

rnRNA 


NMJ)00463 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide Al (UGT1 Al), 
mRNA 


NM 016608 


Homo sapiens ALEX1 protein (ALEX1), mRNA 


NM 016607 


Homo sapiens ALEX3 protein (ALEX3), mRNA 


NM 014860 


Homo sapiens SPTF-associated factor 65 gamma (STAF65(ganxnia)), mRNA 


NM 014782 


Homo sapiens armadillo repeat protein ALEX2 (ALEX2), mRNA 


NM_001072 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGT1 A6), 
mRNA 


NM 000405 


Homo sapiens GM2 ganglioside activator protein (GM2A), mRNA 
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NM 001975 


Homo sapiens enolase 2, (gamma, neuronal) (EN02), mRNA 


NM 001428 


Homo sapiens enolase 1, (alpha) (ENOl), mRNA 


NM 052836 


Homo sapiens cadherin related 23 (CDH23), transcript variant 2, mRNA 


NM 022124 I 


Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mRNA 


NM 004063 


Homo sapiens cadherin 17, LI cadherin (liver-intestine) (CDH17), mRNA 


NM 004062 


Homo saoiens cadherin 16 KSP-cadherin (CDH16), mRNA 


NM 004933 


Homo saniens cadherin 15 M-cadherin (mvotubule) (CDH15), mRNA 


NM 001257 


Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA 


NM 0S2819 


Homo QanienQ cajmase recruitment domain rjrotein 14 (CARD 141. transcriDt 

variant 2, mRNA 1 


NM 0241 10 


Homo Qaniens casnase recruitment domain rjrotein 14 f CARD 14V transcriDt 
variant 1, mRNA 


NM 037415 


Homo saniens casnase recnntment domain familv. member 1 1 (CARD1 1), 
mRNA 


NM 014466 


Wnmn ^aniens telrfin 2 ftesticularl (TEKT2^ mRNA 


NM 053006 


Homo saoiens serine/threonine kinase 22B (sDermiocenesis associated) 
(STK22B), mRNA 


NM 0120R3 


Homo sanipnq freaiientlv rearranged in advanced T-cell lvmnhomas 2 (FRAT2). 
mRNA 


NM 006922 


Homo ^aniens sodium channel voltat?e-£ated tvoe 111. aloha DolvDeotide 
(SCN3A), mRNA 


NM 005347 


Homo saoiens heat shock 70kD orotein 5 (glucose-regulated protein, 78kD) 
(HSPA5), mRNA 


NM 003777 


Homo sapiens dynein, axonemal, heavy polypeptide 11 (DNAH1 1), mRNA 


NM 013282 


Homo sapiens ubiquitin-like, contairiing PHD and RJNG finger domains, 1 
(UHRFl),mRNA 


NM 020886 


Homo sapiens ubiquitin specific protease 28 (USP28), mRNA 


NM 020843 


Homo sapiens zinc finger protein 291 (ZNF291), mRNA 


NM 024529 


Homo sapiens chromosome 1 open reading frame 28 (Clorf28), mRNA 


NM 053003 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 033329 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 015101 


Homo sapiens chromosome 1 open reading frame 17 (Clorfl7), mRNA 


NM 032551 


Homo sapiens G protein-coupled receptor 54 (GPR54), mRNA 


NM 031898 


Homo sapiens tektin 3 (TEKT3), mRNA 


NM 025191 


Homo sapiens chromosome 1 open reading frame 22 (Clorf22), mRNA 


NM 022755 


Homo sapiens chromosome 9 open reading frame 12 (C9orfl2), mRNA 


NM 021104 


Homo sapiens ribosomal protein L41 (RPL41), mRNA 


NM 017847 


Homo sapiens chromosome 1 open reading frame 27 (Clorf27), mRNA 


NM 017673 


Homo sapiens chromosome 1 open reading frame 26 (Clorf26), mRNA 


NM 016000 

1 1 1VJL VivVVV 


Homo sapiens mitochondrial CCA-adding tRNA-nucleotidyltransferase 
(MtCCA), mRNA 


NM 015989 


Homo sapiens cysteine sulfinic acid decarboxylase-related protein 2 (CSAD), 
mRNA 


NM 014654 


Homo sapiens syndecan 3 (N-syndecan) (SDC3), mRNA 


NM 014837 


Homo sapiens chromosome 1 open reading frame 16 (Clorfl6), mRNA 


NM 007179 


Homo sapiens insulin-like 6 (JNSL6), mRNA 


NM 005478 


Homo sapiens insulin-like 5 (1NSL5), mRNA 


NM 053000 


Homo sapiens TIGA1 (TIGA1), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens gamina-glutamylfransferase-like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens ornithine decarboxylase-like protein (ODC-p) s mRNA 
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NM 052996 


Homo sapiens PR domain containing 7 (PRDM7), mRNA 


NM 052995 


Homo sapiens Usher syndrome 3A (USH3A), mRNA 


NM 007110 


Homo sapiens telomerase-associated protein 1 (TEP1), mRNA 


NM 033656 


Homo sapiens WD repeat domain 9 (WDR9), transcript variant 2, mRNA 


NM 018963 


Homo sapiens WD repeat domain 9 (WDR9), transcript variant 1, mRNA 


NM 017818 


Homo sapiens WD repeat domain 8 (WDR8), mRNA ! 


NM 033662 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 3, mRNA 


NM 033661 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 2, mRNA 


NM 018669 


Homo sapiens WD repeat domain 4 CWDR4V transcript variant l r mRNA 


NM 017883 


Homo sapiens WD repeat domain 13 (WDR13), mRNA 


NM 052837 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 2, mRNA 


NM 005698 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 1, mRNA 


NM 005697 


Homo sapiens secretory carrier membrane protein 2 (SCAMP2), mRNA 


NMJ)04866 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 1, mRNA 


NM_052822 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 2, mRNA 


NM 052811 


Homo sapiens ret finger protein 2 (RFP2), transcript variant 2, mRNA 


NM 005798 


Homo sapiens ret ringer protein 2 (RFP2), transcript variant 1, mRNA 


NM 052817 


Homo sapiens midline 2 (MID2), transcript variant 2, mRNA 


NM 012216 


Homo sapiens midline 2 (ME>2), transcript variant 1, mRNA 


NM 000798 


Homo sapiens dopamine receptor D5 (DRD5), mRNA 


NM 000794 


Homo sapiens dopamine receptor Dl (DRD1), mRNA 


NM 000796 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant a, mRNA 


NM 033663 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant e, mRNA 


NM 033660 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant d, mRNA 


NM 033659 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant c, mRNA 


NM 033658 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant b, mRNA 


NM 004934 


Homo sapiens cadherin 18, type 2 (CDH18), mRNA 


NM 004061 


Homo sapiens cadherin 12, type 2 (N-cadherin 2) (CDH12), mRNA 


NM_030622 


Homo sapiens cytochrome P450, subfamily IIS, polypeptide 1 (CYP2S1), 
mRNA 


NM 052831 


Homo sapiens dJ55C23.6 gene (dJ55C23.6), mRNA 


NM_052816 


Homo sapiens tripartite motif-containing 31 (TRIM31), transcript variant 2, 
mRNA 


NMJ)52812 


Homo sapiens tripartite motif-containing 15 (TRIM15), transcript variant 2, 
mRNA 


NMJ)52955 


Homo sapiens transglutaminase Z (TGM7), mRNA 


NM 052957 


Homo sapiens putative nuclear protein (NAAR1), mRNA 


NM_052851 


Homo sapiens similar to RhoGAP (GT650), mRNA 


NMJ)33229 


Homo sapiens tripartite motif-containing 15 (TRIM15), transcript variant 1, 
mRNA 


NM 018103 


Homo sapiens leucine-rich repeat-containing 5 (LRRC5), mRNA 


NM 014879 


Homo sapiens G protein-coupled receptor 105 (GPR105), mRNA 


NM 000797 


Homo sapiens dopamine receptor D4 (DRD4), mRNA 


NM 006596 


Homo sapiens polymerase (DNA directed), theta (POLQ), mRNA 


NM 052972 


Homo sapiens leucine-rich alpha-2-glycoprotein (LRG), mRNA 


NM 052967 


Homo sapiens mas-related G protein-coupled MRG (MRG), mRNA 


NM 052963 


Homo sapiens mitochondrial topoisomerase I (TOP1MT), mRNA 


NM 052962 


Homo sapiens class II cytokine receptor (JL22RA2), mRNA 
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NM 052961 


Homo sapiens solute carrier family 26, member 8 (SLC26A8), mRNA 


NM 052958 


Homo sapiens vestibule-1 protein (VEST1), mRNA 


NM 052954 


Homo sapiens cysteine and tyrosine-rich protein 1 (CYYR1), mRNA 


NM 052949 


Homo sapiens RAS guanyl releasing protein 4 (RASGRP4), mRNA 


NM 052934 


Homo sapiens solute carrier family 26, member 9 (SLC26A9), mRNA 


NM 052933 


Homo sapiens testis specific, 13 (TSGA13), mRNA 


NM_052932 


Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORIMIN), 
mRNA 


NM_052891 


Homo sapiens peptidoglycan recognition protein-I-alpha precursor 
(PGLYRPIalpha), mRNA 


NM 052888 


Homo sapiens KIAA0563-related gene (LOG1 14659), mRNA 


NM_052887 


Homo sapiens Toll-interleukin 1 receptor (TIR) domain-containing adapter 
protein (TIRAP), mRNA 


NM 052886 


Homo sapiens mal, T-cell differentiation protein 2 (MALT), mRNA 


NM 052882 


Homo sapiens zinc finger, imprinted 3 (ZM3), mRNA 


NM 052880 


Homo sapiens hypothetical protein MGC17330 (MGC17330), mRNA 


NM 052875 


Homo sapiens hypothetical protein MGC10485 (MGC10485), mRNA 


NM 052874 


Homo sapiens syntaxinlB2 (STX1B2), mRNA 


NM 052863 


Homo sapiens putative cytokine high in normal-1 (HIN-1), mRNA 


NM 052862 


Homo sapiens hypothetical protein MGC21854 (MGC21854), mRNA 


NM 052861 


Homo sapiens hypothetical protein MGC21675 (MGC21675), mRNA 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 


NM 052848 


Homo sapiens hypothetical protein MGC20255 (MGC20255), mRNA 


NM 052845 


Homo sapiens hypothetical protein MGC20496 (MGC20496), mRNA 


NM 052842 


Homo sapiens BCL2-like 12 (proline rich) (BCL2L12), mRNA 


NM 052818 


Homo sapiens hvoothetical eene CG018 (CG018^ mRNA 


NM_032514 


Homo sapiens microtubule-associated protein 1 light chain 3 alpha 
(MAP1LC3A), mRNA 


NM_022829 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 3 (SLC13A3), mRNA 


NM_018835 


Homo sapiens olfactory receptor, family 1, subfamily K, member 1 (OR1K1), 
mRNA 


NM_006750 


Homo sapiens syntrophin, beta 2 (dystrophin-associated protein Al, 59kD, basic 
component 2) (SNTB2), mRNA 


NM 033641 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant B, mRNA 


NM 001847 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant A, mRNA 


NM 004359 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


NM_033493 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 9, mRNA 


NM_033492 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 8, mRNA 


NM_033491 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 7 mRNA 


NM_033490 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 6, mRNA 


NM_033489 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 5, mRNA 


NM_033488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
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transcript variant 2, mRNA 


NM 001787 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 1, mRNA 


NMJ)05983 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant 1, mRNA 


NM 032637 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant 2, mRNA 


NM 021968 


Homo sapiens H4 histone family, member E (H4FE), mRNA 


NMJ)02748 


Homo sapiens mitogen-activated protein kinase 6 (MAPK6), mRNA 


NM 003527 


Homo sapiens H2B histone family, member N (H2BFN), mRNA 


NMJMHO0O 


Homo sapiens ribosomal protein L39 (RPL39), mRNA 


NM 000999 


Homo sapiens ribosomal protein L38 (RPL38), mRNA 


NM 000998 


Homo sapiens ribosomal protein L37a (RPL37A), mRNA 


NM 000997 


Homo sapiens ribosomal protein L37 (RPL37), mRNA 


NM 022054 


Homo sapiens potassium channel, subfamily K, member 13 (KCNK13), mRNA 


NM021161 


Homo sapiens potassium channel, subfamily K, member 10 (TREK-2) 
(KCNK10), mRNA 


NM 003944 


Homo sapiens selenium binding protein 1 (SELENBP1), mRNA 


NM 033649 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 2. mRNA 


NM 004114 


Homo sapiens fibroblast growth factor 13 (FGF13), transcript variant 1A, mRNA 


NM 033642 


Homo sapiens fibroblast growth factor 13 (FGF13), transcript variant IB, mRNA 


NM 016279 


Homo sapiens cadherin 9, type 2 (Tl-cadherin) (CDH9), mRNA 


NM 001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


NM 031891 


Homo sapiens cadherin 20, type 2 (CDH20), mRNA 


NM 006727 


Homo sapiens cadherin 10, type 2 (T2-cadherin) (CDH10), mRNA 


NM 033671 


Homo sapiens cyclin B3 (CCNB3), transcript variant 2, mRNA 


NM 033670 


Homo sapiens cyclin B3 (CCNB3), transcript variant 1, mRNA 


NM_033379 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 2, mRNA 


NMJ)01786 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 
variant 1, mRNA 


NM 004361 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant b, mRNA 


NM 033646 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant a, mRNA 


NM_017734 


Homo sapiens palmdelphin (PALMD), mRNA 


NM 052832 


Homo sapiens solute carrier family 26, member 7 (SLC26A7), mRNA 


NM 018718 


Homo sapiens testis specific, 14 (TSGA14), mRNA 


NM 015935 


Homo sapiens CGI-01 protein (CGI-01), mRNA 


NM 033120 


Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA 


NM 033031 


Homo sapiens cyclin B3 (CCNB3), transcript variant 3, mRNA 


NM_0 12068 


Homo sapiens activating transcription factor 5 (ATF5), mRNA 


NM_019617 


Homo sapiens CA1 1 (LOC56287), mRNA 


NM_018398 


Homo saDiens calcium channel voltaee-denendent alnha 2/delta 1 <uihimit 
(CACNA2D3), mRNA 


NM_018319 


Homo sapiens tyrosyl-DNA phodphodiesterase (TDP1), mRNA 


NMJ) 14404 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 5 
(CACNG5), mRNA 


NM_0 14405 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 4 
(CACNG4), mRNA 


NM 012114 


Homo sapiens caspase 14, apoptosis-related cysteine protease (CASP14), mRNA 


NM 006985 


Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA 


NM 006816 


Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 


NM 006539 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 3 
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(CACNG3), mRNA 


NM 004347 


Homo sapiens caspase 5, apoptosis-related cysteine protease (CASP5), mRNA 


NM 003862 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 1, mRNA 


NM 020770 


Homo sapiens cinRulin (KIAA1319), mRNA 


NM 030778 


Homo sapiens hypothetical protein PR01331 (PR01331), mRNA 


NM 004927 


Homo sapiens mitochondrial ribosomal protein L49 (MRPL49), mRNA 


NM 031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 


NM 031961 


Homo sapiens keratin associated protein 9.2 (KRTAP9.2), mRNA 


NM_033456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant E, mRNA 


NM 031854 


Homo sapiens keratin associated protein 4. 12 (KRTAP4. 12), mRNA 


NM_033455 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant D, mRNA 


NM_033348 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant B, mRNA 


NM_033347 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant A, mRNA 


NM 033191 


Homo sapiens keratin associated protein 9.4 (KAP9.4), mRNA 


NM 033061 


Homo sapiens keratin associated protein 4.7 (KAP4.7), mRNA 


NM 033188 


Homo sapiens keratin associated protein 4.5 (KAP4.5), mRNA 


NM 033062 


Homo sapiens keratin associated protein 4.2 (KAP4.2), mRNA 


NM 033059 


Homo sapiens keratin associated protein 4.14 (KAP4.14), mRNA 


NM 033060 


Homo sapiens keratin associated protein 4.10 (KAP4.10), mRNA 


NM 033643 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 1, mRNA 


NM 015414 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 2. mRNA 


NM 007209 


Homo sapiens ribosomal protein L35 (RPL35), mRNA 


NM 000996 


Homo sapiens ribosomal protein L35a (RPL35A), mRNA 


NM_033637 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 1, 
mRNA 


NM 033345 


Homo sapiens regulator of G-protein signalling 8 (RGS8), mRNA 


NM 033543 


Homo sapiens hypothetical protein R29124 1 (R29124 1), mRNA 


NM 033186 


Homo sapiens keratin associated protein 4. 13 (KAP4.13), mRNA 


NM 033050 


Homo sapiens G protein-coupled receptor 91 (GPR91), mRNA 


NM 032728 


Homo sapiens hypothetical protein MGC12921 (MGC12921), mRNA 


NM 032910 


Homo sapiens hypothetical protein MGC14136 (MGC14136), mRNA 


NM 032857 


Homo sapiens mitochondrial ribosomal protein L56 (MRPL56), mRNA 


NM 032640 


Homo sapiens hypothetical protein MGC10526 (MGC10526), mRNA 


NM 032560 


Homo sapiens MSTP033 protein (MSTP033), mRNA 


NM 032524 


Homo sapiens keratin associated protein 4.4 (KRTAP4.4), mRNA 


NM 032351 


Homo sapiens mitochondrial ribosomal protein L45 (MRPL45), mRNA 


NM 031963 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA 


NM 031432 


Homo sapiens uridine-cytidine kinase 1 (UCKl), mRNA 


NM 031289 


Homo sapiens hypothetical protein MGC3 146 (MGC3 146), mRNA 


NM 031269 


Homo sapiens PR01386 protein (PR01386), mRNA 


NM 030975 


Homo sapiens keratin associated protein 9.9 (KRTAP9.9), mRNA 


NM_030817 


Homo sapiens hypothetical protein DKFZp434F03 1 8 (DKFZP434F03 1 8), 
mRNA 


NM 017970 


Homo sapiens hypothetical protein FLJ10008 (FIJI 0008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC4368 (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC10715 (MGC10715), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA 
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NM_022469 


Homo sapiens hypothetical protein FLJ21 195 similar to protein related to DAC 
and cerberus (FLJ21 195), mRNA 


NM 022344 


Homo sapiens protein kinase Njmu-Rl (NJMU-R1), mRNA 


NM 002924 


Homo sapiens regulator of G-protein signalling 7 (RGS7), mRNA 


NM 020402 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 10 (CHRNA10), 
mRNA 


NM 015420 


Homo sapiens DKFZP564O0463 protein (DKFZP5 6400463), mRNA 


NM 016355 


Homo sapiens hqp0256 protein (LOC51202), mRNA 


NM 020370 


Homo sapiens G protein-coupled receptor 84 (GPR84), mRNA 


NM 019016 


Homo sapiens hypothetical protein (FU20261), mRNA. 


NM 017872 


Homo sapiens hypothetical protein FLJ20546 (FLF20546), mRNA 


NM 018373 


Homo sapiens hypothetical protein FIJI 1271 (FIJI 1271), mRNA 


NM 018277 


Homo sapiens hypothetical protein FLJ10932 (FU10932), mRNA 


NM 018242 


Homo sapiens hypothetical protein FLJ10847 (FLJ10847), mRNA 


NM 016055 


Homo sapiens mitochondrial ribosomal protein L48 (MRPL48), mRNA 


NM 016468 


Homo sapiens hypothetical protein (LOC5 1 241), mRNA 


NM 014099 


Homo sapiens PR01768 protein (PR01768), mRNA 


NM 014964 


Homo sapiens KIAA1065 protein (KIAA1065), mRNA 


NM 014859 


Homo sapiens KIAA0672 gene product (KIAA0672), mRNA 


NM 014174 


Homo sapiens HSPC144 protein (HSPC144), mRNA | 


NM 014156 


Homo sapiens DKFZP564O0463 protein (DKFZP564O0463), mRNA 


NM 015544 


Homo sapiens DKFZP564K1964 protein (DKFZP564K1964), mRNA 


NM 015681 


Homo sapiens B9 protein (B9), mRNA 


NM 012301 


Homo sapiens atrophin-1 interacting protein 1; activin receptor interacting 
protein 1 (KIAA0705), mRNA 


NM 006856 


Homo sapiens activating transcription factor 7 (ATF7), mRNA 


NM_005714 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript ■ 
variant C, mRNA 


NM 005756 


Homo sapiens G protein-coupled receptor 64 (GPR64), mRNA 


NM 005267 


Homo sapiens gap junction protein, alpha 8, 50kD (connexin 50) (GJA8), mRNA 


NM 003457 


Homo sapiens zinc finger protein 207 (ZNF207), mRNA 


NM 003184 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase n, B, 150kD (TAF2B), mRNA 


NM_003079 


Homo sapiens S WI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily e, member 1 (SMARCEl), mRNA 


NMJ)02815 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 11 
(PSMDll),mRNA 


NM 002577 


Homo sapiens p21 (CDKN1 A)-activated kinase 2 (PAK2), mRNA 


NM 003867 


Homo sapiens fibroblast growth factor 17 (FGF17), mRNA 


NM_003885 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 1 (p35) (CDK5R1), 
mRNA 


NM_003939 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 2, 
mRNA 


NM 001208 J 


Homo sapiens basic transcription factor 3, like 1 (BTF3L1), mRNA 


NM_033500 


Homo sapiens hexokinase 1 (HK1), transcript variant 5, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033498 


Homo sapiens hexokinase 1 (HK1), transcript variant 4, nuclear gene encoding 
mitochondrial protein, mRNA 


NM 033497 


Homo sapiens hexokinase 1 (HK1), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


NMJ)33496 


Homo sapiens hexokinase 1 (HK1), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA 
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NM 033640 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 6, 
mRNA 


NM_033636 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 5, 
mRNA 


NM 033635 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 4, 
mRNA 


NM_033634 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 3, 
mRNA 


NM_033633 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 2, 
mRNA 


NM_022050 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 1, 
mRNA 


NM 033467 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2), mRNA 


NM 032409 


Homo sapiens PTEN induced putative kinase 1 (P1NK1), mRNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


NM 004729 


Homo sapiens Ac-like transposable element (ALTE), mRNA 


NM 004192 


Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA 


NM_002115 


Homo sapiens hexokinase 3 (white cell) (HK3), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_000188 


Homo sapiens hexokinase 1 (HK1), transcript variant 1, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_004728 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 21 (DDX21), 
mRNA 


NM 022148 


Homo sapiens cytokine receptor-like factor 2 (CRLF2), mRNA 


NM 022337 


Homo sapiens RAB38, member RAS oncogene family (RAB38), mRNA 


NMJH6428 


Homo sapiens NESH protein (NESH), mRNA 


NM 016227 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM 014283 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM 018475 


Homo sapiens TPA regulated locus (TPARL), mRNA 


NM 020461 


Homo sapiens gamma-tubulin complex component (GCP6), mRNA 


NM 030934 


Homo sapiens chromosome 1 open reading frame 25 (Clorf25), mRNA 


NM 030933 


Homo sapiens chromosome 1 open reading frame 14 (Clorfl4), mRNA 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (Clorfl3), mRNA 


NM_016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


NM 016605 


Homo sapiens chromosome 5 open reading frame 6 (C5orf6), mRNA 


NM 016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open reading frame 21 (CI lorf20, mRNA 


NM_033508 


Homo sapiens glucokinase (hexokinase 4 maturitv onset diahptes nf fhp vmma 
2) (GCK), transcript variant 3. nuclear eene encoding mitochondrial nrotein 
mRNA 


NM_033507 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 2, nuclear gene encoding mitochondrial protein, 
mRNA 


NM_000162 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 1, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 025241 


Homo sapiens UBX domain-containing 1 (UBXD1), mRNA 


NM_002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCA1B), mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPK1), mRNA 


NM_003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPI),mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 2, mRNA 
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NM 012176 


Homo sapiens F-box only protein 4 (FBX04), transcript variant L mRNA 


NM 000400 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 


NM 014266 


Homo sapiens DNAX-activation protein 10 (DAP 10), mRNA 


NM 002821 


Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), mRNA 


NM_033502 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 1, mRNA 


NM_033501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 2, mRNA 


NM018415 


Homo sapiens transcriptional regulating protein 132 (TReP-132) transcriDt 
variant 3, mRNA 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA 


NM_033437 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcript variant 
3, mRNA 


NM_033431 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 
4, mRNA • 


NM 033430 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5A), transcript variant 
2, mRNA 


NM_001083 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcript variant 
l,mRNA 


NM 000189 


Homo sapiens hexokinase 2 (HK2), mRNA 


NM 033185 


Homo sapiens keratin associated protein 3.3 (KAP3.3), mRNA 


NM 031959 


Homo sapiens keratin associated protein 3.2 (KRTAP3.2), mRNA 


NM 033481 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 3, mRNA 


NM 033480 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 2, mRNA 


NM 012347 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 1, mRNA 


NM_033506 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 1, mRNA 


NMJH2172 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 2, mRNA 


NM 012179 


Homo sapiens F-box only protein 7 (FBX07), mRNA 


NM 018438 


Homo sapiens F-box only protein 6 (FBX06), mRNA 


NM 012177 


Homo sapiens F-box only protein 5 (FBX05), mRNA 


NM 032145 


Homo sapiens F-box protein 30 (FBXO30), mRNA 


NMJJ03813 


Homo sapiens a disintegrin and metalloproteinase domain 21 (ADAM21), 
mRNA 


NMJ)03814 


Homo sapiens a disintegrin and metalloproteinase domain 20 (ADAM20), 
mRNA 


NM_015698 


Homo sapiens T54 protein (T54), mRNA 


NM 033222 


Homo sapiens PC4 and SFRS1 interacting protein 2 (PSIP2), mRNA 


NMJ)02887 


Homo sapiens arginyl-tRNA synthetase (RARS), mRNA 


NM 033084 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2), mRNA 


NM_014005 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 2, mRNA 


NM 018902 


Homo sapiens orotocadherin alnha 1 1 fPPDHAl 1 1 transcrint van ant 1 mPNA 


NMJ)31882 


Homo saoiens nrotocadherin alnha subfamilv C 1 fPCDHAC! j tTnnsprirrt 
variant 2, mRNA 


NMJU8898 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant 1, mRNA 


NM_031883 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 2, mRNA 


NM_018899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 1, mRNA 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM_018916 i 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
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variant 1, mRNA 


NM 032704 


Homo sapiens tubulin alpha 6 (TUBA6), mRNA 


NMJ)32407 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 2, mRNA 


NM_018929 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 1, mRNA 


NMJ)32406 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 2, mRNA 


NM_018928 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 1, mRNA 


NMJ)32101 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 2, mRNA 


NM_018927 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 1, mRNA 


NMJ)32099 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 2, mRNA 


NMO 18925 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 1, mRNA 


NM_032100 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 2, mRNA 


NMJ)18926 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 1 , mRNA 


NM_032097 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 2, mRNA 


NMJ) 18924 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 1, mRNA 


NM_032096 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 2, mRNA 


NMJ) 18923 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 1, mRNA 


NM_032095 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant 2, mRNA 


NM_0 18922 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant 1, mRNA 


NM_032089 


Homo saniens nrotocadherin gamma subfamilv A 9 (PCDHGA9^ transcrrot 
variant 2, mRNA 


NMJH8921 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 1, mRNA 


NM_032088 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant 1, mRNA 


NM_014004 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant 2 mRNA 


NM 032853 


Homo sapiens hypothetical protein FLJ14868 (FLJ14868), mRNA 


NM 032589 


Homo sapiens Down syndrome critical region gene 8 (DSCR8), mRNA 


NM_032087 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 2, mRNA 


NMJ) 18920 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 1, mRNA 


NMJB2086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2, mRNA 


NMJ)18919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1, mRNA 
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NM_032054 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 2, mRNA 


NM_018918 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 1, mRNA 


NM 032053 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 2, mRNA 


NMJH8917 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 1, mRNA 


NM 032011 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
variant 2, mRNA 


NMJ)32009 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 2, mRNA 


NM018915 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 1, mRNA 


NMJ)31993 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 2, mRNA 


NMJ)32092 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 3, mRNA 


NM_018912 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 1, mRNA 


NM_032091 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 2, mRNA 


NM_018914 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 1, mRNA 


NM 032090 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcript 
variant 2, mRNA 


NM018913 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcript 
variant 1, mRNA 


NM 019120 


Homo sapiens protocadherin beta 8 (PCDHB8), mRNA 


NM 018940 


Homo sapiens protocadherin beta 7 (PCDHB7), mRNA 


NM 018939 


Homo sapiens protocadherin beta 6 (PCDHB6), mRNA 


NM 015669 


Homo sapiens protocadherin beta 5 (PCDHB5), mRNA 


NM 018938 


Homo sapiens protocadherin beta 4 (PCDHB4), mRNA 


NM 018937 


Homo sapiens protocadherin beta 3 (PCDHB3), mRNA 


NM 018936 


Homo sapiens protocadherin beta 2 (PCDHB2), mRNA 


NM 013340 


Homo sapiens protocadherin beta 1 (PCDHB1), mRNA 


NMJ)20957 


Homo sapiens protocadherin beta 16 (PCDHB16), mRNA 


NM 018935 


Homo sapiens protocadherin beta 15 (PCDHB15), mRNA 


NM 018934 


Homo sapiens protocadherin beta 14 (PCDHB14), mRNA 


NM_018933 


Homo sapiens protocadherin beta 13 (PCDHB13), mRNA 


NM 018932 


Homo sapiens protocadherin beta 12 (PCDHB12), mRNA 


NM 018931 


Homo sapiens protocadherin beta 1 1 (PCDHB1 1), mRNA 


NM 018930 


Homo sapiens protocadherin beta 10 (PCDHB10), mRNA 


NM 031857 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 1, mRNA 


NM 031856 


Homo sapiens protocadherin alpha 8 (PCDHA8), transcript variant 2, mRNA 


NM 018911 


Homo sapiens protocadherin alpha 8 (PCDHA8), transcript variant 1, mRNA 


NM 031852 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 2, mRNA 


NM 018910 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 1, mRNA 


NM_031501 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 2, mRNA 


NM 018908 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 1, mRNA 


NM 031500 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 2, mRNA 


NM 018907 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 1, mRNA 
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NM 031497 


Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 2, mRNA 


NM 018906 


Homo sapiens protocadherin alpha 3 (PCDHA3), transcript variant 1, mRNA 


NM 031496 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 3, mRNA 


NM 031495 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 2, mRNA 


NM 018905 


Homo sapiens protocadherin alpha 2 (PCDHA2), transcript variant 1, mRNA 


NM 031411 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 3, mRNA 


NM 031410 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 2, mRNA 


NM 018900 


Homo sapiens protocadherin alpha 1 (PCDHA1), transcript variant 1, mRNA 


NM 031865 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 2, mRNA 


NM 018904 


Homo sapiens protocadherin alpha 13 (PCDHA13), transcript variant 1, mRNA 


NM 031849 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 3, mRNA 


NM 031864 


Homo sapiens protocadherin alpha 12 (PCDHA12), transcript variant 2, mRNA 


NM 031848 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 2, mRNA 


NM 018903 ! 


Homo sapiens protocadherin alpha 12 (PCDHA12), transcript variant 1, mRNA 


NM 031861 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 2, mRNA 


NM 018909 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 1, mRNA 


NM 031860 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 3, mRNA 


NM 031859 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 2, mRNA 


NM 018901 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 1, mRNA 


NM 015429 


Homo sapiens DKFZP586L2024 protein (NESHBP), mRNA 


NM 031481 


Homo sapiens solute carrier family 25, (mitochondrial carrier), member 18 
(SLC25A18),mRNA 


NM 031442 


Homo sapiens brain cell membrane protein 1 (BCMP1), mRNA 


NMJ)30762 


Homo sapiens basic helix-loop-helix domain containing, class B } 3 (BHLHB3), 
mRNA 


NM_023035 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNA1A), transcript variant 2, mRNA 


NM 014487 


Homo sapiens nucleolar cysteine-rich protein (HSA6591), mRNA 


NM 025239 


Homo sapiens programmed death ligand 2 (PDL2), mRNA 


NM 024859 


Homo sapiens hypothetical protein FLJ21687 (FU21687), mRNA 


NM 000575 


Homo sapiens interieukin 1, alpha (ILIA), mRNA 


NM 005348 


Homo sapiens heat shock 90kD protein 1, alpha (HSPCA), mRNA 


NM 006900 


Homo sapiens interferon, alpha 13 (IFNA13), mRNA 


NM 023067 


Homo sapiens forkhead transcription factor FOXL2 (BPES), mRNA 


NM 022552 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 alpha (DNMT3A), mRNA 


NM 022346 


Homo sapiens chromosome condensation protein G (HCAP-G), mRNA 


NM 022119 


Homo sapiens protease, serine, 22 (PRSS22), mRNA 


NM 022062 


Homo sapiens PBX/knotted 1 homeobox 2 (PKNOX2), mRNA 


NM 018665 


Homo sapiens DEAD-box protein (HAGE), mRNA 


NM 004614 


Homo sapiens thymidine kinase 2, mitochondrial (TK2), mRNA 


NMJ)20346 


Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 
cotransporter), member 6 (SLC17A6), mRNA 


NMJ)20309 


Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 
cotransporter), member 7 (SLC17A7), mRNA 


NM 020131 


Homo sapiens chromosome 1 open reading frame 6 (Clorf6), mRNA 


NM 017444 


Homo sapiens chromatin accessibility complex 1 (CHRAC1), mRNA 


NM 016260 


Homo sapiens zinc finger protein, subfamily 1A, 2 (Helios) (ZNFN1A2), mRNA 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp5 660084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDR1), rnRNA 


NM 014312 


Homo sapiens cortical thymocvte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 
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NM 013274 


Homo sapiens polymerase (DNA directed), lambda (POLL), mRNA 


NM 003235 


Homo sapiens thyroglobulin (TG), mRNA 


NMJ)01963 


Homo sapiens epidermal growth factor (beta-urogastrone) (EGF), mRNA 


NM 007158 


Homo sapiens NRAS-related gene (D1S155E), mRNA 


NM 007000 


Homo sapiens uroplakin 1A (UPK1 A), mRNA 


NM 006947 


Homo sapiens signal recognition particle 72kD (SRP72), mRNA 


NM 006892 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 beta (DNMT3B), mRNA 


NM 006760 


Homo saDiens uronlakin 2 (TJPK^ mRNA 


NM 006691 


Homo ^aniens extracellular link domain-containinff 1 fXT.KDl V mRNA 


NM 006572 


Homo s aniens euanine nucleotide binding orotein (G protein), alpha 13 
(GNA13), mRNA 


NM 006494 


Homo sapiens Ets2 repressor factor (ERF), mRNA 


NM 006352 


Homo sapiens zinc finger protein 238 (ZNF238), mRNA 


NM 006082 


Homo ^aniens tubulin alnha ubiauitous CSC -ALPHA- 1^ mRNA 


NM_005084 


Homo sapiens phospholipase A2, group VII (platelet-activating factor 
acetvlhvdrolase nlasma^ (PLA2G7 1 mRNA 


NM 004999 


Homo sapiens myosin VI (MY06), mRNA 


NM 0049*37 


Homo ^aniens rv^trno<si<5 nenhronatm'e ^CTTNSft mRNA 

XXW111U OOJJlVllO vj 3UXILF013, liC<^_/i.Ll VJ^J(XLLL±\J ^^/XllUy, 1U.1V1 111 


NM.004212 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 2 (SLC28A2 1 mRNA 

XllwllllS&l £> ^kJ 1jV60AZ> y j UlXYX^CiV 


NM_004555 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 

Henenrlent 3 fNF ATP3 1 rnRNA 


NM 004SS4 


Hnmo QfmienQ nnrlear factor of activated T-cell^ ovtonlasmic calcineiirin- 

dependent 4 (NFATC4), mRNA 


rsiVL^_\j\j\j\jyj 


Wrvrrm csmipnc nlHpVrvHp HpTivHrnffpmicp *\ ■familv memripr f AT T"jH*^R9 1 

XXUIilU oapiC/iid <UU&lljrUw UCUJ Ul Ug&llAOU <J XCUlXLljr, lllt>lllUt<i Ux. ^/VLiiyilJlJi.yj 

mRNA 




Hrvmrt cnnienc tvriHinp mntiniVhncnliJitp QvntViPtnQP fnrntjitp nhOQn nrvrinn<5v1 

X1U111U O&Ult'llo U11U111G lllUllUUllVsoUllCLlw O Yi-lLUwiaQw lUivlolv LFUVOL'llVl l\J\JOj I 

transferase and orotidine-5'-decarboxylase) (UMPS), mRNA 




Uomn csmienc 'I'VRO nrntein rum^ine Irinasp rvmHinc nrntpin fTVROTVPi 

XlUlilV o&UlClXo X IXS.U ^JiULClll LyiWOlllC AMI BOL UlXlUXXlg jJlUlvilX \ X XXvvlJi J f 

mRNA 


NM 000367 


Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA 




TTomo caniPTiQ tiimnr npprn^iQ fnrtnr rprentnr Qirnprfflirnlv member S 

(TNFRSF5), mRNA 


NM 002880 


Hnmn ^anienQ v-raf-1 mnrine lenlcemia viral oneopene bomolo** 1 fRAPl^ 

n.\jiuu oaL/iwiio v itii'i iiiLUiii^ ivuiwviiua viiai Lriiwgvii^ iiviiiwivyg i ^ivru. ly, 

mRNA 


NM 003978 


Homo <ianien<! nroline-<*erine-tbreonine nhosnbatase interactinff nrotein 1 
rPSTPIPn mRNA 


NM 003627 


Homo sapiens prostate cancer overexpressed gene 1 (P0V1), mRNA 


NM 002557 

i^l 1VX__V \J£/J J f 


Wnmn Qnm'enQ oinHiictal (rlvconrotein 1 120WO fmncm Q ovi ducting fOVOPl^ 

mRNA 


NM 002541 


Homo 5flnien<? OTfoalutflrate ^alnba-ketofflutarate^ debvdroffenase ninoamide^ 

11U111U Oflplvllu UAUglUUUUlv iwiyitu ^ WglUWU Ulv / Uvll T Ml VKVUH0V iiii/uumiuvy 

fOGDID mRNA 


NM 000406 


Homo sapiens gonadotropin-releasing hormone receptor (GNRHR), mRNA 


NM 001979 


Homo sapiens epoxide hydrolase 2, cytoplasmic (EPHX2), mRNA 


NM 001761 


Homo sapiens cyclin F (CCNF), mRNA 


NM_001190 


Homo sapiens branched chain aniinotransferase 2, mitochondrial (BCAT2), 
mRNA 


NM 000485 


Homo sapiens adenine phosphoribosyltransferase (APRT), mRNA 


NM 033514 


Homo sapiens pinch-2 (LOC96626), mRNA 


NM 033495 


Homo sapiens KIAA1309 protein (KIAA1309), mRNA 


NM 022436 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 5 (sterolin 
1) (ABCG5), mRNA 
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NM 016333 


Homo sapiens serine/arginine repetitive matrix 2 (SRRM2), mRNA 


NM 012412 


Homo sapiens histone H2A.F/Z variant (H2AV), mRNA 


NM_001897 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) 
(CSPG4), mRNA 


NM 031420 


Homo sapiens mitochondrial ribosomal protein L9 (MRPL9), mRNA 


NM 020393 


Homo sapiens hypothetical protein SBBI67 (LOC57115), mRNA 


NM 015956 


Homo sapiens mitochondrial ribosomal protein L4 (MRPL4), mRNA 


NM 004537 


Homo sapiens nucleosome assembly protein 1-like 1 (NAP1L1), mRNA 


NM_033504 


Homo sapiens CAC-1 (CAC-1), mRNA 


NM 033503 


Homo sapiens Bcl-2 modifying factor (BMF), mRNA 


NM 022059 


Homo sapiens chemokine (C-X-C motif) ligand 16 (CXCL16), mRNA 


NM 022048 


Homo sapiens casein kinase 1, gamma 1 (CSNK1G1), mRNA 


NM 019009 


Homo sapiens Toll-interacting protein (TOLLIP), mRNA 


NM 018058 


Homo sapiens cartilage acidic protein 1 (CRTAC1), mRNA 


NM_017443 


Homo sapiens polymerase (DNA directed), epsilon 3 (pl7 subunit) (POLE3), 
mRNA 


NM 007359 


Homo sapiens MLN51 protein (MLN51), mRNA 


NM 030956 


Homo sapiens toll-like receptor 10 (TLR10), mRNA 


NM_020653 


Homo sapiens zinc finger protein 287 (ZNF287), mRNA 


NM 020652 


Homo sapiens zinc finger protein 286 (ZNF286), mRNA 


NM_020365 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 3 (gamma, 
5 8kD) (EIF2B3), mRNA 


NM_013432 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 2 (NFKBIL2), mRNA 


NM_003740 


Homo sapiens potassium channel, subfamily K, member 5 (TASK-2) (KCNK5), 
mRNA 


NM_033311 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 3, mRNA 


NM_033310 | 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 2, mRNA 


NM_016611 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
fKCNK^ transcriDt variant 1 mRNA 


NM_033360 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant a, mRNA 


NM_004985 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant b, mRNA 


NM_022442 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 3, mRNA 


NM_021988 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 1, mRNA 


NM_003349 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 2, mRNA 


NM 003546 


Homo sapiens H4 histone family, member K (H4FK), mRNA 


NM 003541 


Homo sapiens H4 histone family, member D (H4FD), mRNA 


NM 003536 


Homo sapiens H3 histone family, member K (H3FK), mRNA 


NM 003535 


Homo sapiens H3 histone family, member J (H3FJ), mRNA 


NM 003533 


Homo sapiens H3 histone family, member F (H3FF), mRNA 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM 003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone family, member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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NM 005322 


Homo sapiens HI histone family, member 5 (H1F5), mRNA 


MM 021066 


Homo sapiens H2A histone family, member E (H2AFE), mRNA 


NM_003510 [ 


Homo sapiens H2A histone family, member D (H2AFD), mRNA 


NM 003509 


Homo saniens H2A histone familv. member C (H2AFO. mRNA 


NM_033358 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant E mRNA 


NM_033357 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 

variant D ttiRNA 

VOi lCU.il XJy i i il VI > 11 


NM_033356 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 

variant f mRNA 


NM_033355 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant R mRNA 


NM 001228 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant A mRNA 


NM 033340 

i. " 1TJL \J <*J *J *J~\J 


Homo saniens casnase 7 aooDtosis-related cvsteine nro tease fCASP7\ transcriDt 
variant beta, mRNA 


NM 033339 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant gamma, rnRNA 


NMJ)33338 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant delta, mRNA 


NM 001227 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant alpha, mRNA 


NM 001005 


Homo sapiens ribosomal protein S3 (RPS3), mRNA 


NM_006013 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM 013368 


Homo sapiens RPA-binding trans-activator (RBT1), mRNA 


NM 002286 


Homo sapiens lymphocyte-activation gene 3 (LAG3), mRNA 


NM 005546 


Homo sapiens EL2-inducible T-cell kinase (ITK), mRNA 


NM 005538 


Homo sapiens inhibin, beta C (INHBC), mRNA 


NM 033257 


Homo saoiens DiGeoree svndrome critical reeion eene 6 like fl3GCR6U) 
mRNA 


NM 001917 


Homo sapiens D-amino-acid oxidase (DAO), mRNA 


NM_001629 


Homo sapiens arachidonate 5-lipoxygenase-activating protein (ALOX5AP), 
mRNA 


NM 000024 


Homo sapiens adrenergic, beta-2-, receptor, surface (ADRB2), mRNA 


NM 000683 


Homo sapiens adrenergic, alpha-2C-, receptor (ADRA2C), mRNA 


NM 000682 


Homo sapiens adrenergic, alpha-2B-, receptor (ADRA2B), rnRNA 


NM 000681 


Homo sapiens adrenergic, alpha-2A-, receptor (ADRA2A), mRNA 


NM 006179 


Homo saniens neurotronhin 5 (neurotronhin 4/5^ fNTF5^ mRNA 

JLJLVJlJLlV jupivlw 11V Ul V/ U. V Utltll »✓ 1 11VU1 \J LI W Ullllt ■/ J \ 1 1 JL X J j 1111X114 1 


NM 033277 


Homo sapiens lacritin (LACRT), mRNA 




TTnmn Qjmipns riho1rina<;p fRRSIO mRNA 


NM_004823 


Homo sapiens potassium channel, subfamily K, member 6 (TWIK-2) (KCNK6), 

ml? "MA 


NM_002246 


Homo sapiens potassium channel, subfamily K, member 3 (TASK-1) (KCNK3), 
mRNA 


NM_032405 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
D, mRNA 


NM_032404 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
C, mRNA 


NM_032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
B, mRNA 


NM_024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA 
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NM 016234 


Homo saoiens faLLV-aeiH-OopnTvme A lipase lonff-chain S fFAC"!T>5 1 mRNA 


NM 006883 


Homo saniens short stature homeohn'X TSHOXi transerint variant SWOXTi 
mRNA 


NM_000451 


Homo sapiens short stature homeobox (SHOX), transcript variant SHOXa, 
mRNA 


NM 006476 


Homo saoiens ATP synthase H4* transoortin&. mitochondrial F0 comolex 
subunit g (ATP5L), mRNA 


NM_006356 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit d (ATP5IT) mRNA 

iJlXL/UXXXb U a. J. A. •SA.M.Jy XXULVJl lil 


NM 024683 


Homo saoiens hvDothetical orotein FU22729 CFU22129) mRNA 


NM 033468 


Homo saoiens zinc fineer orotein 257 (ZNF257^ mRNA 


NM 033453 


Homo saoiens inosine triohosnhatase (nucleoside triohosohate nvrnnhosnhatase^ 
(ITPA), mRNA 


NM 032144 


Homo sapiens RAB6C, member RAS oncogene family (RAB6C), mRNA 


NM 031296 


Homo saoiens RAB33B member RAS oncogene familv rRAB33B^ mRNA 


NM 022570 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 12 (CLECSF12), mRNA 


NM 022825 


Homo sapiens porcupine (MG61), mRNA 


NM 022449 


Homo saniens RAH 17 member RAS oncogene familv fR AR17^ mRNA 

AXVUlv OUulvllu 1U1 1 J X / f lllwiUUvl AXxVXJ ullvugVltv XtXXiXXJ Y (1VTLU X / 1, 1XXLVX 1/1 


NM 016322 


Homo sapiens RAB14, member RAS oncogene family (RAB14), mRNA 


NM 006331 


Homo saoiens C2f orotein (C2F} mRNA 


NM 007066 


Homo saniens orotein Vinase fp,AA4T > -Hpnpnn , pnt patalvtic^ inhihitnr era mm a 

1J.WU1U oapxvxio lyx u Li/xxx ivliioo^ ^WTj.vj_i. Litpvixuvxllj vU-Ulijr lll/j lxxxxxuiiux gcixi xxlixx 

(PRIG) mRNA 

^A. AVI\J y j A A 1 A VA. ^ A. 1» 


NM 002732 


Homo saniens orotein kinase cAMP-deoendent catalvtic B r amma fPRKACG^ 
mRNA 


NM_005055 


Homo sapiens receptor-associated protein of the synapse, 43kD (RAPSN), 
transcript variant 1, mRNA 


NMJ)32645 


Homo sapiens receptor-associated protein of the synapse, 43kD (RAPSN), 
transcript variant 2, mRNA 


NM 033305 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant A, mRNA 


NM 015186 


Homo sapiens chorea acanthocytosis (CHAC), transcript variant B, mRNA 


NM 004624 


Homo saoiens vasoactive intestinal oentide rerentor 1 fVTPl? 1^ mRNA 


NM 030967 


Homo sapiens keratin associated protein 1.1 (KRTAP1.1), mRNA 


NM 015696 

XlXVX \J V U \J J \J 


Homo saniens wealflv similar to olntafhionp nproiHHasp 9 ffT 68^ i mPlMA 


NM 031885 


TTomo snnierjQ "RnrHet-RieHI cvnHrnmp ? ^RT^S9^ m"R"WA 


NM 030966 


Homo saniens Vemtin assorifiteH orotein 1 ^ rfCRXAPI V\ ml?NA 


NM 007083 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 6 
fNUDTffi mRNA 


NM_013317 


Homo sapiens lung type-I cell membrane-associated glycoprotein (Tl A-2), 

tran sprint vflrinnt 1 mPNA 
u. cuxoi/X lyi vol lain i, llxIVii/A 


NM 006474 


Homo sapiens lung type-I cell membrane-associated glycoprotein (T1A-2), 

transerint vflrinnt 9 mPNA 


NM 006275 


Homo sapiens splicing factor, arginine/serine-rich 6 (SFRS6), mRNA 


NM 016041 


Homo saoiens PGT-101 orotein rF-LAN-H mRNA 


NM_001954 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 2, mRNA 


NM_013994 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 3, mRNA 


NM_013993 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant l,mRNA 


NM_022117 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE20-4), 
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mRNA 


NM 003048 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 2 
(SLC9A2), mRNA 


NM 001971 


Homo sapiens elastase 1, pancreatic (ELA1), mRNA 


NM 033412 


Homo sapiens hypothetical protein similar to CG7943 (MGC14836), mRNA 


NM 033420 


Homo sapiens hypothetical protein MGC4022 (R32184 3), mRNA 


NM 033408 


Homo sapiens hypothetical protein MBC3205 (MBC3205), mRNA 


NM 014395 


Homo sapiens dual adaptor of phosphotyrosine and 3-phosphoinositides 
(DAPP1), mRNA 


NM 003918 


Homo sapiens glycogenin 2 (GYG2), mRNA 


NM 001502 


Homo sapiens glycoprotein 2 (zymogen granule membrane) (GP2), mRNA 


NM 006362 


Homo sapiens nuclear RNA export factor 1 (NXF1), mRNA 


NM 033155 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 5, mRNA 


NM_033154 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 4, mRNA 


NM 033153 


Homo saniens nuclear RNA exoort factor 5 (NXF5V transcript variant 3, mRNA 


NM 033152 


Homo saniens nuclear RNA exnort factor 5 fNXF5^ transcriot variant 2. mRNA 


NM 032946 


Homo saniens nuclear RNA exoort factor 5 fNXF5^ trans criDt variant 1 mRNA 


NM 022052 


Homo sapiens nuclear RNA export factor 3 (NXF3), mRNA 




UnmA ^nrvipriQ TTT^P-N-apptvl-fllnlifl-T^-ofllpntnQami'TiP'nolvn&ntifle N- 

acetylgalactosaminyltransferase 9 (GalNAc-T9) (GALNT9), mRNA 


NM 017840 


T-Tnmn saniens mitochondrial rinnsnmal nrotein T..16 fM~RPL,16^ mRNA 


NM_017417 


Homo sapiens UDP-N-acetyl-alpha-D-galactosarnine:polypeptide N- 
acetvlealactosaminvltransferase 8 (GalNAc-T8^ ( GALNT8") mRNA 


NM_004261 


Homo sapiens 15 kDa selenoprotein (SEP 15), mRNA 


TsTK/f 021998 


T-Tnmn Qanipns 7inn fincrpr nrotpin ^OM"P}f1^ (TNFfyi mRNA 


NM_004570 


Homo sapiens phosphoinositide-3 -kinase, class 2, gamma polypeptide 


NM_002646 


Homo sapiens phosphoinositide-3 -kinase, class 2, beta polypeptide (PIK3C2B), 
mRNA 


NM_004598 


Homo sapiens sparc/osteonectin, cwcv and kazal-like domains proteoglycan 
ftesticant fSPOflO mRNA 


NM rnms 


T-Trvmn cQT\i#»n c cninal PArH-HprivpH ornwtVi fbpfrvr-R fSCT^frF-ft^ trscncprtnt 
numu octpxciio opiiiai vuiu.~ucii vcu giuwui la^tv/i-up ^uvvuvji Dj, Liaii&viipi 

variant 2, mRNA 


NM 09^90R 


WVvmrt canipnc cninal PArH-rlpn'vpH crrrra/tTi fnptfw-R f^mfTF-TV^ trancprint 
XJ.UU1U tscipiCllb bp 11 Lai UUI U"\ICi 1 V Cu glUWUl lavlUJl "L> U Jy U CUlovl 1JJ l 

variant 1, mRNA 


NM fn^d^ 


XJr\-rr»r» oqt^i An c Katip m/wrtViAOPTiptip nTntpin rp C" pn tr\T fvnp TT I cPTinp/tViTPrtTiinP 
nUIIlU oapiCilo UUXlC IllUipilUgvIlCllv piUlwiil icucpLi/1, iyy^ jll ypviUKi UlivUliJUlic . 

kinase) (BMPR2), transcript variant 2, mRNA 


NM fifHOfiA 


iiomo Sapienb uunc murpnogcnenc proicui reccpiur, type u. ^serine/ ixucuniiic 
kinase) (BMPR2), transcript variant 1, mRNA 


JNJYL vvjyjj 


Jtiomo sapiens i3/\ii-associaLea proiein j ^o/vLrvir oj, mivi>rv 


JNJVL_UU j40 / 


Jtiomo sapiens rN-aceiyiaxeQ aipna-iuiKea aciaic uipcpuud.be z 
mRNA 




riomo sapiens antigen luenuueu oy monocionai anuouuy ivirvv^ ua*^ ^ivivjax^, 
mRNA 


NM_002245 


Homo sapiens potassium channel, subfamily K, member 1 (TWIK-1) (KCNK1), 
mRNA 


NMJ)05247 


Homo sapiens fibroblast growth factor 3 (murine mammary tumor virus 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 


Homo sapiens fibroblast growth factor 2 (basic} (FGF2), mRNA 


NM_000647 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant A, 
mRNA 


NM 032047 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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5 (B3GNT5), mRNA 


NM_014256 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
3 (B3GNT3), mRNA 


NM 015904 


Homo sapiens translation initiation factor IF2 (IF2), mRNA 


NM 005326 


Homo sapiens hydroxyacyl glutathione hydrolase (HAGH), mRNA 


NM_013445 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD25, mRNA 


NM_033173 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 5, mRNA 


NM_033172 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 4, mRNA 


NM_033171 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 3, mRNA 


NM_033170 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 2, mRNA 


NM_033169 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 4, mRNA 


NM.033168 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 3, mRNA 


NM_033167 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 2, mRNA 


NM_003781 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 1, mRNA 


NM_003782 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
4 (B3GALT4), mRNA 


NM_003783 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
2 (B3GALT2), mRNA 


NM_004631 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 1, mRNA 


NM_033300 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 2, mRNA 


NM_017522 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 3, mRNA 


NM_033323 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant b, 
mRNA 


NM 033337 


Homo sapiens caveolin 3 (CAV3), transcript variant 1, mRNA 


NM 001234 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


NM 001233 


Homo sapiens caveolin 2 (CAV2), mRNA 


NM 001753 


Homo sapiens caveolin 1, caveolae protein, 22kD (CAV1), mRNA 


NM_033291 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 2, 
mRNA 


NM_033290 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MED1), transcript variant 3, 
mRNA 


NM_033274 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
(ADAM 19), transcript variant 2, mRNA 


NM_023038 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
(ADAM 19), transcript variant 1, mRNA 


NM_033308 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 2, mRNA 


NM_019112 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 1, mRNA 


NM_002609 


Homo sapiens platelet-derived growth factor receptor, beta polypeptide 
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(PDGFRB), mRNA 


NM 006206 


Homo sapiens platelet-derived growth factor receptor, alpha polypeptide 
(PDGFRA), mRNA 


NM_033016 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 2, mRNA 


NM 000678 


Homo sapiens adrenergic, alpha- 1D-, receptor (ADRA1D), mRNA 


NM 000679 


Homo sapiens adrenergic, alpha- 1B-, receptor (ADRA1B), mRNA 


NM 002675 


Homo sapiens promyelocyte leukemia (PML), transcript variant 6, mRNA 


NM 033250 


Homo sapiens promyelocytic leukemia (PML), transcript variant 11, mRNA 


NM 033249 


Homo sapiens promyelocytic leukemia (PML), transcript variant 10, mRNA 


NM 033247 


Homo sapiens promyelocytic leukemia (PML), transcript variant 8, mRNA 


NM 033246 


Homo sapiens promyelocytic leukemia (PML), transcript variant 7, mRNA 


NM 033245 


Homo sapiens promyelocytic leukemia (PML), transcript variant 12, mRNA 


NM 033244 


Homo sapiens promyelocytic leukemia (PML), transcript variant 5, mRNA 


NM 033242 


Homo sapiens promyelocytic leukemia (PML), transcript variant 3, mRNA 


NM 033240 


Homo qatmpthj nromvplorvric Ipnkpmia fPMTA transcrint variant 2 nYRNA 

±x\jkXL\j ocuyit/iid ^Jx \jixiy \si\j\*y 11 v i^uivviixici \x jlvjlxj ucuiowiijjl vcuicu.il x*y uu\iin 


NM" 033239 


TJ/-\mn caniPTic TYTYYmvplnpvrip Ipulfpmia (X*Wfi\ ^ tranQprint variant Q mRNA 
xi.vjii.iu ocujiviio yx\jiiiy&i\j\*yu\d ivu^ciiuci \x xvuuj, ucuiotsii^jL vcuicuii ^, ujjlviixx 


NM 033938 


Unmn ennifmc r\rr\mvf»1rtfvtif* IpnVprma fPlMT t trjincprirvt variant 1 mRNA 
xiiuiIU oapiviio piuiiijfvTiUL/j Liv iciuvciiiia ^liVJLLyj uaiiowiijji vaixcuii i, liiivi^irv 


nm 033304 


TTrtmA canipnc flHrpnproip nlWha-1 A. r&rprvtrvr ( ATYR A1 A^ trancprint variant 4 
xxsJiXiX} oapivJUo ouicucigii/j aiyiLa l r\ j ic^t-piui ^al/i\A1A^ } ucuiowiipt vcuicuii *r, 

mRNA 


NM 033303 


ffntnn sanipns aHrenercric alnha-1 A- recentor ( ADR A1 A^ rranscrint variant 2 

11U111U oCUJll'llO uUi glwj CXXlJlla "IA , IwvplUl ^xiJ-ZlVTV L A J , UCUlOvlUJV YCU1CU1L Xty 

mRNA 


NM 033302 


Homo saoiens adrenergic alnha-lA- recentor fADRAlA^ transcrint variant 3. 
mRNA 


NM 033279 


Homo sarriens rim? finder nrotein 22 fRNF22^ transcririt variant eamma mRNA 


NM 033278 


Homo sapiens ring finger protein 22 (RNF22), transcript variant beta, mRNA 


NM 000737 


Homo sanipns chorionic oonadotronin hpta nolvnpnriHp ff^frTV^ mRNA 

l iv/lllC/ Oup ivlio viiunvjiuv guuauuu \jyJixiy \j\s\xx yjyjxy yj\*^j\A.\x\j \\^\jxjjy i 1 11 vi > a 


NM_033295 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertaspA (OASPO transcrint variant ensil on mRNA 


NM 033294 


Homo sanipns caonasp 1 anontosis-rplafpd cvstpinp nrofpasp fintprlpiilrin 1 npta 
convertase^ TCASPl^ transcrint variant delta. mRNA 


NM_033293 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 

convertase^ fOASPl ^ transerint variant pamma mRNA 

VvUVvlUUb^ ^vAUl 1 Jy UCUlOwll^/L VCUICUII gCUlUlla, 1 1 i-L VJ. 1 XX 


NM 033292 


Homo <ianipn^ pawjup 1 anonto^i^-rplatpd cv^fpinp nrotpa^p ^intprlpiiVin 1 beta 
convertase^ TCASPl^ transcrint variant alnha mRNA 


NM 001223 


Homo ^aniens casnase 1 anontosis-related cvsrteine nrotease ^interleukin 1 beta 
convertasei rCASPD transcrint variant beta. mRNA 


NM 006771 


Homo saniens keratin hair acidic 8 fKRTHAS^ mRNA 


NM 002280 


Homo sapiens keratin, hair, acidic, 5 (KRTHA5), mRNA 


NM 000526 


Homo ^aniens lcprarin 14 fpniriprmolvsis bullo5?a 5?imnleif Dowlin^-A/Teara 

11U111VJ oapiLllo XVV/l U.L111 1*T ^vUlUU lllwl J alO UUUUaa OUUJJlwA., i/UVYllllg IVIWCUCI, 

Koebnert fKRT14/ mRNA 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


NM 000973 


Homo ^aniens rinn'jnmal nmtpin T.8 rRPL,8^ transcrint variant 1 mRNA 

llvlUU OufJlwllO llU^JoWlUCli X-/U \X\X.±j\JJf Ul CU lO wl 1 j~/ L VCUICUIL 1, 1 1 U. VJ. ^ A 


NM 000661 


Homo sapiens ribosomal protein L9 (RPL9), mRNA 


NM 007104 


Homo sapiens ribosomal protein LlOa (RPL10A), mRNA 


NM 033255 


Homo sapiens epithelial stromal interaction 1 (breast) (EPSTI1), mRNA 


NMJB1196 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant a, 
mRNA 


NM 032241 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NMJH0955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 12 (ADAMTS12), mRNA 


NM 030765 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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4 (B3GNT4), mRNA 


NM 014670 


Homo sapiens basic leucine-zipper protein BZAP45 (BZAP45), mRNA 


NM 013379 


Homo sapiens dipeptidylpeptidase 7 (DPP7), mRNA 


NM 006458 


Homo sapiens ring finger protein 22 (RNF22), transcript variant alpha, mRNA 


NM_006057 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 1, mRNA 


NMJ)00648 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant B, 
mRNA 


NM_000381 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 1, 
mRNA 


NM 002645 


Homo sapiens phosphoinositide-3 -kinase, class 2, alpha polypeptide (PIK3C2A), 
mRNA 


NM_002608 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 1, mRNA 


NM 001134 


Homo sapiens alpha-fetoprotein (AFP), mRNA | 


NM_000680 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1 A), transcript variant 1, 
mRNA 


NM 023929 


Homo sapiens zinc finger protein RINZF (RINZF), mRNA 


NM 020353 


Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA 


NM 020359 


Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 


NM 018494 


Homo sapiens leucine-rich and death domain containing (LRDD), mRNA 


NM 004998 


Homo sapiens myosin IE (MYOIE), mRNA 


NM_033226 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 12 
(ABCC12), mRNA 


NM_032105 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 2, mRNA 


NM_032104 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 4, mRNA 


NM_032103 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 3, mRNA 


NM_002481 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 1, mRNA 


NM 004689 


Homo sapiens metastasis associated 1 (MTA1), mRNA 


NM 006005 


Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA 


NM 015722 


Homo sapiens calcyon; Dl dopamine receptor-interacting protein (CALCYON), 
mRNA 


NM 004184 


Homo sapiens tryptophanyl-tRNA synthetase (WARS), mRNA 


NM J) 14228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
member 7 (SLC6A7), mRNA 


NM 005823 


Homo sapiens mesothelin (MSLN), transcript variant 1, mRNA 


NM 013404 


Homo sapiens mesothelin (MSLN), transcript variant 2, mRNA 


NM 012341 


Homo sapiens G protein-binding protein CRFG (CRFG), mRNA 


NM 002480 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12A 
(PPP1R12A), mRNA 

_i . / 7 _ i i, i-. — ■ ■ 


NM 003868 


Homo sapiens fibroblast growth factor 16 (FGF16), mRNA 


NM 018979 


Homo sapiens protein kinase, lysine deficient 1 (PRKWNK1), mRNA 


NM_022127 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 3 (SLC28A3), mRNA 


NMJ)05517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
(HMG17), mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1A, 4 (Eos) (ZNFN1A4), mRNA 


NM 005768 


Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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NM 033199 


Homo sapiens stresscopin-related peptide (SRP), mRNA 


NM 032243 


Homo sapiens thioredoxin domain-containing 2 (spermatozoa) (TXNDC2), 
mRNA 


NM 031433 


Homo sapiens membrane-type fhzzled-related protein (MFRP), mRNA 


NM 022466 


Homo sapiens zinc finger protein, subfamily 1 A, 5 (Pegasus) (PEGASUS), 
mRNA 


NM_004320 


Homo sapiens ATPase, Ca++ transporting, cardiac muscle, fast twitch 1 
(ATP2A1), mRNA 


NM 021047 


Homo sapiens zinc finger protein 253 (ZNF253), mRNA 


NM 020152 


Homo sapiens chromosome 21 open reading frame 7 (C21orf7), mRNA 


NM 017447 


Homo sapiens chromosome 21 open reading frame 91 (C21orf91), mRNA 


NM 016154 


Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA 


NM 016308 


Homo sapiens UMP-CMP kinase (UMP-CMPK), mRNA 


NM_0 16066 


Homo sapiens glutaredoxin 2 (GLRX2), mRNA 


NMJ) 16255 


Homo sapiens family with sequence similarity 8, member Al (FAM8A1), 
mRNA 


NM_0 14781 


Homo sapiens likely ortholog of mouse coiled coil forming protein 1 
(KIAA0203),mRNA 


NM 014468 


Homo sapiens VENT-like homeobox 2 (VENTX2), mRNA 


NM 013383 


Homo sapiens transcription factor-like 4 (TCFL4), mRNA 


NM 012481 


Homo sapiens zinc finger protein, subfamily 1A, 3 (Aiolos) (ZNFN1A3), mRNA 


NM 012230 


Homo sapiens POM (POM121 rat homolog) and ZP3 fusion (POMZP3), mRNA 


NM 012199 


Homo sapiens eukaryotic translation initiation factor 2C, 1 (EIF2C1), mRNA 


NM 005849 


Homo sapiens immunoglobulin superfamily, member 6 (IGSF6), mRNA 


NM 005414 


Homo sapiens SKI-like (SKIL), mRNA 


NM 004245 


Homo saniens transglutaminase 5 (TGM5^ mRNA 


NM 020831 


Homo sapiens megakaryoblastic leukemia (translocation) 1 (MKL1), mRNA 


NM 015870 


ORF1 ORF2 and nutative envelone nrotein (1181188895^ mRNA 


NM_033330 


Homo sapiens scavenger receptor cysteine-rich type 1 protein Ml 60 precursor 
(M160) mRNA 


NM 033326 


Homo samens Sox-6 fHSSOX6^ mRNA 


NM 017829 


Homo saoiens cat eve svndrome chromosome region candidate 5 ( CECR5} 
mRNA 


NM_033256 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subuhit 14A 
(PPPlR14A),mRNA 


NM 033213 


Homo sapiens hypothetical protein MGC 12466 (MGC 12466), mRNA 


NM_033070 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 
mRNA 


NM 032752 


Homo sapiens hypothetical protein MGC15548 (MGC15548), mRNA 


NM 032686 


Homo sapiens hypothetical protein MGC13008 (MGC13008), mRNA 


NM 032371 


Homo sapiens hypothetical protein MGC15416 (MGC15416), mRNA 


NM 032366 


Homo sauiens hvoothetical protein MGC 13 1 14 (MGC131 14^ mRNA 


NM 032353 


Homo sapiens hypothetical protein MGC 10540 (MGC 10540), mRNA 


NM 032304 


Homo sapiens hypothetical protein MGC2605 (MGC2605), mRNA 


NM 032259 


Homo sapiens hypothetical protein DKFZp434F054 (DKFZp434F054), mRNA 


NM 032240 


Homo sapiens hypothetical protein FLJ23519 (FU23519), mRNA 


NM 032153 


Homo sapiens zinc family member 4 protein HZIC4 (ZIC4), mRNA 


NM 015064 


Homo sapiens ELKS protein (ELKS), mRNA 


NM_031294 


Homo sapiens hypothetical protein DKFZp586Ml 120 (DKFZP586M1 120), 
mRNA 


NM 025213 


Homo sapiens spectrin, beta, non-erythrocytic 4 (SPTBN4), mRNA 
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NM 025267 


Homo sapiens hypothetical protein MGC2744 (MGC2744), mRNA 


NM 025051 


Homo sapiens hypothetical protein FLJ23022 (FLJ23022), mRNA 


NM 024974 


Homo sapiens hypothetical protein FIJI 1800 (FIJI 1800), mRNA 


NM 024934 


Homo sapiens hypothetical protein FLJ22659 (FLJ22659), mRNA 


NM 024805 


Homo sapiens hypothetical protein FLJ21 172 (FLJ21 172), mRNA 


NM 024804 


Homo sapiens hypothetical protein FIJI 2606 (FU 12606), mRNA 


NM 024052 


Homo sapiens hypothetical protein MGC3048 (MGC3048), mRNA j 


NM 024042 


Homo sapiens hypothetical protein MGC2601 (MGC2601), mRNA 


NMJ)20535 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 5 (KJR2DL5), mRNA j 


NM_021939 


Homo sapiens hypothetical protein FU22041 similar to FK506 binding proteins j 
(FU22041),mRNA 


NM 020664 


Homo sapiens 2,4-dienoyl CoA reductase 2, peroxisomal (DECR2), mRNA 


NM 018722 


Homo sapiens BWRT protein (HS A4046 1 7), mRNA ! 

, , , r r , \ J7 ..... — . 


NM 020394 


Homo sapiens zinc ringer protein SBZF3 (LOC571 16), mRNA 


NM 019013 


Homo sapiens hypothetical protein (FU10156), mRNA 


NM 018629 


Homo sapiens hypothetical protein PR02533 (PR02533), mRNA 


NM 018568 


Homo sapiens hypothetical protein PRO0943 (PRO0943), mRNA 


NM 018050 


Homo sapiens hypothetical protein FLJ1 0298 (FIJI 0298), mRNA 


NM 018019 


Homo sapiens hypothetical protein FU10193 (FLJ10193), mRNA 


NM_0 17609 


Homo sapiens hypothetical protein DKFZp434A1721 (DKFZp434A1721), 
mRNA 


NM 016332 


Homo sapiens selenoprotein X, 1 (SEPX1), mRNA 


NM 016360 


Homo sapiens clone HQ0477 PRO0477p (LOC51204), mRNA 


NM 016002 


Homo sapiens CGI-49 protein (LOC51097), mRNA 


NM 014913 


Homo sapiens KIAA0863 protein (KIAA0863), mRNA 


NM 014700 


Homo sapiens KIAA0665 gene product (KIAA0665), mRNA 


NM 014680 


Homo sapiens KIAA0100 gene product (KIAA0100), mRNA 


NM 012248 


Homo sapiens selenophosphate synthetase 2 (SPS2), mRNA 


NM 007222 


Homo sapiens zinc-fingers and homeoboxes 1 (ZHX1), mRNA 


NM 006555 


Homo sapiens SNARE protein (YKT6), mRNA 


NM 006623 


Homo sapiens phosphoglycerate dehydrogenase (PHGDH), mRNA 


NM 006613 


Homo sapiens GRB2-related adaptor protein (GRAP), mRNA 


NM 006659 


Homo sapiens gamma-tubulin complex protein 2 (GCP2), mRNA 


NM 016441 


Homo saniens cvsteine-rieh motor neuron 1 fCRJMl^ mRNA 


NM.014787 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 6 (DNAJC6), j 
mRNA 


NM 004213 


Homo ^anienQ solute rnrripr familv 98 fsodiurn-counleo' nucleoside tran«tnoT+er^ 

member 1 (SLC28A1), mRNA 


rN ivi wj iti 


Homo saniens Sinori»n cvn^rnmp nntiaen A1 f*52kT) rThonurleorrrotein 
autoantieen SS-A/Ro^ TSSAl^ mRNA 


NM_002607 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcririt variant 1 •mRT'JA 


NMJ)33023 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcript variant 2, mRNA 


NM 005675 


Homo sapiens DiGeorge syndrome critical region gene 6 (DGCR6), mRNA 


NMJH6083 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 2, 
mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NGJ)00016 


Homo sapiens genomic protocadherin alpha cluster (PCDHA@) on chromosome 
5 


NM 032935 


Homo sapiens metallothionein IV (MTIV), mRNA 
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NM 003695 


Homo sapiens lymphocyte antigen 6 complex, locus D (E48), mRNA 


NM 006787 


Homo sapiens melanoma antigen, family D, 2 (MAGED2), mRNA 


NM 016205 


Homo sapiens platelet derived growth factor C (PDGFC), mRNA 


NM 017913 


Homo sapiens Hsp90-associating relative of Cdc37 (HARC), mRNA 


NM 017701 


Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), mRNA 


NM 015366 


Homo saDiens Rho GTPase activating protein 8 ( ARHGAP8), mRNA 


NM 012269 


Homo sapiens hyaluronoglucosaminidase 4 (HY AL4), mRNA 


NM 006207 


Homo sapiens platelet-derived growth factor receptor-like (PDGFRL), mRNA 


NM 004Q86 


TTomo sanipnQ Irinpotm 1 fldne^in recentor^ fiCT^Nl^ mRNA 

XiUlllU dajJl&llO AAUWvUll X ^£LXliL<01Ii lwvw[/VUiy ^ivAlli^j liu\lli»i 


NM_001840 


Homo sapiens cannahinoid receptor 1 (brain) (CNR1), transcript variant I, 
mRNA 


NM 014417 


Homo saniens Rcl-2 binding coirroonent 3 fBBC3\ mRNA 




Homo saniens ffamma-aminobutvric acid TGABAi A re c en tor pamma 3 
(GABRG3), mRNA 


NM 005762 


Homo sapiens tripartite motif-containing 28 (TRJM28), mRNA 


NM 015906 


Homo sapiens tripartite motif^ontaining 33 (TR1M33), transcript variant alpha, 
mRNA 


NM_033020 


Homo sapiens tripartite motif-containing 33 (TRJM33), transcript variant beta, 
mRNA 


NM_032421 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 2, mRNA 


NM 031416 


Homo sapiens chromosome 18 open reading frame 2 (C18orf2), mRNA 


NM 014412 


Homo sapiens Siah-interacting protein (SIP), mRNA 


NM 016212 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM 016552 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), mRNA 


NM 015369 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


NM 033284 

JL 1JLTX \J *J >J \J % 


Homo sapiens transducin beta-like 1 protein (TBL1Y), mRNA 


NM 031951 


Homo sapiens NYD-SP1 1 protein (NYD-SP1 1), mRNA 


NM" 090414 


Homo saniens DFATVH (Asn-Glu-Ala-Asn/His^ box nolvnentide 24 (DDX24^ 
mRNA 


NM 007268 


Homo sapiens Ig superfamily protein (Z39IG), mRNA 


IN1VJL \J\JQ / VJ / 


Hnmn canipns hiitvronhilin-lilre 3 H3TNT 3 1 mRNA 


NM_002491 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (12kD, 
B12) (NDUFB3), mRNA 


1NJV1 uuijoo 


nomo sapiens umyoropyi iuuuuiooc-iikc z ^x-/ir i ojuz, ^, nirvi>/\. 




xiomo Sapiens collagen, type in, dipna i ^iinicr b-i^diiiub dyiiuxunic type i v , 

Qntncnmal Hnminant^ /'POT 3A'H mPNA 


NM 0331^0 


UAtriA conipnc r»nl1ac7f*n tvnp TT a1r\Vin 1 (rxrimnrv osteoarthritis 
X1UII1U oapivllo vUllagCii, Ljrpc l±, aipiia i y^Jimiai y uoicuaiuumo, 

snondvloeninhvseal dvsnlasia conffenitaH TCOL2Al^ transcriot variant 2 
mRNA 


NM 001844 


Homo saniens collacen tvoe IL alnha 1 (nrimarv osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (COL2A1), transcript variant 1, 
mRNA 


NM 025245 


Homo sapiens pre-B-cell leukemia transcription factor 4 (PBX4), mRNA 


NM 004342 


Homo sapiens caldesmon 1 (CALD1), transcript variant 3, mRNA 


NM 033157 


Homo sapiens caldesmon 1 (CALD1), transcript variant 2, mRNA 


NM 033140 


Homo sapiens caldesmon 1 (CALD1), transcript variant 5, mRNA 


NM 033139 


Homo sapiens caldesmon 1 (CALD1), transcript variant 4, mRNA 


NM 033138 


Homo sapiens caldesmon 1 (CALD1), transcript variant 1, mRNA 


NM 032635 


Homo sapiens seven transmembrane domain protein (NIFIE14), mRNA 


NM 030912 


Homo sapiens ring finger protein 27 (RNF27), mRNA 


NM 019849 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 10 (SLC7A10), mRNA 
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NM 017844 


Homo sanien^ testis snecific anlcvrin-like Drotein 1 fLOC5128n mRNA 


NM 014242 


Homo sapiens zinc finger protein 237 (ZNF237), mRNA 


nm nni7i 


Unmn cam'pnc R IvmnViniH tvi-nQinP Irina^P fRT "PC^ tttRNA 


NM_033158 


Homo sapiens hyaluronoglucosaminidase 2 (HYAL2), transcript variant 2, 


NM_033159 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 2, 

ml? MA 


NM 007312 


Homo sapiens hyaluronoglucosaminidase 1 (HYAL1), transcript variant 1, 

ml? "MA 


NM_006119 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
van an i xj, uuvlna 


xtx/t oqi1£<; 


nomo sapiens nuroDiasi growin idtiur o ^anurugcii-iiiuuucu^ ^rvjroy, uaiiouiipi 

V ail all I r\, IIllvLNrV 


iNlVL__v/ J J 1 OH 


TJ r»-mr» conipnc fiTxrnVilsicrf omwfh fnptor R ^anffrncypn-infliinpH^ fFfrRR^ tran^finnt 
vaiiaiit JU/j l i l-ivj > /v 


NM_033163 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 

variant P nVRNTA 

V OX la.ll L X j UJXVX^ixV. 


NM_002009 


Homo sapiens fibroblast growth factor 7 (keratinocyte growth factor) (FGF7), 
mRNA 


NM 021907 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 1, mRNA 


1N1VJI VJJ l*TO 


Wnmn canipnQ Hv^troVirpviri hpta fFYFNR i transcrint variant 3 mRNA 


NM 033147 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 2, mRNA ! 


JN1V1 UlJ^UZ 


xTOmO aapiwllo pTOgCoUXL 1I1UUVCU piUlCUl \LJlJJ J t IIUaJ. i/a 


\r\>f ono.777 

1NJ.V1._UUU / / / 


nomo sapiens cyio^nrunie jth-jo, bUDiainiiy inrv \nipucuipiiic uaiuooc^, 
riolvnpnfMe 5 (CYPIA^ mRNA 


INIVl UUU / OH 


TTrvmn csmi'pnc rvfrvVvrnmp P4*?0 Qiihfamilv TTA fnliPnoHflrHital-inHiiPihlpi 
nolvnpntidp 7 ^r r VP9A7i tramcrint variant 1 mRNA 


1MVX UJUJ07 


T-Tomo «;anipn<! rvtnrhromp P4S0 ^nhfamilv TTA ^TibenobaTbital -inducible^ 
polypeptide 7 (CYP2A7), transcript variant 2, mRNA 


NM 000769 


HYvmrt QaniP7i<! rvtnpnrnmp P4S0 ^nhfamilv TTA rnhenobaTbital-iTidiicible^ 
nolvnentide 6 (CYP2A6 1 mRNA 


NM 018957 


Homo sapiens SH3-domain binding protein 1 (SH3BP1), mRNA 


INIVl UjjZjo 


nomo odpienb vj-pi u lciii gaiiuiia o ouuuiiil ^vjiivjo^j iiuvi^ri 


INIVl UJJ/-OU 


TTrvmr\ cnnipnc wintrpH npliv/fnrVnpflH trflnQrri'ntioii fartor nHTPHI'i mRNA 


vnv/f n 1847 A 
1N1VI UioH/O 


nomo bapicnb Drain cAprcoacu, w-iinivcu. i ^d£*ai j, iiixvLNrv 


NM 0991 S4 

INIVl VZ./r 1 J*T 


Homo <5nnipn<! nn-rpmilatpfi hv RPG-CWS (\ OP641 16^ mRNA 


NM 001771 


Unmn cnnipnc HvnliTrnTinalnro^ammiHfltsP 9 H-TV AT 9^ tran<5cririt variant 1 

mRNA 


NM 032794 


Homo saniens NG22 nrotein fNG22) mRNA 


NM 030768 


Homo <?ariiPTi«j inteirrin-linked kinase-associated serine/lhreoiiine nhosnhatase 2C 
(TLKAPi mRNA 


NM 025257 


Homo saDiens NG22 nrotein fNG22\ mRNA 


NM 020996 


Homo sapiens fibroblast growth factor 6 (FGF6), mRNA 


NM 016543 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 016134 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 014385 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 013287 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1 (FGF1 1), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGF10), mRNA 


NM 003811 


Homo sapiens tumor necrosis factor (Hgand) superfamily, member 9 (TNFSF9), 
mRNA 
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NM 003063 


Homo sapiens sarcolipin (SLN), mRNA 


NM 003768 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA 


NM 002010 

X iXYX WaVIV 


Homo saoiens fibroblast erowth factor 9 (elia-activatine factor) (FGF9 j, mRNA 


NM 031215 


Homo saoiens orotein ohosohatase 1 reeulatorv (inhibitor) subunit 3F 

XlV/lllv OCXL/X WXXO L/l V/lWill L/XXVyOL/X itX ItiOV X j IWgUittbVA T 1 liUIil/iVvl f *J ^ w V«XXX -L 

(PPPlR3F),mRNA 


NM 032741 


Homo sapiens 1 -acylglycerol-3 -phosphate O-acyltraiisferase 1 (lysophosphatidic 
acid acyltransferase, alpha) (AGPAT1), mRNA 


NM 022152 


Homo sapiens PP1201 protein (PP1201), mRNA 


NM 033225 


Homo sapiens CUB and Sushi multiple domains 1 (CSMDl), mRNA 


NMJH4505 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 4 (KCNMB4), mRNA 


NM 032559 


Homo sapiens kinesin protein (LOC84643), mRNA 


NM 015394 


Homo sapiens zinc finger protein 10 (KOX 1) (ZNF10), mRNA 


NM_003388 


Homo sapiens cytoplasmic linker 2 (CYLN2), transcript variant 1, mRNA 


NM 032736 


Homo sapiens torsin family 1, member B (torsin B) (TOR1B), mRNA 


NM 032689 


Homo sapiens hypothetical protein MGC13071 (MGC13071), mRNA 


NM 032227 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 014506 


Homo sapiens torsin family 1, member B (torsin B) (TOR1B), mRNA 


NM 030900 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 030758 


Homo sapiens oxy sterol binding protein 2 (OSBP2), mRNA 


NM 017698 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


NM 018225 


Homo sapiens homolog of C. elegans smu-1 (SMU-1), mRNA 


NM 016285 

X ~ XTX V X \J \J «/ 


Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 


NM 007249 

X 1 ATJ. \J\J 1 S 


Homo saoiens Kruooel-like factor 12 (KLF12\ mRNA 

X. X. V/XX t\J UUpiVAAw XVi UppVl X X XV W XUW * ^XVfcJX X A* J y IAUU. 1* 


NM 006464 


Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA 


NM 006411 


Homo saniens 1-acvlfflvcerol-l-nhosnhate O-acvl transferase 1 flvsoohosohatidic 
acid acyltransferase, alpha) (AGPAT1), mRNA 


NM 004749 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 000285 

l"i»X WVA*VJ*/ 


Homo sapiens peptidase D (PEPD), mRNA 


NM 001467 


Homo sapiens glucose-6-phosphatase, transport (glucose-6-phosphate) protein 1 
(G6PT1), mRNA 


NM 033198 


Homo sapiens phosphatidylinositol glycan, class S (PIGS), mRNA 


NM 002920 

XlXVX \J\J £*S £*\J 


Homo saoiens reeulatorv factor X 4 (influences ITT, A class II exoression) 
(RFX4), mRNA 


NM 018944 


Homo sarjiens chromosome 21 onen readinp frame 45 fC!21orf45 1 mRNA 


NM 033214 


Homo sapiens glycerol kinase pseudogene 2 (GKP2), mRNA 


NM 0330RQ 


Homo saniens hvnofhetical rn-otein FTJ221 15 fFLJ221 15^ mRNA 


NM 016015 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


TSJA/T 071900 


ilUHiU bapiClxo lliy-l UU-lxalioV/liDCU ^LUwtlvJy) IxxxVlNiT. 


NM_033093 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant delta, 

mPTsJA 


NM 033092 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant gamma, 
miviNrv 


NM 0H091 


Homo saoiens trioartite motif-containinff 4 fTRIM4} transcriDt variant beta 
mRNA 


NMJ)33017 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant alpha, 
mRNA 


NMJ)33034 


Homo sapiens tripartite motif-containing 5 (TRIMS), transcript variant alpha, 
mRNA 


NMJ)15318 


Homo sapiens Rho-specific guanine nucleotide exchange factor pi 14 (PI 14- 
RHO-GEF), mRNA 


NM 007204 


Homo sapiens DExAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 20, 103kD 
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(DDX20), mRNA 


MM 032864 


Homo <;aniens hvnothetical nrotein FIJI 493 6 fFLJ14936^ mRNA 


NM 032639 


Homo ^aniens nho^nhoinositol 4-nho^nhate adantor nrotein-2 fFAPP2^ mRNA 


NM 032583 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCC11, mRNA 


NM 032284 


Homo sapiens hypothetical protein FU14936 (FLJ14936), mRNA 


NM 032182 


Homo ^aniens hvnntherirfll nrotein FT T1 3614 fFT T1 361 4 j mRNA 


NM 021727 


Homo sapiens fatty acid desaturase 3 (FADS3), mRNA 


MM fi?97?£ 
INivl UZaWZO 


noino sapiens elongation 01 very long cnain laiiy auiub ^rciN l/Criux, ovjivh/iiiuj, 
vpaQtVlilrp 4 fFT OVT4i mRMA 


NM 015162 


Homo sapiens lipidosin (BG1), mRNA 


MM fi9 1 1 76 

JLNJV1_UZ1 1/0 


nomo Sapiens isiei-specinc giucose-o-pnospndiasc catalytic buDunu-rciaieu 

-nrntp-in fiiTRPi ml? MA 


MM 010004 


xiomo adpieiia nuuiA ^uuuicosiue uipnospiidie iixikcu nioiciy >\j-iype iiiuui *t 
fNJTTDT4 > l mRNA 


NM 019091 


TTnmn sanienQ nleplfotrin nomoloov HnrnjHn-rnntfnnincr fflmilv A 
Aiuiiiu oapi&iid pit»V/iwou. in iiuiiivnjgj' uuiiiaiAi^uiiiaiiiiiig, L&iiLiiy a 

fnho^hoinositide binding sneeific^ member 3 fP1\KT'CHA3 1 mRNA 

1 ul JUu UllVJlliViJlllUv UAllUAllg OpvUUlV J 1 1 Iw A 11 ly wl. »^ I A I.Jlvl\.ll/W f| llliMiXl 


NM 018293 


Homo sapiens hypothetical protein FLJ10997 (FLJ10997), mRNA i 


MM 01 S994 


TTomo cnniptiQ ATPaqp TT+ cr^nThn or 1vcAcnm?il i^vnminlnr T>TY^tnn mimn^ 
xauiiiu oapiciio niiasc, x 1 » uaiiopui uug i^ououuiai ^vauuuiai piULUii puiupy, 

member M ( ATP6M1 mRNA 

JL11V/111L/ VI ATA ^xAAA vlTl J y AlAAVA^IAA 


NM 015952 


Homo saniens PTD013 nrotein fPTD013 > i mRNA 

AAV/AlXv/ kJUUlvllO A X. XJ\I I. J 1/lUlwUl 11 1 lAJLAVA^IZA 


NM 015899 


TTomo QantRns nutative fflvcolinid transfer nrotein rT.OC!51 054^ mRNA 


NM 016309 


Homo saoiens leucine carboxvl methvltransferase rLCMT^ mRNA 


NM 013345 


Homo saoiens G orotein-counled recentor T G2A^ mRNA 

JklUUlv JUpiwllg pivlwlll vuUylvU 1 vvVpiUJ ^\Ji*l l^j UUU11I. 


NM 012228 


Homo sapiens pilin-like transcription factor (PILB), mRNA 1 


NM 006886 


Homo sani ens ATP svnthase TT+ transnortinir mitochondrial F1 comnlex t 

111/11 IVy Ouj/lVillu fill OjfllUlOOW; AA 1 il (UlOjJvl Vlll^j 11 U IWl 1U11U1 lul A 1 vvlll^ilvA^ 

epsilon snbunit (ATP5E), mRNA ! 


NM 002200 


TTomo sani ens interferon reoiilatorv factor S HKFS^ transcrint variant 1 mRMA 


NM 032643 


TTrvmn QanienQ interfpTTin reoiilatnrv factAr S ( I KFS i tranQcrint variant 0 mPMA 
Aiwiiiu oapiwiia iiiiviAbiviii iw^uiai.iiijr ia\/W}i j ^aavx uaiioviipi vaiiaiit iiirvi>^». 


NM 004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, mRNA 


mm 033143 


nUIQU bdpiCHo llUIUUlooL glUWUl laLlUI J ^JTVJPJ^, UallsL/I ipi Vol mill Z., IIlrvlN/\ 


MM 09063 8 


xiomo sapiens noroDiasi growin iacior ^rLrrzjj, niKrs/\ 


MM OOOROfi 
IN IVI^UUU oUU 


xiomo sapiens iioroDiast growin iacior i ^aciaicj ^rur i ), uanscripi variani l, 


NM 033137 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 3, 

mPMA 


NM 032102 


Homo sapiens Splicing factor, arginine/serine-rich, 46kD (SRP46), mRNA 


MM 033136 


nomo Sapiens nDiouiaoi gruwiii idciur i ^acitiic^ ^jrvjr i ^, uanbLripi variani 


MM 0029S9 


AlUIIlU bdpiCllo IlDUoUillal piUlClll OL> \SSjlOa,) 7 1UJ\1\£\ 


MM 033130 


nomo Sapiens siain auiu ouiuing ig-nite lecLin i\j \ &l\j[1^e\*> l\j j 9 iiiiviN/\ 


MM 09066^ 


nomo Sapiens jfluncy-apcwiii/ iiicrnuiaiic proiem ^i>ia.-i / ), jwsiHtx 


MM 033180 


nomo Sapiens oiiaoiory rcLcpior, lairuiy ji, suoiamny d, niciiiuci z ^uxuiDZj, 
mRNA 


NM_033179 


Homo sapiens olfactory receptor, family 51, subfamily B, member 4 (OR51B4), 
mRNA 


NM 033178 


Homo sapiens double homeobox, 4 (DUX4), mRNA 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM 020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type II (PDI2), mRNA 


NM 015894 


Homo sapiens stathmin-like 3 (STMN3), mRNA 
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NM 032491 


Homo saniens reeulatorv factor X 4 f influences TTT A rlao.Q TT pYnrpccinn^ 
(RFX4), mRNA 


NM 024551 


Homo sapiens hypothetical protein FLJ21432 (FLJ21432), mRNA 


NM 021830 


Homo sapiens chromosome 10 open reading frame 2 (C10orf2\ mRNA 


NM 017972 


Homo saniens hvnothetical nrotein FLJ20689 (TLJ20689} mRNA 


NM__020398 


Homo saniens serine nrotease inhibitor-like with Kunit7 and WAP domains 1 
(eppin) (SPINLW1), mRNA 


NM 020637 


Homo sapiens fibroblast growth factor 22 (FGF22), mRNA 


NM 019113 


Homo saniens fibroblast erowth factor 21 fFGF21^ mRNA 


NM 017926 


Homo sapiens hypothetical protein FU20689 (FLJ20689), mRNA 


NM 016444 


Homo sanipns 7"inr. fintrpr nrntein 99fi f < 7TsTR99^\\ mP"W A 


NM_015966 


Homo sapiens serologically defined breast cancer antigen 84 (SDBCAG84), 
mRNA 


NM 015919 


Wfimn earn ptiq 'zinp fincxpr rrrntpin 99 A /7 r WT799/ : \\ mPXTA 


"MM 01S474 


xioiiio bd.picns> o/\ivi aoniain ana tiu aomain, i ^oaivutiji ), mKXSA 


NM 007096 


nuiuu bdpicnh L-idinnn, iigni poiypepiiae ^ixaj ^jl-iaj, xranscnpi variant Dram- 
specific, mRNA 


NM 002007 

■M1YX \J\J £*\J\J 1 


iiuinu aapiciid iiuiuuiaoL gruwui laviur ^nepdnn becrciory uansionning proiein 
1 ICanosi sarenma nnrftffpnp^ fFfrF4A mRNA 

X, AVClJJVJol oui vVJllla UllWgGlIGy ^± vJX IliXVJL ixV 


NM 001833 


Homo saniens clatlrrin liobt nnlvnpfvHHp Ci ^CT TA^ trsmcrrmt variant 

nonbrain mRNA 


NM 022143 


Homo saniens NAG14 nrotein fNAG14^ mRNA 


NM 005292 


Homo saniens G nrotein-counled recentor 18 fGPRl 8^ mRNA 


NM 001371 


Homo saniens dvnein. axonemal heaw nolvnentide 8 fDNAH8^ mRNA 


NM 012276 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
TM domain), member 4 (1LT7), mRNA 


NM 012092 


Homo sapiens inducible T-cell co-stimulator (ICOS), mRNA 


NM 032447 


Homo saniens fibrillin3 rKIAA1776^ mRNA 


NM 024017 


Homo saniens homeo box B9 fHOXB9^ mRNA 


NM 019558 


Homo sapiens homeo box D8 (HOXD8), mRNA 


NM 032379 


ffnmft sanipnQ ovnantntaomin-lilrp 9 ^SVTT 9"\ trnnenri-nt xror-ior>t K ml? "NT A 
AAvriiiv/ oajjitno o^liapLUulglll-UI-lllVC x- x li^Z>y, LialloUIipi VdXlallL U, IIlxvLNA 


NM 024690 


Homo sapiens mucin 16 (MUC16), mRNA 




nomo b dpi ens gdrnma-aminoDuiync acia receptor, tneta ^vjajdK^, 
mRNA 


NM 0144S9 


xiuinu bdpient> rumor necrosis iactor rccepxor superiamiiy, memoer L 1 


NM 006242 


xxuiuu oapicilo piULClll pilUopixaUloC 1, ICguiaLUry oUDUTLlL JJJ ^rrrli\jl/J, miviN/V 


NM 006545 


xrxuniv^ oapiciio llUiliUlUgUUb iu ycaoL ilxlxugcil pcilllCiloC f CdJlUItlaLC lUIuOr 

sunnressor'i fNPR2T ^ mRNA 


NM 005398 


Homo sanipns nTfitpiti nhncmViatasp 1 rf*cr\\\fktt\r\/ finViihitrkr^ ciiVin-nit 

fPPPlR3Q mRNA 


NM_006645 


Homo sapiens serologically defined colon cancer antigen 28 (SDCCAG28), 
mRNA 


NM 032800 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mRNA 


NM 004265 


Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 


NM 013402 


Homo sapiens fatty acid desaturase 1 (FADS1), mRNA 


NM 031428 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mRNA 


NM 025243 


Homo sapiens solute carrier family 19, member 3 (SLC19A3), mRNA 


NM 024411 


Homo sapiens prodynorphin (PDYN), mRNA 


NM_007368 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 3 
(lhs(l,3,4,5)P4-bindinfi protein) (GAP1IP4BP), mRNA 


NM 003912 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 
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NM 015984 


Homo sapiens ubiauitin C-terminal hydrolase UCH37 fUCH37* mRNA 


NM 016109 


Homo sapiens angiopoietin-like 4 (ANGPTL4), mRNA 


xNlYX JU 


Hnmn saniens mvotuhularin related nrotein 2 fM l"MR2i mRNA 

XXUHlv/ QClL/lwllO IXIJ'I/IUISU.ICUIXI 1 vlUlvU J^l \J IV 111 .£» yiYX X lTXXVX#y j 111J.V4.1XX • 


NM_006667 


Homo sapiens progesterone receptor membrane component 1 (PGRMC1), 
mRNA 

iixixi irv 




Homo saniens nuclear recentor en-renressor 2 fNCOR2 1 mRNA 


NM 006320 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 
mRNA 


NM 000441 


Homo sapiens solute carrier family 26, member 4 (SLC26A4), mRNA 


NM 0329QS 


Hnmn saniens Rho Diianine nucleotide exchange factor fGFFi 4 fARHGEF4i 

1XVJ1HV/ oAUlvllS XVI 1W glKUllllw UUUlvU LIViw VjVvlltlllgw luwkvl ^VJXjX J » ^illvi X VJ XjX ~Jj 

transcript variant 2, mRNA 


NM 015390 


Hnmn saniens Rbn oiianine nuplentidp pxchanjyp factor (OFFi 4 fARHOEF4i 

XXU111U OdL/lCllo XY11VS ^UCllllllV HIXwlWUllU& WAvUullgW XdwlVil ^VJ i—iX. J i ^lUU J. VJ 1—/X ' J y 

transcrint variant 1 mRNA 

IX CUXoVl IjJ k YCU.1CU11 1, 1 1 IX VI. 1 XV 


NM 014448 

lllYX V/ l*T fc T*TO 


Homo saniens Rho tmanine exchange factor (GEFi 16 f ARHGEFI61 mRNA 


NM 00^5 

lilVX \J\JJ^J*t 


Homo saniens Rho tnianine nucleotide exchange factor fGFFi 5 CARHGEF5 1 

IXvlllv OttUlvllg XVLllr KUHI 111 IV llUviwllUv VAVIKUlgw luv 11/ 1 1 \JJU1 / */ WuulVJlJl «/ #j 

mRNA 


NM_004723 


Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 2 (ARHGEF2), 
mRNA 


NM 004706 


Homo saniens Rho euanine nucleotide exchange factor (GEF^ 1 (ARHGEF1 1 
mRNA 


NM 001031 


Homo sapiens ribosomal protein S28 (RPS28), mRNA 


NM 001030 


Homo saniens ribosnmal nrotein S27 fmetallonanstimulin 1^ fRPS27i mRNA 

± X\Jlll\J OCL^J IVsXIO 1 lUwOVJllldl piUlLUl KJX* 1 ^lll^ L011VJ|J<UlOtllllUllll 1 J ^JLVJL Ui< / ^ j ItlXVJLl^TV 


NM 001029 

l^llVX \/\/ 1V«>7 


Homo saniens ribosomal nrotein S2fi (RPS26i mRNA 

XXVslllV/ OClL/lt/llO 11UUJU1UU1 UiUlvlil LJ£*\J ll\l \J4*\J Jy illlM 14 X 


NM 002913 


Homo saniens renlication factor C (activator 1 1 1 (145kDi fRFCl^ mRNA 

JLiUliiv gu|^iwiio ivpiivuuviii luviui v«» yi*v ki v t* wi xj x y^x~*sJAj~s j ^/ x jy iiu.\x i* ». 


NM_005685 


Homo sapiens GTF2I repeat domain-containing 1 (GTF2IRD1), transcript 
variant 2, mRNA 


NM 0051 17 

1^1 1YX V/V/J 11/ 


Homo saniens fibroblast growth factor 19 (FGFlQi mRNA 

1 XVJlllvJ OALJl&llO XlL/lVUlAov glUWUI IdvlUl xs \x VJX XSJy 111XV1 t XV. 


NM 001363 


Homo saniens dvsWeratnsis concxenita 1 dvskerin rOTCC!! i mRNA 

XXvllXlv OQJJlwllO Uj> CllVJOlO VvFllgwllLa 1 j UJTO^wllll ^1/1V\> 1 J j 11U.V1 1 n 


NM 005765 


Homo saniens ATPase H+ fransnorrinff lvsosomal (vacuolar nroton numni 
membrane sector associated protein M8-9 (APT6M8-9), mRNA 


NM 001848 


Hnmn saniens pollacxen tvnp VT alnba 1 (COT 6A1 i mRNA 
xxuiiiu odL/iviio U'Jliagt'lij ijrjjv v x, alalia i yKs\sxj\jrx i j 9 iiixvi ^cxi. 


NM 004932 


Homo sapiens cadherin 6, type 2, K-cadherin (fetal kidney) (CDH6), mRNA 


NM Oft S" 671 


IxOITiO SdpiCIlo oOlULC Ldli 1CL lallUiy Z^J ^IXULULnUIlUllal OoillCl, uldVCo UlbCiioC 

antoatrriaen i mpmbpr 16 ^ST r , 95A1fii nuclear pene encoding mitochondrial 

dUlVJCuJlllg^ll Ij llldllU&i 1U 1 JL/vXrJA L\J Jy llUwl&CU &&X1W wllvUUlllg IXXllVfwXIUllUl lul 

nrotein mRNA 


NM 032943 


Homo saniens svnantotapmin-HVe 2 fSYTI\2i transcrint variant a mRNA 

11U111U OCl^/lwll3 iDjllfX^J tV/UiglllXLl 1 lAv A« V** * J> UUlWviipi T lUU^ UUVl lii 


NM 006932 


Homo saniens smoothelin TSMTNi mRNA 

XX\JIXX\J OUpiVllO OIUVUUIVIUI y^k-/XTA All UUu IX*. 


NM_000411 


Homo sapiens holocarboxylase synthetase (biotin-[proprionyl-Coenzyme A- 
carboxvlase rATP-hvdrolvsinp^l lieasei fHLCS'l mRNA 

vol UUAj luOW yrill lljrlAlwlJf Olllgyj llgOOwy ^1 1 1 <V>LJ uuvLiii. 


NM 010777 

XllVX \JJ\J ill 


Hnmn saniens solute carrier familv 7 ffacilitatpd fflucose tran snorter i member 10 

XJLUiliu oupiV/iio ouiuit vcuiiC'i xaiixiijr ^lotiuuii^u giuvuo^ u oxiol/vi w»xj j iiiviiiuv^i *v 

(SLC2A10),mRNA 


NM ft??R n 7 


Hnmn sanipns R AN binrlina nrotpin 1 7 fR ANRP1 7 1 mRNA 


NM 01 ^"30 


Tlrt-mn canipnc apHvifv-Hpt^RnHpnt T>pitmT*mtpptnT* I A Tj^J"P i tnTJN^A 
XlUIliU oapiCllo aL-ll VlLy~U.cpcJUUClll. llCUlupivltwUlV/l ^xt-L/inx j t I i lXVl > A 


NM 015024 


Homo sapiens RAN binding protein 16 (RANBP16), mRNA 


NM 022046 


Homo sapiens kallikrein 14 (KLK14), mRNA 


NM_020041 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 9 
(SLC2A9), mRNA 


NM 019851 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA 


NM 019555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), 
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mRNA 


NM 006989 


Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), mRNA 


NM 006568 


Homo sapiens cell growth regulatoiy with ring finger domain (CGR19), mRNA 


NM 004841 


Homo sapiens RAS protein activator like 2 (RASAL2), mRNA 


NM 004115 


Homo sapiens fibroblast growth factor 14 (FGF14), mRNA 


NM 003244 


Homo sapiens TGFB-induced factor (TALE family homeobox) (TGIF), mRNA 


NMJ)07285 


Homo sapiens GABA(A) receptor-associated protein-like 2 (GABARAPL2), 
mRNA 


NM 006047 


Homo sapiens RNA binding motif protein 12 (RBM12), mRNA 


NM 032588 


Homo sapiens ring finger protein 28 (RNF28), mRNA 


NM 030766 


Homo sapiens apoptosis regulator BCL-G (BCLG), mRNA 


NMJH2788 


Homo sapiens Purinergic receptor P2Y, G protein-coupled, 12 (P2RY12), 
mRNA 


NM 015641 


Homo sapiens testis derived transcript (3 LIM domains) (TES), mRNA 


NM 018144 


Homo sapiens Sec61 alpha form 2 (FLJ 10578), mRNA 


NM 032015 


Homo sapiens ring finger protein 26 (RNF26), mRNA j 


NMJH4713 


Homo sapiens lysosomal-associated protein transmembrane 4 alpha 
(LAPTM4A), mRNA 


NM 020415 


Homo sapiens found in inflammatory zone 3 (FIZZ3), mRNA 


NM 020358 


Homo sapiens ring finger protein 18 (RNF18), mRNA 


NM_005882 


Homo sapiens macrophage erythroblast attacher (MAEA), mRNA 


NM_0 16523 


Homo sapiens killer cell lectin-like receptor subfamily F, member 1 (KLRF1), 
mRNA 


NM 014141 


Homo sapiens contactin associated protein-like 2 (CNTNAP2), mRNA 


NM_006862 


Homo sapiens tudor and KH domain-containing protein (TDRKH), mRNA 


NM 006779 


Homo sapiens Cdc42 effector protein 2 (CEP2), mRNA 


NM 006292 


Homo sapiens tumor susceptibility gene 101 (TSG101), mRNA 


NM 006449 


Homo sapiens Cdc42 effector protein 3 (CEP3), mRNA 


NMJ)02558 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 1 (P2RX1), 
mRNA 


NM 006712 


Homo sapiens FAST kinase (FASTK), transcript variant 1, mRNA 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript variant 2, mRNA 


NM 025096 


Homo sapiens FAST kinase (FASTK), transcript variant 3, mRNA 


NM_003852 


Homo sapiens transcriptional intermediary factor 1 (TIF1), mRNA ! 


NM 003770 


Homo sapiens keratin, hair, acidic, 7 (KRTHA7), mRNA 


NM 021013 


Homo sapiens keratin, hair, acidic, 4 (KRTHA4), mRNA 


NM_004068 


Homo sapiens adaptor-related protein complex 2, mu 1 subunit (AP2M1), 
mRNA 


NM__006803 


Homo sapiens adaptor-related protein complex 3, mu 2 subunit (AP3M2) 
mRNA 


NM 005498 


Homo sapiens adaptor-related protein complex 1, mu 2 subunit (AP1M2) 
mRNA 


NM 032981 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant zeta, mRNA 


NM 032980 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant epsilon, mRNA 


NM 032979 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant gamma, mRNA 


NM 032978 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant beta, mRNA 


NM 032975 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant alpha, mRNA 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN3, mRNA 


NM_001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 


NM 001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN1, mRNA 


NM 001026 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 2, mRNA 


NM 033022 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 1, mRNA 
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NM 024416 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 

Tfni*i Qtrf 9 nriR^tf A 
vol lain z. , iiirviN 


NM_033014 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 

variant 1 Tn"R Nr A 

VOL 1CU.1L 1, llLLVl l/l. 


NM 014057 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 

Vol lall L J, llU\l>A 


NM 016152 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 2, mRNA 


i>ivi \j\j\jy oj 


nomo Sapiens reunoic acid receptor, oeia ^jvnJvDj, transcript variant i, itllvLN/v 


NM 032977 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant u, mi\iN/\ 


NM_032976 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
uanscnpi vanani t^, miNjN/v 




riomo sapiens caspase iu, apoptosis-reiateu cysteine proxease (LAor luj, 

UonSwiipt Vol lall L X3j IIllvlNrv 


NMJ)01230 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 

LlallSi/Iipi Vol lain rv, UlXvlNrV 


NM 019QQ9 


xionio sapiens caspase o, apoptosis-reiateu cysteine protease ^Aoroj, transcript 

variant Jipta mU^TA 
vol loin ueia, iiiiviN/x. 


NM 001976 


numu sapiens easpase o, apopiosis-reiaiea eysicinc pro lease ^LAoroj, transcript 

variant alWhn nVRXTA 1 
voiioiii aipiia, iiiiviN r\. { 


NM 033133 

UJJ1JJ 


xiuiiiu oapiciio z. ,j -i/jri/iiLr iiiiv/icuiiuc j piiuspiiuuieMeiabe ^v^injtj, niivrN/\ 


NM 033125 


Unmn cnnipnQ rvr cranio parirvn tran crw"»rf"pr fYKTTl 1 ffYKTT^I 1 mPMA 
xxuinu oapisiio vjigaiiiu uauuu uaiibpuilCi VJIVD i ^uxsjji ^, lllXviNxv 


NM 020349 


TTrnnn Qanipnc anlrvrin rRTiPat Hnmairi 0 fctrptnh rpennncurp mncr>1 f AXTIf PPIO^ 

xjLuinu oapiciio aiuvyiiii repeal uuiiiaiii z. ^oucilli respunsivc inuscicj ^/vlNJSJSJL'Z ) 3 
mRNA 


NM 000540 


Homo sarjiens ryanodine reeentnr 1 f skeletal*^ fRYTl 1^ ml? "MA 


NM 016930 


Homo sapiens syntaxin 1 8 (STX1 8), mRNA 


NM 014808 


Homo sapiens KIAA0793 gene product (KIAA0793), mRNA 


NM 005428 


xxKJiwj oapiviio vav i wiiuugciic ^ v av 1^, iiixvii/A. 


NM 005747 


Homo sapiens elastase 3 A, pancreatic (protease E) (ELA3 A), mRNA 


NM 000922 


Homo sapiens phosphodiesterase 3B, cGMP-inhibited (PDE3B), mRNA 




xiomo sapiens /vuvj-yu protein (AUvj-yu j, mKJN a 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM 015001 


Homo sapiens SMART/HDAC1 associated repressor protein (SHARP), mRNA 


JNM_Uizyo4 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 4, 

— TJXT A 


NM 032983 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 3, 
mRNA 


NM 032982 


. Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor j 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 1, 
mRNA 


NM_032957 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 

^TTsIFT? QT7£R\ trancprinf variant 1 mP M A 

ViiNrivoroiDj, transenpt vanant i, iiuvina j 


NM_032945 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68C, mRNA 


NM_001224 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NM 015647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor (Hgand) superfamily, member 1 1 
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fTNFSFIIi iTanscrint variant 2 mRNA 

^ X i^IX? ur 1 1 )y IXtUlDvXlJJl V CXI 1 dill X< j XXXXXXixX. 


NM 00/3701 


Uotnn saniens tirmor nperosis factor flipand^ sunerfamilv member 1 1 

XXUIHU OdUlVLLO IIXXX1C.1 XXtA/XUOld Auwlvl \ O / OVA^/V/Jl XCUXXlXJr , XXlVIXXL/wX 1 X 

(TNFSF11), transcript variant 1, mRNA 


NM 00S409 


TTnmn Qaniptnz omall in Hum* hip cvtnlrine subfamilv R f f"!vs-X-Ovs^ member 1 1 

XXUIHU oapivlio Oil loll IXXlXUvlUl^ vjf lAJAXllw k)U.L/xaxiXXlJr XJ ^WjrO j\.^*sjOJj XXXWXXXV/t«x x x 

(SCYBlD.mRNA 


iNxvl UUJVJJ 


TTnmo canienc nolvmpraQP fRNA^ rnitophnnnVial fTiNA direetpd^ fPOT RlWTl 
Xxl/lUv oajJlCilo iyuijrlilCl<*ov \xvlii».y ixxllUwixuutxiiax yx/iin uiiwwiwu^ ^x wx^xvlyx x 

nuclear gene encoding mitochondrial protein, mRNA 


lNlVx__y 1/ Of 0 V 


PTntno canipnc traTicrTrntirvn tprtYri nation factor mitochondrial flVTrhRF^ nuclear 
nuiliu oapicilb uiollo^ixpuuii iciiiiuiaiiuii lavivx, xixiiuvxii/iiixiKix ^xyxxj-tXxx j t iiui/iwu 

gene encoding mitochondrial protein, mRNA 


INIYI U v IjUJ 


TTrtmn canipnc r*laiiHin A. ( TYM4^ nnRNA 
XxUxuU oaplCxlo vlaUUxll *t ^V_/J_rX^rN*t J } lli[SJ.>/\ 


NM 032996 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 

variant hpta mRNA 
yaiioxxi utici, xxxxxii.xx 


NM 001229 


HAmn sanipns casnasp Q anontosis-rplafpd cvsteine nrotease fC!ASP9^ transcrint 
variant aloha niRNA 


NM_004346 ! 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant alpha, mRNA 


NM 032991 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant heta, mRNA 

YCUXOXXV UVW*, 1 1 JUL \_1 li I 


NM_033057 


Homo sapiens olfactory receptor, family 2, subfamily B, member 2 (OR2B2), 
mRNA 


NM 033051 


Homo sapiens thymic stromal co-transporter (TSCOT), mRNA 


NM ftnOAR 


xlUIIlU aapiCllo A wlUUlxiUoUIIlC ICglUIi, LailUlUalv 1 ^rAV^Rl J } iiusiyxx 


NM_033007 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 

/TYFFPAP^ francrrint variant V mRNA 
\L/M-/I/\^x\x J 9 Li aliol>i 1U L vol lain xz>, liiiVIN/A. 


NM OT3006 


UAmft canipnc dpath f*€F( x c > tnr fllampnt-finrrnino' f pH-4-ItItp nnnntocic nrntpin 
xxvjiiiu oaLJiviio uwaui tiitwiui xuauiviii'xuiiiiiiig \>vu™t iijvv ajJULJLUoio jjiulc-iii 

(DEFCAP i transcrint variant D mRNA 


NM 033005 


Hnmo ^aniens death pffector filament-forminff Oed-4-like anontosis nrotein 
(DEFCAP), transcript variant C, mRNA 


NM 0S1004 


Hftmo QanienQ dpath effectnr filamPTit-fhTTninjy t^pd-4-lik'e anontosis nrotein 

11U1UU oaUILllO \S\sCL Lil bllbwlUl XI1CUX1WX1L XUXllXlllg V-/wU^^ 11IW Cl^JVJ^J LUJl J L/l \J Lwill 

(DKFCAP i transcrint variant A mRNA 

yXSX^X V^iJUL Jf IX AXiOVfXX^/V V OX 1CUJ.U ilj XlXXXXlxV 


NM 014922 


Homo sanipns death pffentor filampnt-formintr Cled-4— lilce anontosis nrotein 
(DEFCAP), transcript variant B, mRNA 


NM 000088 


Homo sapiens collagen, type I, alpha 1 (COL1 Al), mRNA 


NM 019105 


Homo saniens tenascin XB fTNXB^ transcrint variant XB mRNA 


NM 033036 


Homo sapiens beta-galactose-3-O-sulfotransferase 3 (GAL3ST2), mRNA 


NM 033029 


Homo saniens leishmanolvsin-like rmetalloneotidase M8 familvi fLMLNi. 
mRNA 


NM 033028 


Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mRNA 


NM 021807 


Homo sapiens secretory protein SEC8 (SEC8), mRNA 


NM 020137 


Homo sapiens GRJP-associated protein 1 (GRASP 1), mRNA 


NM 015133 


Homo saniens mitocen-activated nrotein kinase 8 interacting nrotein 3 
(MAPK8IP3), mRNA 


NM 014006 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMG1), mRNA 


NM 021914 


Homo sapiens cofilin 2 (muscle) (CFL2), mRNA 


NM 032520 


Homo sapiens hypothetical protein CAB56184 (CAB56184), mRNA 


NM 032923 


Homo sapiens hypothetical protein MGC16025 (MGC16025), mRNA 


NM 032917 


Homo sapiens hypothetical protein MGC2848 (MGC2848), mRNA 


NM 032868 


Homo sapiens hypothetical protein FU1498 1 (FLJ1498 1), mRNA 


NM 032862 


Homo sapiens hypothetical protein FLJ14926 (FLJ14926), mRNA 


NM 032801 


Homo sapiens hypothetical protein FU14529 (FLJ14529), mRNA 


NM 032753 


Homo sapiens hypothetical protein MGC15631 (MGC15631), mRNA 


NM 032737 


Homo sapiens hypothetical protein MGC2721 (MGC2721), mRNA 
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NM 032668 


Homo sapiens hypothetical protein MGC4771 (MGC4771), mKNA 


NM 032503 


Homo sapiens G protein-coupled receptor sit (SLT), mRNA 


NM 032377 


Homo sapiens hypothetical protein MGC4549 (MGC4549), mRNA 


NM 032326 


Homo sapiens hypothetical protein MGC46 1 8 (MGC46 1 8), mRNA 


NM 032306 


Homo sapiens hypothetical protein MGC10974 (MGC10974), mRNA 


NM 032281 


Homo sapiens hypothetical protein DKFZp547J036 (DKFZp547J036), mRNA 


NMJ) 15650 


Homo sapiens microtubule-interacting protein that associates with TRAF3 (MIP- 
T3), mRNA 


NM 031487 


Homo sapiens hypothetical protein MGC4604 (MGC4604), mRNA 


NM 031470 


Homo sapiens junctional adhesion molecule 3 (JAM3), mRNA 


NM 031304 


Homo sapiens hypothetical protein MGC4293 (MGC4293), mRNA 


NM 031213 


Homo sapiens hypothetical protein MGC:5244 > (MGC:5244), mRNA 


NM 031208 


Homo sapiens hypothetical protein DKFZp566J2046 (DKFZP566J2046), mRNA 


NM 030924 


Homo sapiens hypothetical protein PRTD-NY3 (PRTD-NY3), mRNA 


NM 030824 


Homo sapiens hypothetical protein FIJI 4356 (FLJ14356), mRNA 


NM 030631 i 


Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), 
member 21 (SLC25A21), mRNA 


NM 024571 


Homo sapiens hypothetical protein FU22940 (FLJ22940), mRNA 


NM 025015 


Homo sapiens KIAA0417 gene product (KIAA0417), mRNA 


NM 024103 


Homo sapiens hypothetical protein MGC2615 (MGC2615), mRNA 


NM 030578 


Homo sapiens hypothetical protein MGC4093 (MGC4093), mRNA 


NM 014015 


Homo sapiens MYLE protein (MYLE), mRNA 


NM 025094 


Homo sapiens hypothetical protein FU22184 (FLJ22184), mRNA 


NM 025078 


Homo sapiens hypothetical protein FLJ22378 (FLJ22378), mRNA 


NM 025061 


Homo sapiens hypothetical protein FLJ23420 (FLJ23420), mRNA 


NM 024967 


Homo sapiens hypothetical protein FIJI 1637 (FIJI 1637), mRNA 


NM 024898 


Homo sapiens hypothetical protein FU22757 (FLJ22757), mRNA 


NM 024877 


Homo sapiens hypothetical protein FLJ13265 (FLJ13265), mRNA 


NM 024726 


Homo sapiens hypothetical protein FU22527 (FIJ22527), mRNA 


NM 024719 


Homo sapiens hypothetical protein FLJ22474 (FIJ22474), mRNA 


NM 024600 


Homo sapiens hypothetical protein FLJ20898 (FLJ20898), mRNA 


NM 024508 


Homo sapiens hypothetical protein MGC10796 (MGC10796), mRNA 


NM 024341 


Homo sapiens hypothetical protein MGC4054 (MGC4054), mRNA 


NM 024064 


Homo sapiens hypothetical protein MGC5363 (MGC5363), mRNA 


NM 024029 


Homo saniens hvDothetical nrotein MGC3262 fMGC3262^ mRNA 


NM 023078 


Homo sapiens hypothetical protein FU13852 (FLJ13852), mRNA 


NM 023076 


Homo sapiens hypothetical protein FU23360 (FLJ23360), mRNA 


NM 022842 


Homo QsmienQ hvnnthpfical nrotein FT T22969 fFT T229691 mRNA 

IXwlllU d&piCllo lljr LJULllvlXvAl pi V/ IV* ill X XjJ ^1LJM7U7J) XUXVxXjI. 


NM 022737 


Hnmn Qanipn<? hvnnthprtral nrotein FT Tl^OSS fFT Tl^O^S i mRNA 


"NM 022459 


llnmn canipnc Tn\mntViR+if*fl1 nrAtpin T^T T1 ^C\Af\ ciirnlnr tn PYnnrHn 4" TTTA A 1 791 

XXUlllU is dUl CI la liy UULllCLlL'al pi vltiil X IJUtU ollllllal WJ CApui 1111 *tj IVXTini 1 £*x 

nr ^FT T1 304fTl mRNA 


NM 0224^7 

XV 1VX UAAtJ / 


TTrvmn carnpnc ATP-TrinHino - p.fl^QPttp ^iih-fflrmlv C\ fWTI ITP^ mprnhpr 8 fotprolin 

XXUIXXU oaUlCllS t\. X X "l/lXIUlllg vaoOvUVj oUU lCUIiiljr VJ ^YYXXXXU^) IXldllUd O \Otl/l VS1JUL1 

2}fABCG8 > > mRNA 


NM 022135 


Homo sapiens popeye protein 2 (POP2), mRNA 


NM_022066 


Homo sapiens likely ortholog of mouse ubiquitin-conjugating enzyme E2-230K 
(E2-230K), mRNA 


NM 015480 


Homo sapiens nectin 3 (DKFZP566B0846), mRNA 


NM 004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIP 10), mRNA 


NM 003589 


Homo sapiens cullin 4A (CUL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM 020129 


Homo sapiens placental protein 13-like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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NM 020224 


Homo sapiens hypothetical protein DKFZp5470146 (DKFZp5470146), mRNA 


NM 019064 


Homo sapiens hypothetical protein (FU10832), mRNA 


NM 019012 


Homo sapiens phosphoinositol 3-phosphate-binding protein-2 (PEPP2), mRNA 


NM 018635 


Homo sapiens hypothetical protein PRO2900 (PRO2900), mRNA 


NMJH8687 


Homo sapiens hepatocellular carcinoma-associated gene TD26 (LOC55908), 
mRNA 


NMJH8441 


Homo sapiens peroxisomal trans 2-enoyl CoA reductase; putative short chain 
alcohol dehydrogenase (HSA250303), mRNA 


NM 018645 


Homo sapiens hypothetical protein HES6 (HES6), mRNA 


NM 017967 


Homo sapiens hypothetical protein FLT20850 (FLJ20850), mRNA 


NM 017914 


Homo sapiens hypothetical protein FLF20640 (FLJ20640), mRNA 


NM 017905 


Homo sapiens hypothetical protein FLJ20623 (FLJ20623), mRNA 


NM 017722 


Homo sapiens hypothetical protein FLJ20244 (FU20244), mRNA 


NM 017668 


Homo sapiens LIS 1 -interacting protein NUDE1, rat homolog (NUDE1), mRNA 


NM 017616 


Homo sapiens hypothetical protein FLJ20004 (FU20004), mRNA 


NM 018185 


Homo sapiens hypothetical protein FU10704 (FU10704), mRNA 


NM 018074 


Homo sapiens hypothetical protein FU10374 (FLJ10374\ mRNA 


NM 018057 


Homo sapiens homolog of rat orphan transporter v7-3 (NTT73), mRNA 


NM 018049 


Homo sapiens hypothetical protein FLJ10297 (FLJ1 0297); mRNA 


NM 018028 


Homo sapiens hypothetical protein FIJI 021 1 (FU1021 1), mRNA 


NM 018000 


Homo sapiens hypothetical protein FLF101 16 (FLJ101 16), mRNA 


NM 016510 


Homo sapiens putative selenocysteine lyase (SCLY), mRNA 


NM_016434 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 2 F mRNA 


NM 016289 


Homo sapiens M025 protein (LOC51719), mRNA 


NM_016264 


Homo sapiens GIOT-2 for gonadotropin inducible transcription repressor-2 
(GIOT-2),mRNA 


NMJ)16149 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 
mRNA 


NMJH5897 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 
mRNA 


NM 016581 


Homo sapiens ECSIT (LOC51295), mRNA 


NM 016479 


Homo sapiens hypothetical protein (LOC51246), mRNA 


NM_016474 


Homo sapiens hypothetical protein (LOC51244), mRNA 


NM_016094 


Homo sapiens HSPC042 protein (LOC51122), mRNA 


NM 015942 


Homo sapiens CGI-12 protein (LOC51001), mRNA 


NM_016475 


Homo sapiens hypothetical protein (HSPC213), mRNA 


NM_0 16457 


Homo sapiens protein kinase D2 (PKD2), mRNA 


NM 016111 


Homo sapiens KIAA0683 gene product (KIAA0683), mRNA 


NM 014049 


Homo sapiens NPD002 protein (NPD002), mRNA 


NM 014963 


Homo sapiens KIAA0963 protein (KIAA0963), mRNA 


NM 015571 


Homo sapiens SUMO- 1 -specific protease (SUSP1), mRNA 


NM 014789 


Homo sapiens KIAA0628 gene product (KIAA0628), mRNA 


NM 014714 


Homo sapiens KIAA0590 gene product (KIAA0590), mRNA 


NM_0 14758 


Homo sapiens KIAA0254 gene product (KIAA0254), mRNA 


NM 014065 


Homo sapiens HT001 protein (HT001), mRNA 


NM 014170 


Homo sapiens HSPC135 protein (HSPC135), mRNA 


NM 015462 


Homo sapiens DKFZP586L0724 protein (DKFZP586L0724), mRNA 


NM 015642 


Homo sapiens zinc finger protein 288 (ZNF288), mRNA i 


NM_015493 


Homo sapiens DKFZP434N161 protein (DKFZP434N161), mRNA 


NM 014446 


Homo sapiens muscle-specific beta 1 integrin binding protein (MIBP), mRNA | 


NM 013314 


Homo sapiens B-cell linker (BLNK), mRNA 
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NM 007086 


Homo sapiens AND-1 protein (AND-11 mRNA 


NM 006701 


Homo sapiens similar to S. pombe diml+ (DM1), mRNA 


NM 006300 


Homo sapiens zinc finger protein 230 (ZNF230), mRNA 


NM 006477 


Homo sapiens RAS-related on chromosome 22 (RRP22), mRNA 


NM 006087 


Homo sapiens tubulin, beta, 5 (TUBB5), mRNA 


NM 006056 


Homo sapiens G protein-coupled receptor 66 (GPR66), mRNA 


NM 005815 


Homo sapiens Krupoel-tvoe zinc finger CC2H2^ (7KW mRNA 


NM_005817 


Homo sapiens cargo selection protein fmannose fi nhosnhatp r^rpntar KinHino 
protein) CTIP47), mRNA 


NM 005801 


Homo sapiens putative translation initiation factor (SUI1), mRNA 


NM_005837 


Homo sapiens POP7 (processing of precursor S cerpvisiap^ homnlna fi?PP7fft 
mRNA 


NM 005776 


Homo sapiens cornichon-like (CNIL) ? mRNA 


NM_004970 


Homo sapiens insulin-like growth factor binding protein, acid labile subunit 
(IGFALS), mRNA 


NM 004945 


Homo sapiens dynamin 2 (DNM2), mRNA 


NM 004283 


Homo sapiens RAB3D, member RAS oncogene family (RAB3D), mRNA 


NMJ)04548 


Homo sapiens NADH dehydrogenase (ubiauinonel 1 beta subcomnlex 1 0 
(22kD, PDSW) (NDUFB10), mRNA 


NM 004124 


Homo sapiens glia maturation factor, beta (GMFB), mRNA 


NM 004877 


Homo sapiens elia maturation factor gamma (GMFG'l mRNA 


NM 004907 


Homo sapiens immediate earlv nrotein fETRlOl'l mRNA 


NMJ)04044 


Homo sapiens 5-aminoimidazole-4-carboxamide ribonucleotide 
formyltransferase/IMP cyclohydrolase (ATTC), mRNA 


NM_004315 


Homo sapiens N-acvlsohineosine amidohvdrolase Cacid ceramidasp^ TASATT^ 
mRNA 


NM_004846 


Homo sapiens eukarvotic translation initiation factor 4E-like 3 fFTFdFT ^ 
mRNA 


NM 003765 


Homo saoiens svntaxin 10 fSTXlOl mRNA 


NM_003110 


Homo sapiens Sp2 transcription factor (SP2), mRNA 


NMJKB113 


Homo sapiens nuclear antigen SplOO (SP100), mRNA 


NM 000543 


xiuixiu dapiciib bpiiiiiguiiiyciui pnuspnoui esterase i, acid lysosomal (aciu 
sohingomvel inase^ ( SMPD 1 ^ ml? N A 


NM_003072 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 

chromatin suhfamilva mpmhpr A fSK/TAPPAd.^ rnRMA 


NMJ)02807 


Homo Sapiens Tirotea^OmP fnrosomp marrnnniTi^ 9^^I ciVhnrnt nr\n ATPqcp 1 
oo^iviio piuiuaouiuv ^JiUouuic, LLia\*L\jyall±J LUu aUUUiilL, IlvJIl"/\ X x «SC, 1 

(PSMD1), mRNA 


NMJ)02704 


Homo sapiens pro-platelet basic protein (includes platelet basic protein, beta- 
thrombo globulin, connective tissue-activating npnti Hp TTT npntrnnHil-flrtivatino 
peptide-2) (PPBP), mRNA 


NM 000089 


Homo sapiens collagen, tvoe L aloha 2 (COL1 A2^ mRNA 


NM_001687 


Homo sapiens ATP synthase. H4- transporting mitochondrial F1 rorrrnlpx- Hplta 
subunit (ATP5D), mRNA 


NM 020168 


Homo sapiens p21(CDKNlA)-activated kinase 6 (PAK6), mRNA 


NM 032657 


Homo sapiens hypothetical protein MGC10442 (MGC10442), mRNA 


NM 032571 


Homo sapiens EGF-like module-containing mucin-like receptor EMR3 (EMR3), 
mRNA 


NM 032413 


Homo sapiens normal mucosa of esophagus specific 1 (NMES1), mRNA 


NM_015093 


Homo sapiens TAK1 -binding protein 2 (TAB2), mRNA 


NM 031947 


Homo sapiens ornithine transporter 2 (ORNT2), mRNA 


NM 005563 


Homo sapiens stathmin 1/oncoprotein 18 (STMN1), mRNA 


NM 024662 


Homo sapiens hypothetical protein FLJ10774 (FIJ10774), mRNA 
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NM_024637 


Homo sapiens beta-galactose-3-O-sulfotransferase, 4 (GAL3ST-4), mRNA 


NM 024617 


Homo <!anipn<! hvnntVietieal nrotein FT T1"?4f)Q CFI J1 34091 mRNA 


NM 020796 


Hntnn sanien*! Qema domain traTi^memhrane domain fTMi arid cvtonlasmic 
domain, (semaphorin) 6A (SEMA6A), mRNA 


NM 013283 


flfimo 9anipn<! mptninninp adprin^rvlTransfisraRG TT heta fMAT2R i mRNA 

XX\Jlll\J oapiVsllO lilt LllUJIXl tit' OUwllUojr lUallJltwl aov XX, Uvul \1XXlX X £*XJ Jy HUVllxl. 


NM 012231 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


MM" 09049 R 
INiVl UZUHZO 


xiomo sapiens lilz gene ^v^iivZ^, iiuvi>/\ 


INIVI UlJOOO 


nomo Sapiens ri\ aomain containing z, wiui zj.nx uunidui yr x\±jvri£ j, iiirvi>rv 


NMJU4771 


Homo sapiens 95 kDa retinoblastoma protein binding protein; KIAA0661 gene 
pro vi^JLf*/\oooi ^, nitviN/\. 


NM 014454 


Homo sapiens p53 regulated PA26 nuclear protein (PA26), mRNA 


xjy a 114/17 
iNlVl__Ul J'f'f/ 


nomo sapiens egi-mce moauie containing, rnuein-iiKv, normone receptor-iiite 
sequence 2 (EMR2), mRNA 




nomo sapiens lectin, gaiactosiae-omamg, soiuoie, o ^gaiecnn o) (jlo/vlooj, 
mRNA 


JNJVl UUOUjI 


nomo sapiens pencenuin z ^Kenonnj ^rLJN 1 zj, mruN a 


NM__022040 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 1 , mRNA 


NM_032464 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 4, mRNA 


NM_032463 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 2, mRNA 


NM_014146 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
Transcript variant j , nitxiNri 


NMJB1992 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
Transcript variant z, nu\iN/\ 


NM_006234 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 

/"DP\T"D9TN fmncm^nt irariartf q mVDXTA 

^rWj-fKZJ j, transcript variant a, mKiN/\ 




TTnmn com'pnc rtnlirmproop /TJX] A \ TT t 1 "YMF A r\ i Ti~»r"-+f>rl\ nAlimcmfi r\ e* T H 1 '21rT^'\ 

xiomo sapiens polymerase ^ivtNAj n ^ujna uirecieuj poiypepnQe j {i j.jjuj) 

^lULIviJ ^, tTanSUiipt Valiant D, IIHVlN/\ 


\T\yf fH9Q<;R 
inivi_u ozy j o 


jtioniu Sapiens poiyrnerase ^x\iN/\y u ^x^ina uireciea^ poiypeptiae j \l j.jdjj) 
(POLR2J), transcript variant c, mRNA 


lNlVi_vOZO:7H 


xioiiio sapiens poiyiuerasc ^ivlna^ xi ^x^in/\ airectea^ poiypeptiae ^ \j jIsUj 
(POLR2C), transcript variant alpha, mRNA 


MA/1 019040 


xiomo sapiens polymerase ^xvln/\j h ^jjin/v uirecteuj poiypepnae \p j&u) 
(POLR2C), transcript variant gamma, mRNA 


MN/T n^^oi 1 
INiVl vjjv 1 1 


xiomo sapiens plasminogen activator, tissue ^xlai j, uanscnpt variant j, nuviN/v 


NM 000931 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 2, mRNA 


JNJVl UUUyjU 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA 


NM_033013 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 3, mRNA 


NM 003889 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 1 , mRNA 


MM 09900? 


xioiiiu Sapiens nuwiear rcocpiui suuiaimiy i, group x, iiicinucr z ^iMvixz^, 
transcript variant 2, mRNA 


NM_022170 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 1, mRNA 


NM_032408. 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 2, mRNA 


NM_023005 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 1 , mRNA 


NM 001024 


Homo sapiens ribosomal protein S21 (RPS21), mRNA 
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NM 012138 


Homo sapiens apoptosis antagonizing transcription factor (DED), mRNA 


NM 016343 


Homo sapiens centromere protein F (350/400kD, mitosin) (CENPF), mRNA 


NM 032988 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 2, mRNA 


NM 032052 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 3, mRNA 


NM 032051 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 


NM 032050 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 2, mRNA 


NM 014323 


Homo ^anien^i Tine finder nrnfein 27fl f7NF278^ transerint variant 1 ttTRTJA 


NM_033003 


Homo sapiens general transcription factor IT, i (GTF21), transcript variant 5, 
mRNA 


NM 001518 


TTnmn <JHTvipn<5 frpnprsil tran^rtiTYHrvn fnptnr TT i (Cr \ V9Tl franQf^rint variant A 
xxuiuv oapiviio gciiciai ucuxovii^/uuu laviui xx ? i ^vj 11 ^>i/j utuioV/iiL/L v cumin *t, 

mRNA 


NM 033001 


Homo saniens general transcrintion factor IT i ( GTF2TI transerint variant 3 
mRNA 


NM 033000 


Homo saniens general transcription factor IL i ( G'YbIT) transcrint variant 1 
mRNA 


NM_032999 


Homo sapiens general transcription factor H, i (GTF2I), transcript variant 1, 
mRNA 


NM 002904 


Homo sapiens RD RNA-binding protein (RDBP), mRNA 


NM 002755 


Homo sapiens mito gen-activated protein kinase kinase 1 (MAP2K1), mRNA 


NM 012453 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, mRNA 


NM 006347 


Homo sapiens peptidyl prolyl isomerase H (cyclophilin H) (PPIH), mRNA 


NM 001631 


Homo sapiens alkaline phosphatase, intestinal (ALPI), mRNA 


NM 021151 


Homo sapiens carnitine O-octanoyltransferase (CROT), mRNA 


NM 005090 


Homo sapiens phospholipase A2, group IVB (cytosolic) (PLA2G4B), mRNA 


NM_000124 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 6 (ERCC6), mRNA 


NM 020157 


Homo sapiens otoraplin (OTOR), mRNA 


NM 018313 ; 


Homo saoiens nolvbromo 1 fPBH mRNA 

X AvilAV hmk/lVAlM if J A V/ X IX X-J X F j lliLVL 14 X 


NM 018165 


Homo saniens nolvbromo 1 (PBH mRNA 


NM 016503 


Homo saniens mitochondrial ribosomal nrotein 1730 (MRPI.^0^ mRNA 


NM 012139 


Homo saniens deafness locus associated nutative enanine nucleotide exchange f 
(DELGEF), mRNA 


NM 007061 


Homo saniens serum constituent nrotein fMSE55^ mRNA 


NM 005379 


Homo saniens mvnsrn TA fMYO! A^ nVR'NJA 


NM 000500 


Homo saniens cvtochrome P450 subfamilv XXIA f steroid 21-hvdrnxvlase 
congenital adrenal hvnemlasiaV nolvnentide 2 fCYP21A2^ mRNA 


NM 000063 


Homo sapiens complement component 2 (C2), mRNA 


NMJH4078 


Homo sapiens mitochondrial ribosomal protein LI 3 (MRPL13), mRNA 


NM 021134 


Homo sapiens mitochondrial ribosomal protein L23 (MRPL23), mRNA 


NM_020249 


Homo saniens a disinteerin-like and metallonro tease frenrolvsin tvne^ with 
thrombospondin type 1 motif, 9 (ADAMTS9), mRNA 


NM 018094 


Homo sapiens Gl to S phase transition 2 (GSPT2), mRNA 


NM 014180 


Homo sapiens mitochondrial ribosomal protein L22 (MRPL22), mRNA 


NM 014175 


Homo sapiens mitochondrial ribosomal protein LI 5 (MRPL15), mRNA 


NM 015385 


Homo sapiens SH3 -domain protein 5 (ponsin) (SH3D5), mRNA 


NM 006434 


Homo sapiens SH3 -domain protein 5 (ponsin) (SH3D5), mRNA 


NM 000135 


Homo sapiens Fanconi anemia, complementation group A (FANCA), mRNA 


NM 005656 


Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 


NMJ)21974 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide F (POLR2F), 
mRNA 


NMJ)04167 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 2, mRNA 
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NM_032965 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 3, mRNA 


NMJ)32964 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 1, mRNA 


NM 032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 2, mRNA 


NM 007057 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 1, mRNA 


NM 032997 


Homo saniens ZW10 interactor f ZWINT) transcrint variant 2 mRNA 


NM 003262 


Homo sapiens translocation protein 1 (TLOC1), mRNA 


NM 032470 


Homo sapiens tenascin XB (TNXB), transcript variant XB-S, mRNA 


NM 004166 


Homo saniens small inducible cvtnlrinp Qiihfamilv A fCvQ-fvQ^ mpmbpr 14 
(SCYA141 transcrint variant 1 mRNA 


NM 032963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
fSCYAM transcrint variant 3 mRNA 


NM 032962 


Homo saniens small inducible cvtolcmp snhfamilv A ^Ov^-CN/o^ mpTrThpr 14 
(SCYA14), transcript variant 2, mRNA 


NM 021219 


Homo sapiens iunctional adhesion molecule 2 (JAM2^ mRNA 


NMJH4456 


Homo sapiens nrocrammed cell death 4 (neonlastic transformation inhibitor^ 
(PDCD4), mRNA 


NM 004197 


Homo saniens serine/threonine kinase 19 TSTK19) transcrint variant 1 mRNA 


NM 007214 


Homo sapiens SEC63, endoplasmic reticulum translocon component (S. 
cerevisiae (SEC63L), mRNA 


NM 006808 


Homo sapiens protein translocation complex beta (SEC61B), mRNA 


NM_001028 


Homo sapiens ribosomal protein S25 (RPS25), mRNA 


NM 001022 


Homo sapiens ribosomal protein S19 (RPS19), mRNA 


NM 001021 


Homo sapiens ribosomal protein S17 (RPS17), mRNA 


NM_001020 


Homo sapiens ribosomal protein SI 6 (RPS16), mRNA 


NM 001018 


Homo saniens ribosomal nrotein S 1 5 CRPS 1 5^ mRNA 


NM 001017 


Homo sapiens ribosomal protein S13 (RPS13), mRNA 


NM 012423 


Homo saniens ribosomal nrotein LI 3a fRPT 1 1A^ rnRNA 


NM_002907 


Homo sapiens RecQ protein-like (DNA helicase QMike) (RECQL), transcript 
variant 1 mRNA 


NM_032941 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 

variant 9 tyVR^A 


NMJ)21128 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L (7.6kD) 
(POT R2T ^ mRNA 


NM 006233 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide I (14.5kD) 
fPOLRin mRNA 


NM 006232 


mRNA 


NM 002695 


(POLR2E), mRNA 


NM_004805 


Homo saniens nolvmerase fRNA^ IT (DNA directed^ nolvnentidp D fPOT Tl 
mRNA 


NM_000937 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide A (220kD) 
(POLR2A), mRNA 


NM 001987 


Homo sapiens ets variant gene 6 (TEL oncogene) (ETV6), mRNA 


NM 032973 


Homo sapiens protocadherin 22 (PCDH22), transcript variant c, mRNA 


NM 032972 


Homo sapiens protocadherin 22 (PCDH22), transcript variant b, mRNA 


NM_032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a, mRNA 


NM_020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


NMJ)22843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 2, mRNA 
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NM_032457 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant c 
mRNA 


NM_032456 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant b, 
mRNA 


NM_002589 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant a, 
mRNA 


NM 016580 


Homo sapiens protocadherin 12 (PCDH12), mRNA 


NMJ)32420 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 2, 
mRNA 


NM 032969 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant d, mRNA 


NM 032968 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant c, mRNA 


NM 032967 


Homo sapiens protocadherin 1 1 (PCDH1 i), transcript variant b, mRNA 


NM_032950 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 2, 
mRNA 


NM_024302 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 1, 
mRNA 


NM 006575 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 5 
(MAP4K5), mRNA 


NMJ)04635 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 3 
(MAPKAPK3), mRNA 


NMJJ02587 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 1, 
mRNA 


NMJ)04759 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
(MAPKAPK2), transcript variant 1 , mRNA 


NM_032960 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
(MAPKAPK2), transcript variant 2, mRNA 


NM 032515 


Homo sapiens Bcl-2-related ovarian killer protein-like (BOKL), mRNA 


NM 015166 


Homo sapiens KIAA0027 protein (MLC1), mRNA 


NM_001795 


Homo sapiens cadherin 5, type 2, VE-cadherin (vascular epithelium) (CDH5), 
mRNA 


NMJ)01794 


Homo sapiens cadherin 4, type 1 , R-cadherin (retinal) (CDH4), mRNA | 


NM 001793 


Homo sapiens cadherin 3, type 1, P-cadherin (placental) (CDH3), mRNA 


NM 001792 


Homo sapiens cadherin 2, type 1, N-cadherin (neuronal) (CDH2), mRNA 


NM 004360 


Homo sapiens cadherin 1, type 1, E-cadherin (epithelial) (CDH1), mRNA 


NM 006137 


Homo sapiens CD7 antigen (p41) (CD7), mRNA 


NM_005864 


Homo sapiens signal transduction protein (SH3 containing) (EFS2), transcript 
variant l,mRNA 


NM_032459 


Homo sapiens signal transduction protein (SH3. containing) (EFS2), transcript 
variant 2, mRNA 


NM_032107 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant II, mRNA 


NM_015478 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant I, mRNA 


NM 004318 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 1, mRNA 


NM 032468 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 2, mRNA 


NM 032467 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 4, mRNA 


NM 032466 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 3, mRNA 


NM 020164 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 


NMJH4217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NMJB1498 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 



375 



WO 03/074654 



PCTYUS03/05028 



NM 031311 


Homo sapiens carboxypeptidase, vitellogenic-like (CPVL), mRNA 


NM 022768 


Homo sapiens RNA binding motif protein 15 (RBM15), mRNA 


NM 021797 


Homo sapiens eosinophil chemotactic cytokine (TSA1902), mRNA 


NM_014330 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15 A 
(PPPlR15A),mRNA 


NM 014522 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant a, mRNA 


NM 003004 


Homo sapiens secreted and transmembrane 1 (SECTM1), mRNA 


NM_002696 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide G (POLR2G), 
mRNA 


NMJ)00938 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide B (140kD) 1 
(POLR2B), mRNA * . j 


NM_001372 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 2, mRNA 


NM_004215 


Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9), 
mRNA 


NM 005111 


Homo sapiens crystallin, zeta (quinone reductase)-like 1 (CRYZL1), mRNA 


NM 004381 


Homo sapiens cAMP responsive element binding protein-like 1 (CREBL1), 
mRNA 


NM 000592 


Homo sapiens complement component 4B (C4B), mRNA 


NM 007293 


Homo sapiens complement component 4A (C4A), mRNA 


NM 032603 


Homo sapiens lysyl oxidase-like 3 (LOXL3), mRNA 


NM 023937 


Homo sapiens mitochondrial nbosomal protein L34 (MRPL34), mRNA 


NM 022567 


Homo sapiens nyctalopin (NYX), mRNA 


NMJ)22467 


Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 
(CHST8), mRNA 


NM 016557 


Homo sapiens orphan seven-transmembrane receptor, chemokine related 
(VSHK1), mRNA 


NM016116 


Homo sapiens ankynn repeat and SOCS box-containing 4 (ASB4), mRNA 


NM 016114 


Homo sapiens ankynn repeat and SOCS box-containing 1 (ASB1), mRNA 


NM016115 


Homo sapiens ankynn repeat and SOCS box-containing 3 (ASB3), mRNA 


NM 014398 


Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA 


NM 014434 


Homo sapiens NADPH-dependent FMN and FAD containing oxidoreductase 
(NR1), mRNA 


NM_004860 


Homo sapiens fragile X mental retardation, autosomal homolog 2 (FXR2), 
mRNA 


NM 006850 


Homo sapiens interleukin 24 (IL24), mRNA 


NM 006541 


Homo sapiens thioredoxin-like 2 (TXNL2), mRNA 1 


NMJ)04662 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 1, mRNA 


NM_000029 


Homo sapiens angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha-1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 


NM 004050 


Homo sapiens BCL2-like 2 (BCL2L2), mRNA 


NM 004049 


Homo sapiens BCL2-related protein Al (BCL2A1), mRNA 


NM_001623 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 3 
mRNA 


NM__032955 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 1 
mRNA 


NG_000010 


Homo sapiens genomic cytochrome P450, subfamily HA (phenobarbital- 
inducible) (CYP2A.2®) on chromosome 1 9 


NM_004847 


Homo sapiens allograft inflammatory factor 1 (AJF1), transcript variant 2 
mRNA 


NM 005452 


Homo sapiens chromosome 6 open reading frame 1 1 (C6orfl 1), mRNA 
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NM_031282 


Homo sapiens immunoglobulin superfamily receptor translocation associated 1 
(IRTA1), mRNA 


NMJB1281 


Homo sapiens immunoglobulin superfamily receptor translocation associated 2 
(IRTA2), mRNA 


NM_000767 


Homo sapiens cytochrome P450, subfamily IIB (phenobarbital-inducible), 
polypeptide 6 (CYP2B6), mRNA 


NM 020165 


Homo sapiens postreplication repair protein hRADl 8d (RAD 1 8^ mRNA 


NM 001710 


Homo sapiens B-factor, properdin (BF), mRNA 


NM 021800 


Homo sapiens J domain containing protein 1 (JDP1), mRNA 


NM 020404 


Homo sapiens tumor endothelial marker 1 precursor (TEM1), mRNA 


NMJ306672 


Homo sapiens solute carrier family 22 (organic anion transporter), member 7 
(SLC22A7),mRNA 


NM 006398 


Homo sapiens diubiquitin (UBD), mRNA 


NM 005445 


Homo sapiens chondroitin sulfate proteoglycan 6 (bamacan) (CSPG6), mRNA 


NM 017495 


Homo sapiens seb4D (HSRNASEB), mRNA 


NM 001632 


Homo sapiens alkaline phosphatase, placental (Regan isozyme) (ALPP), mRNA 


NM 030773 


Homo sapiens beta tubulin 1, class VI (TUBB1), mRNA 


NM 020643 


Homo sapiens chromosome 1 1 open reading frame 16 (CI lorfl6), mRNA 


NM 020644 


Homo sapiens chromosome 1 1 open reading frame 15 (CI lorfl5), mRNA 


NM 020642 


Homo sapiens chromosome 1 1 open reading frame 17 (CI lorfl7), mRNA 


NM 020201 


Homo sapiens 5' nucleotidase, mitochondrial (NT5M), mRNA 


NM 003203 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3), mRNA 


NM 007175 


Homo sapiens chromosome 8 open reading frame 2 (C8orf2), mRNA 


NM_007023 


Homo sapiens cAMP-regulated guanine nucleotide exchange factor II (CAMP- 
GEFII), mRNA 


NM 006589 


Homo sapiens chromosome 1 open reading frame 2 (Clorf2), mRNA 


NMJ)06105 


Homo sapiens Rapl guanine-nucleotide-exchange factor directly activated by cA 
(EPAC), mRNA 


NM 005637 


Homo sapiens synovial sarcoma translocation, chromosome 18 (SSI 8), mRNA 


NM_001213 


Homo sapiens chromosome 1 open reading frame 1 (Clorfl), mRNA 


NM_002354 


Homo sapiens tumor-associated calcium signal transducer 1 (TACSTD1), 
mRNA 


NM_003492 


Homo sapiens chromosome X open reading frame 12 (CXorfl2), mRNA 


NM 003797 


Homo sapiens embryonic ectoderm development (EED), mRNA 


NM 032863 


Homo sapiens hypothetical protein FU14927 (FLJ14927), mRNA ! 


NM 032813 


Homo sapiens hypothetical protein FU14624 (FU14624), mRNA 


NM 032578 


Homo sapiens myopalladin (FU14437), mRNA 


NM 032385 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


NM 032239 


Homo sapiens hypothetical protein FU235 1 1 (FLJ2351 1), mRNA 


NM 032012 


Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA 


NM_031922 


Homo sapiens RALBP1 protein (LOC83859), mRNA 


NMJ)31890 


Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6) 
mRNA 


NM 031456 


Homo sapiens chromosome 17 open reading frame 1 A (C17orfl A), mRNA 


NM 030944 


Homo sapiens chromosome 15 open reading frame 5 (C15orf5), mRNA 


NM 030806 


Homo sapiens chromosome 1 open reading frame 21 (Clorf21), mRNA 


NM 030790 


Homo sapiens hypothetical protein CDA08 (CDA08), mRNA 


NM 018312 


Homo sapiens chromosome 1 1 open reading frame 23 (CI lorf23), mRNA 


NM_024298 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA 


NM 022458 


Homo sapiens chromosome 7 open reading frame 2 (C7orf2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (Cllorf24), mRNA 
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NM 022163 


Homo sapiens chromosome 15 open reading frame 4 (C15orf4), mRNA 


NM 022107 


Homo sapiens chromosome 6 open reading frame 9 (C6orf9), mRNA 


NM 006781 


Homo sapiens chromosome 6 open reading frame 10 (C6orfl0), mRNA 


NM 019895 


Homo sapiens chromosome 3 open reading frame 4 (C3orf4), mRNA 


NM 012265 


Homo sapiens chromosome 22 open reading frame 3 (C22orf3), mRNA 


NM 021254 


Homo sapiens chromosome 21 open reading frame 59 (C21orf59), mRNA 


NM 020645 


Homo sapiens chromosome 1 1 open reading frame 14 (CI lorfl4), mRNA 


NM 012112 


Homo sapiens chromosome 20 open reading frame 1 (C20orfl), mRNA 


NM 018555 


Homo sapiens zinc finger protein 33 1; zinc finger protein 463 (ZNF361), mRNA 


NM 019106 


Homo sapiens septin 3 (SEPT3), mRNA 


NM 020375 


Homo sapiens chromosome 12 open reading frame 5 (C12orf5), mRNA 


NM 020374 


Homo sapiens chromosome 12 open reading frame 4 (C12orf4), mRNA 


NM 020373 


Homo sapiens chromosome 12 open reading frame 3 (C12orf3), mRNA 


NM 020367 


Homo sapiens chromosome 12 open reading frame 6 (C12orf6), mRNA 


NM 020130 


Homo sapiens chromosome 8 open reading frame 4 (C8orf4), mRNA 


NM 019596 


Homo sapiens chromosome 21 open reading frame 62 (C21orf62), mRNA 


NM 019063 


Homo sapiens chromosome 2 open reading frame 2 (C2orf2), mRNA 


NM 018956 


Homo sapiens chromosome 9 open reading frame 9 (C9orf9), mRNA 


NM 017586 


Homo sapiens chromosome 9 open reading frame 7 (C9orf7), mRNA 


NM 018691 


Homo sapiens chromosome 5 open reading frame 3 (C5orf3), mRNA 


NM 006134 


Homo sapiens chromosome 21 open reading frame 4 (C21orf4), mRNA 


NM 016940 


Homo sapiens chromosome 21 open reading frame 6 (C21orf6), mRNA 


NM 017438 


Homo sapiens chromosome 21 open reading frame 18 (C21orfl8), mRNA 


NM 013265 


Homo sapiens chromosome 1 1 open reading frame2 (CI lorf2), mRNA 


NM 016190 


Homo sapiens chromosome 1 open reading frame 10 (ClorflO), mRNA 


NMJH5927 


Homo sapiens transforming growth factor beta 1 induced transcript 1 
(TGFB1I1), mRNA 


NM 016564 


Homo sapiens BM88 antigen (BM88), mRNA 


NM 016348 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4\ mRNA 


NMJU4009 


Homo sapiens immune dysregulation, polyendocrinopathy, enteropathy, X- 
linked(IPEX),mRNA 


NM_015524 


Homo sapiens chromosome 6 open reading frame 5 (C6orf5), mRNA 


NM_006345 


Homo sapiens chromosome 4 open reading frame 1 (C4orfl), mRNA 


NM 015373 


Homo sapiens chromosome 22 open reading frame 2 (C22orf2), mRNA 


NM 014205 


Homo sapiens chromosome 1 1 open reading frame 5 (CI lorf5), mRNA 


NM 012264 


Homo sapiens chromosome 22 open reading frame 5 (C22orf5), mRNA 


NM 012111 


Homo sapiens chromosome 14 open reading frame 3 (C14orf3), mRNA 


NM 007211 


Homo sapiens chromosome 12 open reading frame 2 (C12orf2), mRNA 


NM_ 007176 


Homo sapiens chromosome 14 open reading frame 1 (C14orfl), mRNA 


NM__006706 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, S, 1 50kD (TAF2S), mRNA 


NM 006382 


Homo sapiens chromosome 17 open reading frame 1A (C17orflA), mRNA 


NM_005967 


Homo sapiens NGFI-A binding protein 2 (EGR1 binding protein 2) (NAB2), 
mRNA 


NMJ)05966 


Homo sapiens NGFI-A binding protein 1 (EGR1 binding protein 1) (NAB1), 
mRNA 


NM 005663 


Homo sapiens Wolf-Hirschhom syndrome candidate 2 (WHSC2), mRNA 


NM 005491 


Homo sapiens chromosome X open reading frame 6 (CXorf6), mRNA 


NM 005128 


Homo sapiens chromosome 21 open reading frame 5 (C21orf5), mRNA 


NM 004928 


Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 1 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (ClorfB), mRNA 
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NM 004709 


Homo sapiens chromosome X open reading frame 1 fCXorfl), mRNA 


NM 004337 


Homo sapiens chromosome 8 open reading frame 1 (C8orfl), mRNA 


NM 004913 


Homo sapiens chromosome 16 open reading frame 7 (C16orf7), mRNA 


NM_000956 


Homo sapiens prostaglandin E receptor 2 (subtype EP2), 53kD (PTGER2), 
mRNA 


NM 001586 


Homo sapiens chromosome X open reading frame 2 (CXorf2), mRNA 


NM 001585 


Homo sapiens chromosome 22 open reading frame 1 (C22orfl), mRNA 


NM 001214 


Homo sapiens chromosome 16 open reading frame 3 (C16orf3), mRNA 


NM 001584 


Homo sapiens chromosome 1 1 open reading frame 8 (CI lorfB), mRNA 


NM 003475 


Homo sapiens chromosome 1 1 open reading frame 13 (CI lorfl3), mRNA 


NM 032496 


Homo sapiens rho-gtpase activating protein ARHGAP9 (ARHGAP9), mRNA 


NM 007234 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 1, mRNA 


NM 024348 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 2, mRNA 


NM_021246 


Homo sapiens megakaryocyte-enhanced gene transcript 1 protein (MEGT1), 
rnRNA 


NM_013291 


Homo sapiens cleavage and polyadenylation specific factor 1, 160kD subunit 
(CPSFl),mRNA ' 


NM 014500 


Homo sapiens HIV TAT specific factor 1 (HTATSF1), mRNA 1 


NM_005567 


Homo sapiens lectin, galactoside-binding, soluble, 3 binding protein 
(LGALS3BP), mRNA 


NM 005711 


Homo sapiens EGF-like repeats and discoidin I-like domains 3 (EDIL3), mRNA 


NM_016593 


Homo sapiens oxysterol 7alpha-hydroxylase (CYP39A1), mRNA 


NM 021048 


Homo sapiens melanoma antigen, family A, 10 (MAGEA10), mRNA 


NM 021049 


Homo sapiens melanoma antigen, family A, 5 (MAGEA5), mRNA 


NM 019602 


Homo sapiens butyrophilin-like 2 (MHC class II associated) (BTNL2) T mRNA 


NM 018002 


Homo sapiens oxidation resistance 1 (OXR1), mRNA 


NM 013392 


Homo sapiens nuclear receptor binding protein (NRBP), mRNA 


NM_012396 


Homo sapiens pleckstrin homology-like domain, family A, member 3 
(PHLDA3), mRNA 


NM 006492 


Homo sapiens aristaless-like homeobox 3 (ALX3), mRNA 


NM 005365 


Homo sapiens melanoma antigen, family A, 9 (MAGEA9), mRNA 


NM 005364 


Homo sapiens melanoma antigen, family A, 8 (MAGEA8), mRNA 


NM 005366 


Homo sapiens melanoma antigen, family A, 1 1 (MAGEA1 1), mRNA 


NM 024490 


Homo sapiens ATPase, Class V, type 10C (ATP10C), mRNA 


NM 020354 


Homo sapiens lysosomal apyrase-like protein 1 (LALP1), mRNA 


NM 018655 


Homo sapiens lens epithelial protein (LENEP), mRNA 


NM 016448 


Homo sapiens RA-regulated nuclear matrix-associated protein (RAMP), mRNA 


NM 014763 


Homo sapiens mitochondrial ribosomal protein L19 (MRPL19), mRNA 


NM 006099 


Homo sapiens protein inhibitor of activated STAT3 (PIAS3), mRNA 


NM 004221 


Homo sapiens natural killer cell transcript 4 (NK4), mRNA 


NM 002949 


Homo sapiens mitochondrial ribosomal protein LI 2 (MRPL12), mRNA 


NM_0 16239 


Homo sapiens myosin XV A (MY015A), mRNA 


NM_005094 


Homo saniens solute carrier familv 27 ffattv acid transDorter') member 4 
(SLC27A4), mRNA 


NM_0 15077 


Homo sapiens sterile alpha and HEAT/Armadillo motif protein, ortholog of 
Drosophila (SARM), mRNA 


NMJJ13239 


Homo sapiens protein phosphatase 2A 48 kDa regulatory subunit (PR48), mRNA 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LHX5), mRNA 


NM_031966 


Homo sapiens cyclin Bl (CCNB1), mRNA 


NM 015559 


Homo sapiens SET binding protein 1 (SETBP1), mRNA 


NM 007178 


Homo sapiens unr-interacting protein (UNRIP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEA12), mRNA 
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NM 031275 


Homo sapiens testis expressed sequence 12 (TEX12), mRNA 


NM_032403 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 3, mRNA 


NM_032402 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 2, mRNA 


NM_002588 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 1, mRNA 


NM 014583 


Homo sapiens LIM and cysteine-rich domains 1 (LMCD1), mRNA 


NM 001389 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM), mRNA 


NM 031894 


Homo sapiens ferritin, heavy polypeptide-like 17 (FTHL17), mRNA 


NM_032098 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 2, mRNA 


NM 003736 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 1, mRNA 


NM_032938 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcrint variant 3 
mRNA 


NM_004489 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 2 
mRNA 


NM_032442 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 1 
mRNA 


NM 001887 


Homo sapiens crystallin, beta Bl (CRYBB1), mRNA 


NM 005208 


Homo sapiens crystallin, beta Al (CRYBA1), mRNA 


NM 001889 


Homo sapiens crystallin, zeta (quinone reductase) (CRYZ), mRNA 


NMJ)22132 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 2 (beta) (MCCC2), 
mRNA 


NM 001288 


Homo sapiens chloride intracellular channel 1 (CLIC1), mRNA 


NM 021624 


Homo sapiens histamine H4 receptor (HRH4), mRNA 


NM 032527 


Homo sapiens hypothetical protein FLJ14972 (KIAA1847). mRNA 


NMJ)05560 


Homo sapiens lamimn, alpha 5 (LAMA5), mRNA 


NM 032931 


Homo sapiens hypothetical protein MGC13219 (MGC13219), mRNA 


NM 032924 


Homo sapiens hypothetical protein MGC16040 (MGC16040), mRNA 


NM 032920 


Homo sapiens hypothetical protein MGC15873 (MGC15873), mRNA 


NM 032913 


Homo sapiens hypothetical protein MGC14458 (MGC14458), mRNA 


NM 032893 


Homo sapiens hypothetical protein MGC14336 (MGC143361 mRNA 


NM 032889 


Homo sapiens hypothetical protein MGC1 1308 (MGC1 1308), mRNA 


NM 032815 


Homo sapiens hypothetical protein FLJ14639 (FLJ14639), mRNA 


NM 032798 


Homo sapiens hypothetical protein FLF14503 (FLJ14503), mRNA 


NM 032793 


Homo sapiens hypothetical protein FLJ14490 (FLJ14490), mRNA 


NM 032791 


Homo sapiens hypothetical protein FLJ14477 (FU14477), mRNA 


NM 032789 


Homo sapiens hypothetical protein FLJ14464 (FU14464), mRNA 


NM 032769 


Homo sapiens hypothetical protein MGC16212 (MGC16212), mRNA 


NM 032760 


Homo sapiens hypothetical protein MGC14966 (MGC14966), mRNA 


NM 032696 


Homo sapiens hypothetical protein MGC 12262 (MGC12262) mRNA 


NM 032665 


Homo sapiens hypothetical protein MGC4640 (MGC4640), mRNA 


NM 032662 


Homo sapiens hypothetical protein MGC10600 (MGC10600), mRNA 


NM 032655 


Homo sapiens hypothetical protein MGC10997 (MGC10997), mRNA 


NM 032625 


Homo sapiens hypothetical brain protein mv040 (MY040), mRNA 


NM 032621 


Homo sapiens X-linked protein (DJ79P1 1.1), mRNA 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM_005485 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA 


NM 005484 


Homo sapiens ADP-ribosyltransferase (NAD+; poly(ADP-ribose) polymerase)- 
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like 2 (ADPRTL2), mRNA 


NM 005447 


Homo sapiens peptidylglycine alpha-amidatine monooxveenase COOH-terminal 
interactor (PAMCI), mRNA 


NM_000137 


Homo sapiens fumarylacetoacetate hydrolase (fumarylacetoacetase) (FAH), 
mRNA 


NM 001888 


Homo sapiens crystallin, mu (CRYM), mRNA 


NM 032608 


Homo sapiens hypothetical protein bkl25H2.1 (BK125H2.1), mRNA 


NM 032607 


Homo sapiens CREB/ATF family transcription factor (CREB-H), mRNA 


NM 032602 


Homo sapiens connexin 62 (CX62), mRNA 


NM 032598 


Homo sapiens testes development-related NYD-SP20 (NYD-SP20^ mRNA 


NM 032592 


Homo sapiens 1-aminocyclopropane-l-carboxylate synthase (PHACS), mRNA 


NM 032581 


Homo sapiens down-regulated by Ctnnbl, a (DRCTNNB1A), mRNA 


NM_032579 


Homo sapiens colon and small intestine-soecific cvsteine-rich nrotein nri»rim!nr 
similar to FIZZ2/resistin-like protein (HXCP2), mRNA 


NM 032570 


Homo sapiens NPC-related protein NAG73 (NAG73) ? mRNA 


NM 032565 


Homo sapiens emopamil binding related protein, delta8-delta7 sterol isomerase 
related protein (EBRP), mRNA 


NM 032561 


Homo sapiens EVG1 protein (EVG1), mRNA 


NM 032555 


Homo sapiens P143 protein (P143), mRNA 


NM 032549 


Homo sapiens inner mitochondrial membrane peptidase 2 like (IMMP2L) 
mRNA 


NM 032548 


Homo sapiens BPOZ protein (BPOZ), mRNA 


NM 015080 


Homo sapiens neurexin 2 (NRXN2), mRNA 


NM 005676 


Homo sapiens RNA binding motif protein 10 (RBM10), mRNA 


NM 032526 


Homo sapiens cytosolic nucleotidase I (CN-I), mRNA 


NM 032483 


Homo sapiens H lPAP protein (HTPAP), mRNA 


NM 032094 


Homo sapiens protocadhenn gamma subfamily A, 12 (PCDHGA12), transcript 
variant 2, mRNA 


NML003735 


Homo sapiens protocadherin gamma subfamily A, 12 (PCDHGA12), transcript 
variant 1, mRNA 


NM_031887 


Homo sapiens pro-melanin-concentrating hormone-like 1 (PMCHL1), mRNA 


NM 032461 


Homo sapiens SPANX familv member Rl fSPANYFH^ mRNA 


NM 006986 


Homo sapiens melanoma antigen, family D, 1 (MAGED1), mRNA 


NM 005462 


Homo sapiens melanoma antieen familv C 1 fMA(TFr , 'n mPWA 


NM_002375 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 1 
mRNA 


NM_030983 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 4 
mRNA 


NM_030885 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 3, 
mRNA 


NMJ30884 


Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 2 
mRNA 


NMJ02374 


Homo sapiens microtubule-associated nrotein 2 fMAPT* tra«c/»rint variant i 
mRNA 


NM_031847 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 4 
mRNA 


NM 031846 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 3 
mRNA 


NM_031845 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2 
mRNA 


NM 032446 


Homo sapiens MEGF10 protein (MEGF10), mRNA 


NM_032417 


Homo sapiens SPANX family, member D (SPANXD), mRNA 
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NM 013453 


1 Homo sapiens sperm protein associated with the nucleus, X chromosome, family 
member Al (SPANXA1), mRNA 


NM 020690 


Homo sapiens KIAA1085 protein (KIAA1085), mRNA 


NM012121 


Homo sapiens Cdc42 effector protein 4; binder of Rho GTPases 4 (CEP4), 
mRNA 


NM 001019 


Homo sapiens ribosomal protein SI 5a (RPS15A), mRNA 


NM 022551 


Homo sapiens ribosomal protein S18 (RPS18), mRNA 


NM 005909 


Homo sapiens microtubule-associated protein IB (MAP IB) transcript variant 1 
mRNA 


NM_032010 


Homo sapiens microtubule-associated protein IB (MAP IB), transcript variant 2, 
mRNA 


NM 002373 


Homo sapiens microtubule-associated protein 1 A (MAPI A), mRNA 


NM_031366 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 6, mRNA 


NM 031365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5, mRNA 


NM_031364 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA 


NM_031363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 3, mRNA 


NM_031362 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 2, mRNA 


NM 000091 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 1, mRNA 


NM_002140 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 1, mRNA 


NM_031263 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 3, mRNA 


NMJ)31262 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 2, mRNA 


NM 032414 


Homo sapiens prokineticin 1 precursor (PROK1), mRNA \ 


NM 003214 


Homo sapiens TEA domain family member 3 (TEAD3), mRNA 


NM 015613 


Homo sapiens DKFZP434K091 protein (PAL), mRNA 


NM 030643 


Homo sapiens apolipoprotein L, 4 (APOL4), mRNA 


NM 022064 


Homo sapiens hypothetical protein FLJ12565 (FLJ12565), mRNA 


NM 017971 


Homo sapiens mitochondrial ribosomal protein L20 (MRPL20), mRNA 


NM 016504 


Homo sapiens mitochondrial ribosomal protein L27 (MRPL27), mRNA 


NM 014050 


Homo sapiens mitochondrial ribosomal protein L42 (MRPL42), mRNA 


NM 000014 


Homo sapiens alpha-2-macroglobulin (A2M), mRNA 


NM 004891 


Homo sapiens mitochondrial ribosomal protein L33 (MRPL33), mRNA 


NM 004864 


Homo sapiens prostate differentiation factor (PLAB), mRNA 


NM_000454 


Homo sapiens superoxide dismutase 1, soluble (amyotrophic lateral sclerosis 1 
(adult)) (SOD1), mRNA 


NM 032391 


Homo sapiens small nuclear protein PRAC (PRAC), mRNA 


NM 032382 


Homo sapiens hypothetical protein FU22315 (FU22315), mRNA 


NM 032365 


Homo sapiens hypothetical protein MGC5254 (MGC5254), mRNA 


NM 032363 


Homo sapiens HEIL2 protein (HEIL2), mRNA J 


NM 032335 


Homo sapiens hypothetical protein MGC 14797 (MGC14797), mRNA 


NM 032276 


Homo sapiens hypothetical protein DKFZp547E052 (DKFZp547E052), mRNA 


NM_032272 


Homo sapiens hypothetical protein DKPZp586Gl 123 (DKFZp586G1123), 
mRNA 


NM 032260 


Homo sapiens hypothetical protein DKFZp434P144 (DKFZp434P144), mRNA 
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NM 032237 


Homo sapiens hypothetical protein FLJ23356 (FLJ23356), mRNA 


MM" 019990 


TTnmn canipriQ hvnnttiptiral nrntpin FT T999R1 fFT T999R1")j rnRMA 


NM 032219 


Homo sapiens hypothetical protein FU22269 (FLT22269), mRNA 


MM 019904 


Wnmn canipnc hvnntViptfral nrntpi-n "FT T91 5RR (VI T91 5RR^ nVRMA 


NM 032203 


Homo sapiens hypothetical protein FLJ21423 (FU21423), mRNA 


MM 019909 


U nmn conipnc InvmotVipfiVol rtrntAin T*T T9 1 ZlOA H7T T91404A mPMA 

xiomo Sapiens oypuuieuuai proicm r ljz. ihuh ipi^jz lhxjh ) y mxviNA 


vr\>f 019171 
JN1V1 UJZl/J 


TTnrrt/\ canipnc n\mr\fhp»tir»o1 nrntAin T7T T1 9747 ATT T197A7 , \ mT?MA 

xiomo sapiens nypoiueucai protein tlj iz /n / (ri_j x z /*+ / j, miviN a 


XNM UjZID/ 


xiomo sapiens nypotnencai protein rjui 1 1 j j i jri_J x x dj x j, mxUN a 


NM 032150 


Homo sapiens hypothetical protein DKFZp434P1735 (DKFZP434P1735), 

ml? MA 

luivXN/v 


mm otioo^ 

XNlVMJZiUUO 


xiomo sapiens nuciear receptor suDiamiiy z, group r, raemoer z ^jnkzfzj, 

mPMA 

roivXNA 


NM_020159 


Homo sapiens hypothetical protein DKFZp762K2015 (DKFZp762K2015), 

mPMA 

rnjtsJNA 


MM 01 <\A4Q 

xnxvi u i dh h y 


xciomo sapiens j^j\xz*r3oovjri /zz protein jvt L,ro o 00 x /zzj, rruviN a 


NM_015424 


Homo sapiens DKFZP586N2124 protein (DKFZP586N2124), mRNA 


XTAyf A1 Ol^ 


Homo sapiens likely ortholog of mouse variant polyadenylation protein CSTF- 

CA. VTA AO£R0 nrrtt^iTi H^TA AAASQ^ mPM A 

oh, jsjAAuooy protem ^jviAAvooy^, rnivJNA 


XTAyf 0150£R 

JNIVL UXDUOo 


xiomo sapiens paternally expresseo xu ^riiLjiuj, niKJNA 


MM 014^00 


xiomo sapiens nxi-oomam coniauiing *f ^XLjrLU^- j, rniviNA 


XJM 01 Ad.1 1 


xiomo sapiens Dram ana nasopnaryngeai carcinoma susceptiDinty protem ^jnovj- 

yVJ, IIUUiA 


NM 007idR 

1N1V1 \J\J 1 I HO 


xiuiiiu aapiciia zjiiu linger piuicin 1 / ^ ^£/lNr L fyjj mXvlNA 


NM_007266 


Homo sapiens XPA binding protein 1; putative ATP(GTP)-binding protein 


NM 006313 


Homo sapiens ubiquitin specific protease 15 (USP15), mRNA 


"MM 005796 

1N1V1 UvJ/ZO 


xiomo sapiens is translation elongation iactor, mitocnonanai ^lorjvij, mjtsJNA 


"MM 005977 
XNIYI UUDZ / / 


xiomo sapiens giycoprotem moa (vjJtivioaj, mjKiNA 


"MM 005417 
IN XVI ulf J*+J / 


xiomo sapiens nuciear receptor coacuvator *f ^in^lfa**^, rnxuNA 


MM 001470 
XNXVI UUXH-,};/ 


xiomo sapiens exostoses ^multiple j-iiKe z ^haij^zj, nuviNA 


MM 001987 

XNXV1 UUXZO/ 


xiomo sapiens cnionae cnannei / (L/Iajn / ^ rniviN a 


MM 09 1 1 04 

XNXV1__UZ 1 1 Jfn 


iiomo sapiens soiute earner iamiiy ou ^zmc transporter ), memuer l ^oJ-.l^jUAI ), 
mRNA 


MM 0110R6 
XNXV1__U 1 j j o 0 


xiomo sapiens nwing sarcoma oreaKpoint region 1 ^xi Woivi ), transcript variant 
EWS-b, mRNA 


MM 001017 
XNIVI UUIUXj 


xiomo sapiens noosomai protein oy {Kir ), rnxuN a 


MM 005 A1 7 
JNJVL UUjOI/ 


xiomo sapiens noosomai protem oi4 {ssjro ihj, itikjna 


xnvyf HOAIAI 
JNXVL UUOjOX 


TJT/^rVl<-\ C onion c ltsvrv«<*s\ tirtv D1 0 fTUfWTl 1 1\ tvtDXT A 

xiomo sapiens nomeo dox jd13 (nUAx>ijj, mjtuNA 




xiomo sapiens noosomai protem LZ /a (Ktjlz /aj, nuviNA 


NM 005821 


Homo sapiens NBR2 (NBR2), mRNA 


XTTV/T AAI/IOT 

JNM_UUJ4oj 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoform I- 
C (HMGIC), mRNA 


NM_UUZlzy 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 2 


NM 005959 


Homo sapiens melatonin receptor IB (MTNR1B), mRNA 


NM 005958 


Homo sapiens melatonin receptor 1 A (MTNR1 A), mRNA 


NM 004739 


Homo sapiens metastasis-associated 1-like 1 (MTA1L1), mRNA 


NM_021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9A, mRNA 


NM_012207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9, mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRPH2), 
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mRNA 


NM.031203 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 2, mRNA 


NMJ)05968 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 1, mRNA 


NM 004966 


Homo sapiens heterogeneous nuclear ribonucleoprotein F (HNRPF), mRNA 


NM 032093 


Homo sapiens pregnancy-associated interferon (HTTFN), mRNA 


NM 020236 


Homo sapiens mitochondrial ribosomal protein LI (MRPL1), mRNA 


NM 016050 


Homo sapiens mitochondrial ribosomal protein LI 1 (MRPL1 1), mRNA 


NMJ)05520 


Homo sapiens heterogeneous nuclear ribonucleoprotein HI (H) (HNRPH1), 
mRNA 


NM 002226 


Homo sapiens jagged 2 (JAG2), mRNA 


NM 006805 


Homo sapiens heterogeneous nuclear ribonucleoprotein AO (HNRPA0) mRNA 


NM_005463 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 1, mRNA 


NM 031372 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 2, mRNA 


NM 031313 


Homo sapiens alkaline phosphatase, placental-like 2 (ALPPL2), mRNA 


NM 005080 


Homo sapiens X-box bmdmg protein 1 (XBP1), mRNA J 


NMJ)31267 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 2, mRNA 


NM_003718 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 1, mRNA 


NM_000106 


Homo sapiens cytochrome P450, subfamily IID (debrisoquine, sparteine, etc., - 
metabolizing), polypeptide 6 (CYP2D6), mRNA 


NM_031862 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 3, mRNA 


NM 031858 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 2, mRNA 


NMJW5899 


Homo sapiens membrane component, chromosome 17. surface marker 2 f ovarian 

• X * ^mmm V**AV + f y KJUrJ.XU-WV' 1-lJ-Ul IVvl I V Till lull 

carcinoma antigen CA125) (M17S2), transcript variant 1, mRNA 


NM 032018 


Homo sapiens hypothetical protein DKFZd547N043 <DKFZPS47Nn<i^ mPxr a 


NM 014469 


Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 
(HNRNPG-T), mRNA 


NM 002137 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant A2, mRNA 


NM 031243 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant B 1 , mRNA 


NM031157 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 
transcript variant 2, mRNA 


NM 009585 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 2, mRNA 


NM 032049 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 5, mRNA 


NM 031850 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 4, mRNA 


NM 004835 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 3 mRNA 


NM 000685 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 1, mRNA 


NM_003965 


Homo sapiens chemokine (C-C motif) receptor-like 2 (CCRL2), mRNA 1 


NMJ)06641 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant B, 
mRNA 


NM 031200 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A, 
mRNA 


NMJ)31409 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2 
mRNA 
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NM_004367 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 1, 
mRNA 


NM 031371 


Homo sapiens RBPl-like protein (BCAA), transcript variant 2, mRNA 


NM 016374 


Homo sapiens RBPl-hke protein (BCAA), transcript variant 1, mRNA 


NM 004281 


Homo sapiens BCL2-associated athanogene 3 (BAG3) mRNA 


NMJ)32048 


Homo sapiens extracellular glycoprotein EMILIN-2 precursor (EMILIN-2), 
mRNA 


NM 032046 


Homo sapiens mosaic serine protease (MSP), mRNA 


NMJ)32045 


Homo sapiens kringle-contaming transmembrane protein; kringle-coding gene 
marking the eye and the nose (KREMEN), mRNA 


NM 032044 


Homo sapiens regenerating gene type IV (REG-IV), mRNA 


NM 032041 


Homo sapiens neurocalcin delta (NCALD), mRNA 


NMJ)32039 


Homo sapiens hypothetical protein DKFZp761D021 1 (DKFZP761D021 1), 
mRNA 


NM 032038 


Homo sapiens spinster-like protein (LOC83985), mRNA 


NMJJ32020 


Homo sapiens hypothetical protein MGC1314 similar to fucosidase alnha-T - 1 
tissue (MGC13 14), mRNA 


NM 032016 


Homo sapiens hypothetical protein fMnn?M) mPNA 


NM_000323 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsnrune disease! (REVl trnncmW ™»™r.+ 1 ™d\ta 


NMJ)20975 


Homo sapiens ret proto-oncogene (multiple endocrine neonlasia and medi il la™ 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 2, mRNA 


NM 020630 


Homo sapiens ret proto-oncogene (multiple endocrine neonlasia and medulla™ 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 4 mRNA 


NM_020629 


Homo sapiens ret proto-oncogene (multiple endocrine neonlasia and medulla™ 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 3, mRNA 


NM_016817 


Homo sapiens 2'-5'-oligoadenylate synthetase 2 (69-71 ldf\ (OAS2^ tranqerint 
variant l,mRNA 


NM 006187 


Homo sapiens 2 , -5 , -oligoadenylate synthetase 3 (100 kD) (OAS3), mRNA 


NMJW2535 


Homo sapiens 2 f -5'-oligoadenylate synthetase 2 (69-71 kD) (OAS2) tranorHnt 
variant 2, mRNA 


NMJ)02342 


Homo sapiens lymphotoxin beta receptor (TN sunerfamilv member %\ 
(LTBR), mRNA 


NM_002136 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 
transcript variant 1 , mRNA 


NM 001885 


Homo sapiens crystallm, alpha B (CRYAB), mRNA 


NMJH5139 


Homo sapiens UDP-glucuronic acidTUDP-N-acetylgalactosamine dual 
transporter (UGTREL7), mRNA 


NMJ)24333 


Homo sapiens fibronectin type 3 and SPRY domain-containine protein (FSDH 
mRNA 


NM 017947 


Homo sapiens molybdenum cofactor sulfurase (HMCS), mRNA 


NM 017934 


Homo sapiens pleckstrin homology domain interacting protein (PTTTP) mFNA 


NM 016492 


Homo sapiens homolop of yeast MOG1 (MOG1), mRNA 


NM 014185 


Homo sapiens homolog of yeast MOG1 (MOG1), mRNA 


NM 031965 


Homo sapiens haspin (GSG2), mRNA 


NM 031952 


Homo sapiens NYD-SP16 protein (NYD-SP16), mRNA 


NM 031950 


Homo sapiens Ksp37 protein (KSP37), mRNA 


NM_031949 


Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 


NM_031945 


Homo sapiens oculospanin (OCSP), mRNA 


NM 031943 


Homo sapiens IFP38 (IFP38), mRNA 


NM 031942 


Homo sapiens c-Myc tareet JPOl (JPOl), mRNA 


NM 031941 


Homo sapiens AIE-75 bmding protein protein (MCC2), mRNA » 
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NM 031938 


Homo sapiens putative b.b-carotene-^lO'-dioxygenase (B-DIOX-H), mRNA 


NM 031937 


Homo sapiens EBP50-PDZ interactor of 64 VD CPVT6&\ mRNA 


NM 031921 


Homo sapiens AAA-ATPase TOB3 (TOB3), mRNA 


NM 031915 


Homo saDiens CLLL8 protein fCLLDS^ mRNA 


NM_031911 


Homo sapiens complement-el a tumor necrosis factor-related nrnte.n 7 •T v n?P7 > . 
mRNA 


NMJ)31910 


Homo sapiens comnlernent-c 1 n tumor necro^i*? faptnr-relat#»d r.mtp.r» £ fPTP P/T\ 

v/viii^iwiiiv/iu wivj l> villi Uwl U^iO Xdvlul lvlalCU JJIUlClJl U ^\/li\l OJj 

mRNA 


NM_031909 


Homo saDiens comDlement-cla tumor necrosis factor-related nrotein 4 iTTPP/^ 
mRNA 


NM 031904 


Homo sapiens hypothetical protein FKSG44 (FKSG44), mRNA 


NM 031903 


Homo sapiens mitochondrial ribosomal nrotein L32 flVTRPT W\ mRNA 


NM 031900 


Homo sapiens alanine-elvoxvlate aminotransferase 2 (AGXT?^ mRNA 


NMJ)31897 


Homo sapiens calcium channel voltaee-denendent tramma <aimmit (\ 
(CACNG6), mRNA 


NMJ)31896 


Homo sapiens calcium channel voltaffe-denendent tramma oiihimit 7 
(CACNG7), mRNA 


NM 031939 


Homo sapiens B29 protein (B29), mRNA 


NM 031886 


Homo sapiens potassium voltace-eated channel shaker-related snhfamilv 

l^ * w f w v«*wu A ma A m TWA M*^V ^UIVU VIUUUlVlj OllUIVVl IVldlvU OUUJLUlllll V y 

member 7 (KCNA7). mRNA 


NM 020992 


Homo sapiens PDZ and LIM domain 1 felfinl (TDLlMn mRNA 


NM 031407 


Homo sapiens upstream regulatory element binding protein 1 (UREB1), mRNA 


NM 030582 


Homo sapiens collagen tvoeXVlIL alnha 1 (COT IRAn mRNA 


NM_020390 


Homo sapiens eukaryotic translation initiation factor 5A2 (EIF5 A2), mRNA 


NM 018980 


Homo sapiens taste receptor tvne 2 member S fTA mRNA 


NM 018417 


Homo sapiens soluble adenvlvl cvclase fSAP^ mRNA 


NM 016945 


Homo sapiens taste receptor, type 2, member 16 (TAS2R16), mRNA 


NM_004775 


Homo sapiens \JDP-Gal'betaGl cN Ac beta 1 4- aa1artncv1traT.cft»rci«» nnKm^fi^o 
6 (B4GALT6), mRNA 


NM_003778 


Homo sapiens UDP-Gal*betaGlcNAc beta 1 4- aalartowltran^fpracp nnUmArkti'HA 
4 (B4GALT4), mRNA 


NM_003779 


Homo sapiens UDP-Gal:betaGlcNAc beta 1 4- ffa1acto<?vltranQfpracp nnlvnpnt.Hp 
3 (B4GALT3), mRNA 


NM 001296 


Homo sapiens chemokine binding protein 2 (CCBP2), mRNA 


NM_001497 


Homo sapiens UDP-Gal:betaGlcNAc beta 1 4- ealactosvltransferaAse nolvnentide 
1 (B4GALT1), mRNA 


NM 014451 


Homo sapiens PTH-responsive osteosarcoma Bl protein (Bl), mRNA 


NM 031265 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 4, mRNA 


NM 031264 


Homo sapiens mucin and cadherin-like (TVITJCDHT^ tran«;crint variant i mRNA 


NM 017717 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 2, mRNA 


NM 021924 


Homo sapiens mucin and cadherin-lilrp C\A\ TPDT-TT ^ trancnrint X70 ^, 0 „+ i —-oxta 

axvuiv kiu^^viiu axauvijj. cuiu wauii&iiii-ii&c ^IVl W \^lji\x±j) , UailoUiipL Vdnani 1, IIll\JLN/\ 


NM 019855 


Homo sapiens calcium bindin? nrotein 5 fPARP^ mPNA 

Aiwiiiv whiwxvuii uuikllllg plUl^lll J ^UrLUI J y, lllX\J.>l/v 


NM 016367 


Homo Sapiens calcium binding nrntein 1 fPARPI^ mPNA 

iiuiuw >?u|y&wA«ij vniviuill U lulling }J1 U Lvlll J ^V//wl AIU\JLN/\ 


NMJH1204 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 2, mRNA 


NM 005201 


Homo sapiens chemokine (C-C motif) receptor 8 (CCR8), mRNA 


NMJ)00786 


Homo sapiens cytochrome P450, 51 (lanosterol 14-alpha-demethylase) (CYP51), 
mRNA 


NM_030908 


Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4), 
mRNA ^ * 


NM 001009 


Homo sapiens nbosomal protein S5 (RPS5), mRNA 


NM 001032 


Homo sapiens nbosomal protein S29 (RPS29), mRNA 


NM 001014 


Homo sapiens nbosomal protein S10 (RPS10), mRNA 
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NM 000991 


Homo sapiens ribosomal protein L28 (RPL28), mRNA 


NMJ)00782 


Homo sapiens cytochrome P450, subfamily XXIV (vitamin D 24-hydroxylase) 
(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 


NM_031226 


Homo sapiens cytochrome P450, subfamily XDC (aromatization of androgens'! 
(CYP19), transcript variant 2, mRNA 


NM 000103 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
(CYP19), transcript variant 1, mRNA 


NMJ)00498 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 
polypeptide 2 (CYP1 1B2), mitochondrial protein encoded by nuclear gene 
mRNA " ' 


NM_000102 


Homo sapiens cytochrome P450, subfamily XVII (steroid 17-alpha- 
hydroxylase), adrenal hyperplasia (CYP 17), mRNA 


NM 000497 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 
polypeptide 1 (CYP1 1B1), mitochondrial protein encoded by nuclear gene 
mRNA J 9 


NM_0 17460 


Homo sapiens cytochrome P450, subfamily mA (niphedipine oxidase), 
polypeptide 4 (CYP3A4), mRNA 


NM 018482 


Homo sapiens development and differentiation enhancing factor 1 (DDEF1) 
mRNA 


NM 016366 


Homo sapiens calcium binding protein 2 fCABP2\ transcrint variant 1 mRNA 


NMJ)07255 


Homo sapiens xylosylprotein betal,4-galactosyltransferase, polypeptide 7 
(galactosyltransferase I) (B4GALT7), mRNA 


NM_006668 


Homo sapiens cytochrome P450, subfamily 46 (cholesterol 24-hydroxylase) 
(CYP46),mRNA 


NM_000781 


Homo sapiens cytochrome P450, subfamily XIA (cholesterol side chain 
cleavage) (CYP1 1A), nuclear gene encoding mitochondrial protein, mRNA 


NM 000579 


Homo sapiens chemokine (C-C motif) receptor 5 (CCR5), mRNA 


NM 001295 


Homo sapiens chemokine (C-C motif) receptor 1 (CCR1), mRNA 


NM_031492 


Homo sapiens hypothetical protein similar to RNA-binding protein lark 
(MGC10871), mRNA 


NM 031488 


Homo sapiens hypothetical protein DKFZp761I141 (DKFZP761I141), mRNA 


NMJ)31469 


Homo sapiens SH3 domain binding glutamic acid-rich protein like 2 
(SH3BGRL2), mRNA 


NM 031468 


Homo sapiens calneuron 1 (CALN1), mRNA 


NM 031462 


Homo sapiens hypothetical protein DKFZp761H2024 (DKFZP761H2024) 
mRNA * 


NM 031458 


Homo sapiens B aggressive lymphoma gene (BAL), mRNA 


NM 031445 


Homo sapiens hypothetical protein MGC4268 (MGC4268), mRNA 


NM 031440 


Homo sapiens transmembrane protein 7 (TMEM7), mRNA 


NM_031429 


Homo sapiens retbindin (RTBDN), mRNA 


NM 031427 


Homo sapiens hypothetical protein MGC12435 (MGC12435) mRNA 


NM 031426 


Homo sapiens hypothetical protein FLF12783 (FU12783), mRNA 


NM 031422 


Homo sapiens GalNAc-4-sulfotransferase 2 (GALNAC4ST-2) mRNA 


NMJ)31415 ( 


Homo sapiens melanoma-derived leucine zipper, extra-nuclear factor (MLZE) 
mRNA 1 


NM031413 


Homo sapiens cat eye syndrome chromosome region, candidate 2 (CECR2) 
mRNA 


NMJ)22719 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 
mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 


NM_000669 


Homo sapiens alcohol dehydrogenase 1C (class I), gamma polypeptide 
(ADH1Q, mRNA 


NM 000667 


Homo sapiens alcohol dehydrogenase 1A (class I), alpha polypeptide (ADH1A), 
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mRNA 


NM 018833 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP2), transcript variant 2, mRNA 


NM 000544 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP2), transcript variant 1, mRNA 


NM_000593 


Homo sapiens transporter 1, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP1), mRNA 


NM 004678 


Homo sapiens variable charge, Y chromosome, 2 (VCY2), mRNA 


NM_012392 


Homo sapiens PEF protein with a long N-terminal hydrophobic domain (peflin) 
(PEF), mRNA 


NM 031308 


Homo sapiens epiplakin 1 (EPPK1), mRNA 


NM 031299 


Homo sapiens hypothetical protein MGC2577 (MGC2577), mRNA 


NM 012480 


Homo sapiens zinc finger protein 73 (Cosl2) (ZNF73), mRNA 


NM_030881 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 17 (72kD) 
(DDX17), transcript variant 2, mRNA 


NM_006386 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 17 (72kD) 
(DDX17), transcript variant 1, mRNA 


NM_003587 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 16 (DDX16), 
mRNA 


NM 000478 


Homo sapiens alkaline phosphatase, liver/bone/kidney (ALPL), mRNA 


NM_004820 


Homo sapiens cytochrome P450, subfamily VHB (oxysterol 7 alpha- 
hydroxylase), polypeptide 1 (CYP7B1), mRNA 


NMJ)00780 


Homo sapiens cytochrome P450, subfamily VIIA (cholesterol 7 alpha- 
monooxygenase), polypeptide 1 (CYP7A1), nuclear eene encodinc 
mitochondrial protein, mRNA 


NM_016166 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box binding protein 1 
(DDXBP1), mRNA 


NM 016373 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM 024164 


Homo sapiens tryptase beta 2 (TPSB2), mRNA 


NM 003294 


Homo sapiens tryptase beta 1 (TPSB 1), mRNA 


NMJ)31310 


Homo sapiens fenestrated-endothelial linked structure protein; PV-1 protein 
(PVl),raRNA 


NM 031302 


Homo sapiens gycosyltransferase (LOC83468), mRNA 


NM 031300 


Homo sapiens hypothetical protein MGC2383 (MGC2383), mRNA 


NM_031297 


Homo sapiens hypothetical protein DKFZp761H1710 (DKFZP761H1710), 
mRNA 


NM 031287 


Homo sapiens hypothetical protein MGC3133 (MGC3133), mRNA 


NM 031286 


Homo sapiens SH3BGRL3-like protein (SH3BGRL3), mRNA 


NM 031285 


Homo sapiens hypothetical protein PP1057 (PP1057), mRNA 


NM 031279 


Homo sapiens alanine-glyoxylate aminotransferase 2-like 1 (AGXT2L1), mRNA 


NM 030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM 014357 


Homo sapiens skin-specific protein (XP5), mRNA 


NM 030590 


Homo sapiens matrilin 4 (MATN4), transcript variant 2, mRNA 


NM 031246 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 2 (PSG2\ mRNA 


NM 017422 


Homo sapiens calmodulin-like skin protein (CLSP), mRNA 


NM_005956 j 


Homo sapiens me%lenetetrahydrofolate dehydrogenase (NADP+ dependent), 
methenyltetrahydrofolate cyclohydrolase, formyltetrahydrofolate synthetase 
(MTHFD1), mRNA 


NM 005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM_006389 


Homo sapiens oxygen regulated protein (150kD) (ORP150), mRNA 


NM 004803 


Homo sapiens organic cationic transporter-like 4 (ORCTL4), mRNA 


NM 030984 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
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V) (TBXAS1), transcript variant TXS-E, mRNA 


NM_001061 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
V) (TBXAS1), transcript variant TXS-I, mRNA 


NM_000773 


Homo sapiens cytochrome P450, subfamily HE (ethanol-inducible) (CYP2E), 
mRNA 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


NM 003833 


Homo sapiens matrilin 4 (MATN4), transcript variant 1, mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1, mRNA 


NM 004523 


Homo sapiens kinesin-like 1 (KNSL1), mRNA 


NM_005000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 
(13kD, B13) (NDUFA5), nuclear gene encoding mitochondrial protein, mRNA 


NM_004541 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 
(7.5kD, MWFE) (NDUFA1), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_000771 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
polypeptide 9 (CYP2C9), mRNA 


NM_000772 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
polypeptide 18 (CYP2C18), mRNA 


NM_0 17778 


Homo sapiens Wolf-Hirschhom syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant short, mRNA 


NM_023034 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), ! 
transcript variant long, mRNA 


NM_000766 


Homo sapiens cytochrome P450, subfamily HA (phenobarbital-inducible), 
polypeptide 13 (CYP2A13), mRNA 


NM 006646 


Homo sapiens WAS protein family, member 3 (WASF3), mRNA ' 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM_014110 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM_004109 


Homo sapiens ferredoxin 1 (FDX1), nuclear gene encoding mitochondrial 
protein, mRNA / { f 


NM_030671 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 5, mRNA 


NM_030670 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 6, mRNA 


NM_030669 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 3, mRNA \ 


NM_030668 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 4, mRNA 


NM_030667 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 1, mRNA 


NM_002848 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 2, mRNA 


NM 021979 


Homo sapiens heat shock 70kD protein 2 (HSPA2), mRNA 


NM_024005 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 1, mRNA 


NM_001356 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 2, mRNA 


NM 020216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSG1), mRNA 


NM 007317 


Homo sapiens kinesin-like 4 (KNSL4), mRNA 
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NM 004256 


Homo sapiens organic cationic transporter-like 3 (OKCTL3), mRNA 


NMJ)00774 


Homo sapiens cytochrome P450, subfamily IIF, polypeptide 1 (CYP2F1), 
mRNA 


NM_000769 


Homo sapiens cytochrome P450, subfamily EC (mephenytoin 4-hydroxylase), 
polypeptide 19 (CYP2C19), mRNA 


NM 031220 


Homo sapiens PYK2 N-terminal domain-interacting receptor 1 (NIR1), mRNA 


NM 031212 


Homo sapiens hypothetical protein NPD016 (NPD016), mRNA 


NM 031211 


Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 


NM 031209 


Homo sapiens tRNA-guanine transglycosylase (TGT), mRNA 


NM 031206 


Homo sapiens hypothetical protein FLJ12525 (FLJ12525), mRNA 


NM 006904 


Homo sapiens protein kinase, DNA-activated, catalytic polypeptide (PRKDC), 
mRNA 


NM 030963 


Homo sapiens hypothetical protein DKFZp43401427 (DKFZP43401427), 
mRNA 


NM 030931 


Homo sapiens epididymal secretory protein ESP 13.2 (ESP 13.2), mRNA 


NM 030905 


Homo sapiens olfactory receptor, family 2, subfamily J, member 2 (OR2 J2), 
mRNA 


NMJ)30903 


Homo sapiens olfactory receptor, family 2, subfamily W, member 1 (OR2W1), 
mRNA 


NM_012377 


Homo sapiens olfactory receptor, family 7, subfamily C, member 2 (OR7C2), 
mRNA 


NM 030981 


Homo sapiens small GTP-binding protein (RAB1B), mRNA 


NM 030974 


Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 
mRNA 


NM 030973 


Homo sapiens hypothetical protein TCBAP0758 (TCBAP0758), mRNA 


NM 030968 


Homo sapiens G protein coupled receptor interacting protein, complement-clq 
tumor necrosis factor-related (ZSIG37), mRNA 


NMJ)30945 


Homo sapiens complement-clq tumor necrosis factor-related protein; likely 
ortholog of mouse CORS26 (collagenous repeat-containing sequence of 26-kDa 
protein) (CTRP3), mRNA 


NM 030936 


Homo sapiens hypothetical protein DKFZp434C135 (DKFZP434C1350, mRNA 


NM 030935 


Homo sapiens TSC-22-like (THG-1), mRNA 


NM 030926 


Homo sapiens integral membrane protein 3 (TTM3), mRNA 


NM 030893 


Homo sapiens CD1E antigen, e polypeptide (CD1E), mRNA 


NM 014067 


Homo sapiens LRP16 protein (LRP16), mRNA 


NM 030661 


Homo sapiens homeo box A3 (HOXA3), mRNA 


NM 030879 


Homo sapiens Small evolutionary conserved RNA, resembling C/D box small 
nucleolar (X102), mRNA 


NM 012373 


Homo sapiens olfactory receptor, family 3, subfamily A, member 3 (OR3A3), 
mRNA 


NM 015072 


Homo sapiens KIAA0998 protein (KIAA0998), mRNA 


NM 030882 


Homo sapiens apolipoprotein L, 2 (APOL2), mRNA 


NM 002623 


Homo sapiens prefoldin 4 (PFDN4), mRNA 


NM 022167 


Homo sapiens xylosyltransferase II (XT2), mRNA 


NM_017506 


Homo sapiens olfactory receptor, family 7, subfamily C, member 1 (OR7C1), 
mRNA 


NM 003372 


Homo sapiens von Hippel-Lindau binding protein 1 (VBP1), mRNA 


NM 016097 


Homo sapiens HSPC039 protein (HSPC039), mRNA 


NM 014646 


Homo sapiens lipin 2 (LPIN2), mRNA 


NMJ)05880 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), 
mRNA 


NM 006755 


Homo sapiens transaldolase 1 (TALDOl), mRNA 
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iNJYL UUD1J/ 


TTAmn qatiiptiq "nifrpnrae svndrome critical region gene 2{DGCR2). mRNA 


NM 000022 


Homo sapiens adenosine deaminase (ADA), mRNA 


NM 003215 




NM Ulo4Z3 


Urktvirv canipnc nViAcnTiaHHvlinfiQitnl 4-ldnase tvoe II (P14K1D. mRNA 


NM 025238 


Homo sapiens BTB (POZ) domain containing 1 (BTBD1), mRNA 


NM 004248 i 


Homo sapiens o proiem-coupiea receptor i\i \\jri\i\jj, uuviirv 


NM 001642 


Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA 


NM 030821 ! 


Homo sapiens group All secreieQ pnospnoupase i^n^vji^j, uuvnrv 


NM 030820 


Homo sapiens hypothetical protein ujst^pjohdvd^ {ur*j:/jpD\J t *D\jj6) i miM^n. 


NM_030816 


Homo sapiens hypothetical protein UKr£p300Jui jto ^jjjvxzj'jooi^i j*tu;, 
mKJNA 


NM 030807 


TT nn^^A^n mIhsvsxoa t»*ftwpwAi4or Wf Atom III 1 1 tI III 1 111 TT1 rv N A 

Homo sapiens glucose inuisporcer protein au ^Lru i iuj, nu\j.^rL 


NMJB0798 


Homo sapiens hypothetical protein DKFZp434D0421 (DKFZP434D0421), 
mKJNA 


VTI A AO ATA*? 

NM_030797 


Homo sapiens nypoineacai protein L/rvrz/pjoo/\i j&* \xjr**i t«i juuaij^, 

ml? XT A 


NM OiU/oo 


tt canipnc "TiP-cnpri fi e* trflTicmpmViranp nrotein rLOC81501Y mRNA 

XlomO SapiCIlo -L/V^-J>pC\/lJLii-> Lioiioiliciiiuiai.lv yi\ji\ru.i yajwui^wi;, iau-v*-** «. 


NM OJU/o/ 


Usvmrk com'pnc fanf/vr W-rplntpH rirntpin S ( FH R mRNA 
riomo Sapiens IavlOi xT~rcj.elicu pruiciii yrxuwy, iuxvl^ixt. 


NM 030786 


Homo sapiens intermediate filament protein syncoilin (SYNCOILIN), mRNA 


NM 030785 


tt_„_ „_+l_„1 < ~ rr n f -mnnro t-oc^iol ert/VlrpTlPafl-lilfP 1 fRSHI 1 l TtVRNA 

Homo sapiens ortnoiog 01 mouse racnai spoKeneau-uivo 1 yr^oni^ij, uixu^n 


NM_030784 


Homo sapiens oram expresseu vj-pruicui-v/uupicu icucpiui jtox a.*t uho 

^ror/^iJj, mivlN/V 


NM 030783 


Homo sapiens phosphatidylserine synthase 2 (PTDSS2), mRNA 


XT* K A1A^J*7A 

NM_030779 


Homo sapiens liag-reiaiea gene memoer l \^szswjz.j, uuvlna 


NM 030774 


tt _ _ poniono nmctofp cnp^ifip f~r_nrrktpm pmmlpH rpf pntnT i^PSCtR^ mRNA 

Homo sapiens prostate specmc vj-pruiom uuupicu ictc^iui uvjxxy, unuin 


NM 030772 


Homo sapiens connexin 59 (GJA10), mRNA 


NM_030764 


Homo sapiens oriZ aomain-coniaming pnospnaxase ancnor proiein i i^or/vr ij, 

„T) XT A 

mKJNA 


NM 030763 


Homo sapiens nucieosomai omaing proxem i viNo-or lj, iw\nt\ 


NM 030757 


Homo sapiens makorin, ring finger protein, 4 (MKRN4), mRNA 


NM_021813 


Homo sapiens B 1H ana CJNu homology 1, oasic leucine zipper uanscnpnon 

r a. , o /n a <*TfTO\ —DMA 

factor 2 (HAL/H/J, mKJNA 


NM 020819 


Homo sapiens KIAA1411 protein (KIAA1411), mRNA 


NMJ)30751 


Homo sapiens transcription tactor o (represses lnterieuian z expression^ ^iv^roj, 
mRNA 


NM 030754 


Homo sapiens serum amyloid Az ^bAAz;, mKJNA 


NM 030752 


Homo sapiens t-complex 1 (TCP1), mRNA 


NM_030756 


Homo sapiens transcription tactor /-liKe i (,1-ceu specmc, nivivj-Dox; 
(TCF7L2), mRNA 


NM 006010 


Homo sapiens argimne-ncn, mutateo in early stage tumors ^/\i\ivii} i iiuun a 


NM_001182 


Homo sapiens aldehyde dehydrogenase 7 family, member Al (ALDH7A1), 
mRNA 


NM_000382 


Homo sapiens aldehyde dehydrogenase 3 family, member A2 (ALDH3A2), 
mRNA 


NM_003486 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 5 (SLC7A5), mRNA 


NM_000694 


Homo sapiens aldehyde dehydrogenase 3 family, member Bl (ALDH3B1), 
mRNA 


NM_000693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDH1 A3), 
mRNA 


NMJ)30381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 

mRNA 



391 



WO 03/074654 



PCT/US03/05028 





TTnmn saniens GT T-Kmnnel familv member GLI2 fGLI2Y transcrint variant 2. 

IXUlllLr OdUlUllO VJX-/X XVX ULil/trl 1(111111 Y lllx/lllU VJJuiA uuuoviipi YCUlHiii *»j 

mRNA 


KM 030379 


Homo saniens GLI-KniDDel familv member GLI2 fGLI2), transcriDt variant 1, 
mRNA 


NM_020166 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 1 (alpha) (MCCC1), 
mRNA 


NM 005270 


Homo saoiens GLI-Kruooel familv member GLI2 fGLI2), transcriDt variant 4, 
mRNA 


NM 002381 


Homo sapiens matrilin 3 (MATN3) precursor, mRNA 


NM 030583 


Homo saoiens matrilin 2 (MATN2i orecursor. transcrint variant 2. mRNA 


NM 009380 


Homo saniens matrilin 2 fMATN2 1 nrecursor transcrint variant 1 mRNA 


NM 002379 


Homo saoiens matrilin 1 cartilage matrix nrotein fMATNl^ mRNA 

i 1\J111L/ Oa^s i\zxX3 11 Id Li 11 ILL 1 j uOl Uiagv UIOUIA J-Vl \J 1J. 1 yi'iJ l **' A /j aaaaxa^a ». 


NM 000168 


Homo saniens GT T-Krunnel familv member GLI3 fGreie cenhalonolvsvndactvlv 

X 1AJ111U OuUlvllQ VJ XwX XVX lip L/vl IdilUljr 111VAA1W1 VJlilJ ^VJ A vlg VV|;il(tlV^ wl Jf OJf liuuw i-j 1 j 

syndrome) (GLD), mRNA 


NM 003462 i 


Homo saniens dvnein axonemal lieht intermediate oolvneDtide (P28 /. mRNA 


NM 017493 


Homo sapiens Hin-1 (HSHIN1), mRNA 


NMJ)05602 


Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDN1 1), 
mRNA 


NM 001195 


Homo sapiens beaded filament structural protein 1, filensin (BFSP1), mRNA 


NM 004987 


UnwiA canipnc T TN/f and senesrent ppII anticpn-lilce Homains 1 C\ lA/fS»1 i mRNA 


NM 00041? 


XXUIIJu oapiCIlo lUoUUlUC-ilUll giy vupiulGlxl ^xxxvvjy, iixxvi>r\. 


NM_024494 


Homo sapiens wingless-type MMTV integration site family, member 2B 

AXTNTTRi h-nncrrint variant WNT-7R2 mRNA 


NM_004993 


Homo sapiens Machado-Joseph disease (spinocerebellar ataxia 3, • 

rJ-i\mr»rrntr*f»f»tWK^11nr atavia "X aiitncmmal Hnminant ata Yin 3 i ChA \TW francrrint 
Ull VUUUIllUL'd CUCllCU dloAla J, dLHUoUillal UUllllllalllj alaAlli J y ^lYXJXyy, U&lloOlipi 

variant 1, mRNA 


1N1V1 V/VrlOJ 


XJrvmr* canipnc Tx/incrl pce-t"v/nf» MTV/I' V\J iritpcrratirvn oitp fnnrrilv mpmKpr 

XXUlllU odpidlo WlllglCoa-LyjJC IViXVlX V lllLC^lallWll OlvC ICLUlLiy 9 llldllUd Z.XJ 

(WNT2B), transcript variant WNT-2B1, mRNA 


NM 024415 


Homo sapiens VASA protein (VASA), transcript variant 2, mRNA 


"NXN/f Ofi/IIQQ 
JNiVl_UU4jyo 


rtomo sapiens jujdaij/ii ^Asp-vj iu- Aia- /vsp/ jolis ) oox poiypepuae iu ^ivin/v 
helicase) (DDX10), mRNA 


NM_004397 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 6 (RNA 
nencase, dh-kjl/j ^l/l^aoj, mi\JN/\ 


NM_004396 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 5 (RNA 
nencase, ooissj) \uua>j) } nuviNA 




riomo sapiens ucuwjfrv ^Asp-vjiu-/ua-/\sp/xiis^ oox poiypepuae y \s\i\i\ 

V»*»lJr»ae*» A miolpar TiWA V»#»1iracp TT* 1*»iilrnn1i\/'ci-n^ /TiDYQ^ francorir\t variant 0 

nencase -tv, nuoicd.r xvi>r\ ncntdbc u, iciiA.upxiybiii^ ^i^j-'yv^, ixdiidi^xipi vai lain 
mRNA 


NMJW1357 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
neucase /v, nuciear jji>/\ nencase n, ieuKopnysm^ ji^iaa^tj, iraiiiscnpL vdndni i, 

mPNA 


NMJ504660 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide, Y 


NM 019039 


Homo sapiens VASA protein (V ASA), transcript variant 1, mRNA 


NM 012382 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


NM_000387 


Homo sapiens solute carrier family 25 (caiTiitine/acylcarnitine translocase), 
member 20 (SLC25A20), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NM_004940 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 7 (RNA 
helicase, 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 (DDX1), 
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mRNA 


NM OI'HnYi 


Unmn canipnc flnanViacp-nromorintJ' ronTnlpx ^iihimit 9 f APf^ mRNA 


NM 0D1791 


TTomn cnnipnc mpmhrane-hounfi tranc.erintion factor nrotease site 1 fiVTR' I IPS 1 ^ 

mRNA 


NM_002251 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
member 1 fKCNSH mRNA 


NM 006903 


Homo saniens inorganic ovroohosDhatase (SED6-306Y mRNA 


NM„020956 


Homo sapiens periaxin (KIAA1620), mRNA 


1N1YA vlJtJJ 


Homo canipnc HoiiKIp rintx-finoer nrotein P)oTfin rTiORPTNi mRNA 
xiuiiiu oapiciio uuuuic xixxg -xixigwi iJi\Ji\*ixiy jl/uixui ^jl/wivi xxiy, liuuin, 


NM 014^8 

1N1Y1 UltJjO 


TTomo canipnc nhocnliariHvlcprinp HpearhnYvlace fPTST*)^ mRNA 


NM 091QS4 


TTrvmn canipnc oan timftion nrotpin alnna 1 46VF) tVonnp'xin 46^ fOTA1^ mRNA 


NM 091068 


Untnn canipnc cialnaHhpcin fSNi nVRN*A 

XxUlxlU daplClio OlalUdUlivOlli ^J1t Jy 1 1 Uvl > A 


NM 099891 

xNxVl__VZ.^OAr 1 


TTomo canipnc plonaalion of vprv lontr chain fattv acids fFRNI /Flo2 SIIR4/Rlo3 
veastVlike 1 (TsLOVLl, mRNA 


NM 091196 


TTomo sanipns mprcantonvriivate STilfiirtTaTisf erase ^MPST^ mRNA 


NM 030666 


Homo sanipns serine Tor cvsteinei nroteinase inhibitor clade B fovalbumini 
member 1 (SERPINB1), mRNA 


NM 094014 


TTomo sanipns hompo hox A 6 rFTO^CA6^ mRNA 


NM 030665 


Homo sapiens retinoic acid induced 1 (RAH), mRNA 


NM 010661 


XxUIxiU bapiCllo IxULUwilUxlUIlai UapoUiC oClvilupiULClil ^iVlV^Oi ) } Uil\iN/\ 


NM 010664 


TTnmr» cia-nipnc •n1inenV»ntn"pctPi*?icp Tplfifp/I ^PTT^T^ mPNA 
XxUIlIU oapiCUo pilUopilU Ll ICo LCI aot ICloLtU ^X7 1 J_/X\.y, lliXVLN/x 


NM 010669 


ITr^mrt com'pnc •mitn<yf»ri-!»r*+i\/ptf i /^ nrAtpin Vina CP IriTincp 9 fMAP9TT9 i mPNA 
XIUIIIU oapivllo llulUgCll~aV/ u voi-C/U piuiciii iviiiaow Jviixaov ^ivxxxx t*x\x>)> liJUviN jtv. 


NM 024896 


Homo sapiens hypothetical protein FLJ23309 (FLJ23309), mRNA 


NM 009181 


nomo Sapiens lnieneuivin j reuepwjr, aipna ^iow aiiinuy^ i^xj^jivrv^, iiuviNrv 


NM 091944 


Unmrt canipnc Van t>rr»+#*tTi • Vi"\/r»ritVi<*lir*Ql Cii 1 ' P_V\iti/^iti ct nTnt**in 

nomu SMipiciio xvag u pruicui) nyputxicLiuai ir -uuiunig pruicui 
DKF7n761TT171 fRAGD'i mRNA 


NM_005088 


Homo sapiens DNA segment on chromosome X and Y (unique) 155 expressed 

cpniipnrp fDYYSI SSFl mPNA 

dCijUCHUC \^L/A I ulJJIy^ IxixvlNxlk. 


NM 0160Q0 


XlUXXlU oapiCllo I\JLN/\ UxxiUiilg IliULll piULClll / ^XVlJlVl / J 9 ilJX\JL>/x 


NM 013306 


Homo sapiens sorting nexin 15 (SNX15), mRNA 


NM 01R169 
IN JVI_U 1 0 J OZ 


nomo sapiens iiKciy oruioiug 01 mouse iwiiN-/v^, uiaiiixiiaiidn i^hn- / pruicxii j 
n rtsj 1jT\ mRNA 


NM oiaioo 

IN 1YL \J 1 Ojvu 




NM 0147S4 

INIYI vlH/JH 


numu oapienb pnubpiiaiiuy loexinc oyiiuiaoe 1 yr 1 uoo i ) } iiuvin/\ 


NM 006140 

xNxYl VvUltu 


TTnmn canipnc nolrmv ctimiilatinor faotnT 9 rpppntnr nlnlm Inw-flffinitv 
XxUlIlv/ oapiGUo UU1U11Y oLllllUlalUlK laUtUI ICV^cpiwlj aipixclj 1VJ w axliilltjr 

rpTaniilocvte-manronhaffe^ ^dSF2RA^ mRNA 


NM 004043 


TTomo Qanipn^ arptvl ^protonin O-mpthvliTan^fprase (ASMTi mRNA 


NM 002414 


TTomo canipnc nnficypn idpntifipH Kv monoclonal antibodies 12H7 R21 and 013 

(MIC2),mRNA 


NM 002186 


TTomn canipnc intprlpiiln'n 0 rpppntor TTT OP i mRNA 
xiuiiiu odpicxia unci ivujvui ? ieucpivji ^xju^xv^, iiixvi^i^v 


NM 0106S7 


Wnmn canipnc Ipnc intTincip mpmhmnp nrntpin 9 (\ OI^Tj^ TN/T9 i mRNA 

XlUXllU oapiCLLo lCllo U1U111l»1U iilCIIlUl OIlW pi U It- ill ^IJ'IUL/^ ^Xvll YU* J } liLLVx^lxx, 


NM 01414Q 


TTr*mn compnc Qt\r\ 1 mntiTrttpi'n T "\ ( ARlYT mW ^TA 

nuxxiu odpiCxio apuxipupxi/iein x^, -> ^atuivj ^, iixivln/^. 


NM 099566 

IN 1 VI v^L JUU 


numu odpicxio nicduucriii ueveiupiiiciiL i^aiiuiuaiw i ^ivixiox^v^ i j } lili\±> t\ 


NM 020727 


Homo sapiens zinc finger protein 295 (ZNF295), mRNA 


NM 012074 


Homo sapiens cer-d4 (mouse) homolog (CERD4), mRNA 


NM 000861 


Homo sapiens histamine receptor HI (HRH1), mRNA 


NM_006273 


Homo sapiens small inducible cytokine A7 (monocyte chemotactic protein 3) 
(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1, NADP(+)-dependent, cytosolic (ME1), mRNA 


NM 024165 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 1, mRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 2 (CYP4F2), 
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mRNA 


NM 007253 i 


Homo saoiens cvtochrome P450 subfamily IVF. nolvDeDtide 8 fCYP4F8\ 
mRNA 


NM 000779 


Homo sapiens cytochrome P450, subfamily IVB, polypeptide 1 (CYP4B1), 
mRNA 


NM 001514 


Homo sapiens general transcription factor IIB (GTF2B), mRNA 


NM 004127 


Homo sapiens G protein pathway suppressor 1 (GPS1), mRNA 


NM 024423 


Homo sapiens desmocollin 3 (DSC3), transcript variant Dsc3b, mRNA 


MM flOl 041 


Homo ^aniens desmocollin 3 fDSC3^ transcrint variant Dsc3a mRNA 


NM 004949 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2b, mRNA 


NM 024422 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2a, mRNA 


JNJV1 UU4y4o 


xiomo sapiens acsmocoiun i \lj\d\^i) 9 uraiibui ipi variaiu jljouiu, iiiraxrv 


NM_024421 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dscla, mRNA 


MM 


nontcmo Pomona or\o/»ifi/> HMA V^'in/llt'l fr Tirrttpm 1 l197VTll fTlTlRl i nVR^^A 

xiomo sapiens aamage-specinc jl/in/v ouiQing proicm i yi^ijsjj) \uud i), im\nr\. 


NM_000425 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
oyivius i , JviAoA ^menial reiaruanon, apnasia, snuniing gan ana auuukieu 

-frVinfr iKeA cim/lrnmA or\aotir» r\oror\\fmo 1 "\ C\ 1 A \A\ trancprirtt variant 1 nVRNA 
ul Uin OS J synuXUIIlc, bpdbllv paraplegia xj ^x^l^/vivij, uaiiboiipi vaiiaiii i, uixvM.rv. 


NM_024003 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 

CT/lxrlut? 1 \A A Q A {m&r\tck\ r&t&TAotifxn anhacia diiiirlincT trait nnH anMiiptpH 
oYlVlUb 1, IVLrVoxY ^iilCillal iCualuaLlull, apiiaoia, MxUxxiiiig gall aiiu. auuuvvvu 

tVmmhcii cvnHrnmp onaotir naranlpoia 1^fT 1CAM"i Iran^crint variant 2, mRNA 
UimilUoy ojrllUx unit, opaoiiv paiapiugia i j \ i w^ilIvj. j j ixaiiovxipi. vaiiain £>, lixxxx m 


NM 004110 


Homo sapiens feiredoxin reductase (FDXR), transcript variant 2, nuclear gene 

pnprtHincy rnitnrhfvnH'rial nrntpin nVRNA 
viiouuxiig iiiiiuuiivjnviiiai piuitiiij iitivi^i^v 


NM 094417 


HYvmn QanipriQ fprrpHrnrin rpdnntaQP rPDXR^ transcrint variant 1 nuclear t?ene 
encoding mitochondrial protein, mRNA 


NM 09^044 

IN 1YI U£ J y-r-T 


Unmn <!flnien<j cvtochrome P450 koform 4F12 rCYP4F12^ mRNA 


NM 092845 


Hnmo «?anipns rnrp-hinrlinfy factor beta suhunit ^CBFB^ transcrint variant 1. 
xxuuivj oaui^iid vUlv uiiiuixig xavviui, i/via ovxuuiiib ^vjjx j y uaiiovii^/i> » ui iuui x, 

mRNA 


NM 099041 


tTmnn canipnc oiant aYnnal npuronathv (&i&HTCC\Ti\Y\ \ rTfrAN^ mRNA 


NM 09 1 1 R7 
iNJ.VJ._UZ 1 1 o / 


TTr^mn cimipnc pvtripVirnmp P450 Qiinfamilv TVP" nolvnpntidp 11 ^(^^47*11^ 

X1U1I1U oapiCllo L/ y LUL/lll UlilC 1 tJUj DUUlOllllljr XVX , IJUljr lywlJUVlw XX ^Vv 1 1 Tl *-**Ji 

mRNA 


NM fi1Q*\GQ 


tlnrnn canipnc tact** Yt*nf*T\tf\r hmp 9 mpmVlPT 1 fT A ^9T? 1 ^ TTiliNA 
XlUIIlO bdpiCIlo LdolC iCWCpiUl, l/PC £. 9 I11C1I1UC1 1 ^li u lxJZ.x\.l^ l lllxVLN/i. 


vnv/T ni7^7Q 

jnivjmji fj/y 


u nmn canipnc f1f»1ptprl in mnlionnTit Hrain tiimnrQ 1 /TTi A/TRT1 i tranQprint variant 
nuino bapienb ueicicu 111 inaiigiiaixL uiaiii tmuuio i ^jl/ivix> x lj 9 uaiiooiipu vaiiaui 

J y 11 LEVI. ^ A 


NM 01567ft 


Homo 5anien<5 <M>ntrin/STIMO-^necific nrotease ^ TSRNP3^ mRNA 

XXVvlilU oapivllO OC11U. 111/ O kJlVXV/ opvwlllVy pi \J l\*CLO\s J ^UIjIiI ~^/J iilXvl^xi. 


NM 0190Q6 


Wnrno canipnc aHarttor rirntpin containing nfT Homain PTR domain and leucine 
xiAJiiiu oapidio auapiui piwtciii iruiiiaiiixiig pxx uviiiaxii, x il» u\siuciuj aim ivuwuiv 

7inner motif rAPPL^ mRNA 

£iippVl lllV/UX ^XxJL X i-i J) ilXXVX^Ixk 


NM 005^92 


Homo saniens PHD fineer nrotein 2 (THF21 mRNA 

X A.VJi-1 i\J OOpJivllO X X XX—/ XXllgVl pi V Iv 111 A* XXX irf yj IIXJLVX^X ». 


NM OOORQfi 


Homo cjanipnQ rvtorhromp P4^0 ^nhfamilv TVF nolvnentide 3 fleukotriene B4 
xxviiiiu oapit/iio v y LUviii wiiit x *tjv/, oixuxcuiiiijr x vx , pwijrpwpuuw ^ ^ivuiwuivuw 

omega hydroxylase) (CYP4F3), mRNA 


NM 099661 


Homo saniem SPANX familv member C fSPANXC^ mRNA 

xl\Jl-Ll\J ocLpiwllo Ljx / vj. ivV xa.liXlljr } lllwlllUwl ^ui/xii/w->yj xiixn-l^xx 


NM 099571 


Homo saniensTSPYairrSPYOli mRNA 

xxuiiiu oapit'iio x ox ii{i ^ x kjx lyijj iiixxxix*. 


NM 0990RQ 


Homo <;anien<; nutative ATPase fHSA9947 1 mRNA 

1 1 wliiw oapitiio puuiLivt< All UOv ^llUiL/ /~ / y, XllXXX^i*. 


NM 09599R 

lNlVx \J£JjLjLO 


Homo ^aniens hvnothetical nrotein dJ434014 3 (DJ434014 3^ mRNA 

llUillv OCipiWilO XXjrp\JlXlwLlV/CU pi VJ 11/ 1X1 UJ~J~V1~«J yX^«JT«/^V^ l^,^ Jy li X 


NM 025013 


Homo sapiens KIAA103 1 protein (KIAA103 1), mRNA 


NM 025027 


Homo sapiens hypothetical protein FLJ14260 (FU14260), mRNA 


NM 022102 


Homo sapiens hypothetical protein FLJ20958 (FU20958), mRNA 


NM_021724 


Homo sapiens nuclear receptor subfamily 1, group D, member 1 (NR1D1), 
mRNA 


NM 030570 


Homo sapiens hypothetical protein MGC10902 (MGC10902), mRNA 


NM 025135 


Homo sapiens hypothetical protein FLJ22297 (KIAA1695), mRNA 


NM 024317 


Homo sapiens immunoglobulin-like transcript 10 (1LT10), mRNA 


NM 021822 


Homo sapiens phorbolin-like protein MDS019 (MDS019), mRNA 
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nm ni7^no 

XNxYX v 1 / J\jy 


"HVvmn cunifmo AfO for cArinp nrnfpacp Virvmril ncnip ^PT.Q T? N A C ptA mPMA 
XIUUIU oaJslCilo /IV/V/ XU1 odUlC JJlULt-aoC UUHlUlUgUv ^XlOAUiriO ± XX/> IllIS-XN/\. 


nm oos^ri 

1N1V1 UUJJOJ 


Unrnrt conipnc Ivrnnhnlilactif* IpuVpmia HprivpH cpmipnpp 1 M VT 1^ mUNA 
xxumu oapiciib ly xiipiiuuiaoui' icLuvc-iuia uciivchx odJuciivw' x ^x^ x jux j t ixixvln/i. 


NM 090070 

1>1VT UAVU / U 


Unmn cnnipnc irnnriiinfiorlnhiilin lflmKHn-lilrp nnlvnpntiHp 1 iKtT T 1^ mT?NA 
xiuuiu oajuiwlio iixuiiuxxvjgiuuuiixi laixiuixa-ixitv puiypwptiu.t' x ^xvjx-rXvxy, iuiuia 


NM_002383 


Homo sapiens MYC-associated zinc finger protein (purine-binding transcription 

fartnrl fMA7^ mRNA 
Xaviui j yivLr\ t j j y 1 1 ixvi > 


1>1Y± U 1 U7TT 


T-Tnmn cnnipriQ tnQtp TPKPntnr tvnp 7 mpmhpr 4 ^"TAS7R4^ nYRNA 

XXU1X1U oapiC-llO Lablv IWvv^lUl] 1-VpG UlvXllLrd *t ^1 AUAiVT^ .llXXvJ. 


NM_016943 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


xtm nno^7R 

JNM UUuj/o i 


xiomo sapiens w limb luiuur 1 ^ w 1 1 ), uanscnpi variani x\, uusss/x 


\T\A H7/M7/S 
INM UZhhZO 


xiomo sapiens wiims iumor 1 ^wiij, uanscnpi vanani u, nirviN/v 


JNM UZ44ZD 


xiomo sapiens wiims nimor 1 ^wi ij, uanscnpi vanani iui\i>/\ 


JNM UZ44Z4 


Homo sapiens Wilnis tumor 1 (WT1), transcript vanant B, mRNA 


INM_UUU /Oj 


Homo sapiens cytochrome P450, subfamily IIIA, polypeptide 7 (CYP3 A7), 
mRNA 


JNM UZO/U 


xiomo sapiens x>arxi-iiKe nomeooox i ^dakai j, mKJNA 


JNM^UUUUOo 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 

^PAPMA 1 A^ troncnrint \/QTi'ar»+ 1 mT?NA 

^v^/VL/iNA.i uanscnpi vdriani i, nuvLNri 


XTM fH057A 
JNM UjUj 


xiomo sapiens nypouicuvdi proiein ivivj^/XvJZ/ ^ivivjtv^ iujz/ ), irirviN/v 


XTM 0^0^77 
JNM UOUD / J 


TTr»mo cambric Ti\mntlipfipa1 i-trnt^in \ACZC X '\ r\Q£\1 fkAnC\ ClQA.^ ml? XT A 

xiomo sapiens nypouivucai protein iviov^iv/yoj ^lvivjv^iuyoj^, mrviNA 


XTM fi7/1Q£7 
JNM UZ4oO/ 


TT Arnn canipnc Tiirn/\fVif>ftr>a1 nrnfpin PT 17^ 577 HhT T71577^ -ml? XT A 

xiomo sapiens nypouieucai proiem ruz j j / / ^rivjz / / uuvln a 


XTM 0077^0 
JNM \)\)£.lz>y 


xiomo sapiens proiein Kinase gamma ^rxuv\_/\jj, mtviNA 


XTM 070^4.8 


xiomo sapiens uiazepam oinaing mm Diior \\j ad a receptor moauiaior, acy 1- 
Coenzyme A binding protein) (DBI), mRNA 


XTM" 075176 

xNiVX UZJ I/O 


Wnmn wmipnc VIA AO0RO nrntpin H^TA AOORO^ rrVRNA 
XIUIIIU adpiCUo xVl/xAU^OU piULClll ^P^l/VfVUfOUj, IIUVLN/\ 


NM 00378Q 

1NXVX VUJ /07 


X1UXUU adpiCIlb 1 rsr XVOX XrV-aooUvlalCU. Via UCaul UUHlaill ^ 1 L\Jt\±JLJ )^ 


NM 017541 


TTrtmA cot^iphc frvctallin oomma Q ( C^Xl ^Vfr^^ ttiT?XJA 
XIUIIIU oaUlClxo Clyaiallxlx, ^ all 1111a u ^OXxxVJOy, 111XVJ.N/A. 


NM 00n"RQ1 


TJ<-\mr\ canipnc r*TvrctQlliTi outhttiq Tl ttik^JA 
xtuiuu oapiciio w youiiiiix, gaxiiuia xv ^vivi \j±jj } Liii\±\s\ 


NM 070QRQ 


XTUIUU bapiCllo CiyouUlUl, gdJUlIla v> I vJ\_/ ^, IIUVlNrV 


NM 005710 


XIUIIIU bapicild cryouUlUl, gaUlXUa D I \JD) 9 lIUSA\r\ 


NM 014617 
INM Ul*tOX / 


xiuuiu oapiciib crysuinm, gaiiuiid /\ ^v^rv i kj/xj, inrvLN a 


NM 0071Q6 
IN M_Uu Z J y 0 


xiuuiu bdpicnb rndiic enzyme z, i> rvu ^ • j -ucp cnucn l, nuiuLnunundi ^ivixiz^, 

IlUulCaJ. gCUC CUOUUUlg lUllUL/llUUUXldl piULClll, IIUVlNx\ 


NM 07576R 


xxuiiiu bdpicnb iiypuuicuudi proiem ivivjv^tuj^ \jxx\j\sH\jjy j, uus-lna 


NM 075744 

X l XYX \j£,J Z«*T*T 


llnmn canipnc tpctic enpnifip 10 CT^CIA 10^ mRNA 
XIUUIU bdpidlb U^blib bpCUlllw, 1U ^lijVJr/\lUJ, UlXvLNrV 


NM 075740 

XNxYX UZJZrHU 


xiuuiu bdpicnb d i uomoiog o \D /-xij ), mixiNA 


NM 075737 

XNxYX \J£J£3 f 


Tlnmrt compnc c/^lArnctin / xCiQTi ml? XT A 

xiuuiu bdpiciib bcicrubuu j, mxvxNA 


NM 025236 


Homo sapiens HZFwl protein (HZFW1), mRNA 


NM 0757^5 
INM UZjZjj 


xiomo sapiens lanKyrase z ^ijnxvlj, mi\iNA 


NM 0757^ 
INM UZjZJj 


xiomo sapiens nucieouae umomg protem ^XNrsr;, mxuNA 


XTTVvf H75737 
JNM UZjZjZ 


xiomo sapiens nypomencaj proiem rLJJ.zzH\) (rLJZzzHOj, niiNjNA 


XTTVvf ft7 ^7 1 Q 
JNM UZjZ lo 


xiomo sapiens uiwio-Dmamg protein 1 ^ULiDri^niKJNA j 


JNM UZjZI/ 


xiomo sapiens ULio-Dinaing protein z ^ULorZj, mivxNA ; 


NM 025215 


Homo sapiens pseudouridine synthase 1 (PUS1), mRNA 


NM UZOZ14 


Homo sapiens tumor antigen se57-l (ob57-l J, mKJNA 


NM 07571? 

A^1VX_U^ JZ. 1^ 


T-Tnmr\ canipnc T^v1-nin/1in«y nrnfpin TTiAY ^inniKitinn r»f* flip T^vl nnH A vin 
XIUUIU bap 1 Clio Vl'UlUUXlig piULCUl IMpA ^iUlUUlllUll vl IX1W X-/ VI OllU r\Alll 

complex) (ID AX), mRNA 


NM 025210 


Homo sapiens type 1 protein phosphatase inhibitor (1-4), mRNA 


NM 025209 


Homo sapiens enhancer of polycomb 1 (EPC1), mRNA 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKPZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor-like protein (LOC80298), mRNA 


NM_025193 


Homo sapiens 3 beta-hydroxy-delta 5-C27-steroid oxidoreductase (C(27> 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FU13386 (FLJ13386), mRNA 
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MM 09S161 

1NJLVX vaJ iUl 


Unmn Q*mipnQ hvnnthptirnl nrntpin FT T99175 CFJ J9917S^ mRNA 

XXUIIIU ouUXdlo IIYUUlIIwUVai JJiUL&ill X J~*J 1 / J \X JuJAA JL / J )y lUXVL^in. 


INIVI UZ J I Jo 


u nTTin canipnc hvnnthptirfll nrntpin FT T999S1 fFT T999S1"i mRNA 
xxuiuu oaiJiciio iiyuuuicui/ai uxuicixx x^ x^i j i ^x i~ijz,£.zij l j, nirvx^i^v 


NM 0.9^148 

INIVi UZJ 1HO 


u ntrin canipnc hvnnthptiral nrntpin FT T19Q86 (FT T19086» mRNA 

XLUII1U oapiCIIb HYpUlilCUl/al UiULClll X XjJ 1a70U \X X_*j li^oU;, ILUXXirV 


1N1V1 UZJ1J/ 


TTnmn canipnc hvnnthptiral nrntpin FT T21419 fFT T914^01 mRNA 
XXUIIIU oauidlo liyjJUliiwUi'ai uiutviix x jl/Jj^ itjy yx i *iJv j } iiii.vii.rx 


MM 09^1 1 fs 

INiVx UZJ 1 1U 


TTnmn canipnc hvnnthptiral nrntpin FT T19781 (FT T19781 i mRNA 

XXUIIIU oaLJXCilo XX Y pULilCLlUal UiULClll X i—fJ Il/OI \X X-*J IL/Ol J } llllvl 1 jTX. 


MM ft?^1 14 
IN1V1 UZJ 11 *f 


TTnmn canipnc VivnntVipfirnl nrntpin FT T1^61 S (FT T1 161 M mRNA 


MM 09^081 


TTnmn Qanipnc hvnnthpn'pal nrntpin FT T91 198 fFT T9 1 198^ mRNA 


mm rnsnszi 

1NJVL UZJUJH 


TTnmn cjmipnc hvnnthpriral nrntpin FT T91119 (FT T91119i mRNA 


MM 09S017 

INiVx UZJU1 / 


TTnmn Qanipn« nvnntnptinfll nrntpin FT T1 18Q9 (FT T1 1899 1 mRNA 

XXUXUU oapivlio XiypUUlC Li L>al piV/LCiXi fLJlJ07i ^X IaI1j07^, 11JXVL 1 n. 


MM 09Sfl1 1 

IN1VX UZ JU 1 i 


TTnmn nanipn^ nvnnthptipal nrntpin FT T1 1744 (FT T1 1744 1 mRNA 

xxUixiu oapiCLLa iiypuuxcui^/cu. piutcui XJU i J /*t*t ^JLJ I J iltjy lAUVL>rit. 


MM H9400S 


TTnmn Qanipnc nvnntnptiral nrntpin FT T1 961 6 (FT T1 961 6^ mRNA 

XXUIXIU oapXCllo lXypUUXCLlL«aX piULvXIi PXJ l^UXU ^JTX-rJ I^UIU^ XXXXVI>/T, 


MM 094Q87 


TTnmn <?anipn<! hvnntnptiral nrntein FT T1914^ (FT T1914^i mRNA 


MM 094Q00 

INIVX UZHJrUU 


TTnmn Qanipnc hvnnthptiral nrntein FT T99470 (FT T99479 i mRNA 
xxuiixu aapxcxxo iiypuuxvLXv<u piutviii x juj^^t /7 ^x x->j^<i/*T / ^ jj xxxxn-xi/a 


MM 094 R74 


TTnmn <;anipn<! hvnnthetieal nrntein FT T1499^ (FT T1499S i mRNA 
xxuxx xvj aapivxxo uypi/ixxvuvcu pivtvxn x XwJ i ^£*£*j \i. x^j itA^jj) xxixviiia. 


MM 09487^ 

1N1Yx__UZ*tO / J 


TTnmn canipn<j hvnnthpn'ral nrntpin FT T91 1 69 (FT T91 169i mRNA 
xxuxxxu aapicxxo xiypuux&Lx^ai piv/iwixi x xaI^i xu^ yx x^j^x iiu\jrir\ 


MM H94R61 

INlYl UZHOU1 


TTnmn canipnc Vivnntnptiral nrntpin FT T99671 (FT T99671 i mRNA 

XXUIIIU bapiCUb nypUulCULyal piULCUl rXJZZU/ A ^FIaIZZU/ 1 IlXlvlirV 


MM 0948^^ 
INIVI uz*toJ0 


Wnmn car»if»nc hw»nfhprJr«a1 nrntpin FT T99101 (FT T99101^ mRNA 
XlOXilU dapiCIio nypUlIlClivyal piUlCUl FlvJZZJvl ^rXvJZZJUl y } IXJXVLirV 


MM H94R99 
INlYl UZ40ZZ 


TTnmn cam'pn c Vt\mntfiptipQl nrntpin FT T99601 H7T T9960^ mPMA 

xiomo Sapiens nypouicuuai proicui rjujzzov/i jtjljzzovi ^, ixxiviN/v 


MM 094810 


"Hnmn canipnc Vi\mntliptipfl1 nrntpin FT T99QSS (FT T99Q^^^ mRNA 

xiorxxu Sapienb nypuinciiuai pruicux rxJZrZyjj ^rx-jzz^j j ^, xxxxvin/\ 


MM H94R1A 


UVvmn canipnc ViAmntTn^tirnl nrntpin FT T91989 (FT T91989^ mRNA 

xioino Sapiciis nypoincucai proLcin pj-jzjzoz ^ri^jzozoz^, xxxxvln/\ 


MM 09480^ 


TTnmn canipnc nxmntnpfioal nrntpin T7T T91 66^ H7T T9 1 6^^A mT?NA 

xxonio Sapiens nypouiCiicai protein rx-jziooj ^ruziooj^, nirviN/\ 


MM 09470S 


TTnmn canipnc mmnthptinal nrntpin FT T99800 (FT T998001 mRNA 

nomt) oapivns nypumciiuai pruLcm ri^jzzouu ^rxvjzzouu^, xixxviNrv. 


MM 094767 

1N1Y1 UZ*r / U / 


TTnmn canipnc hvnnthptipjil nrntpin FT T9 1 1 90 (FT T91 1 90"\ mRNA 

XXUIXIU oapiCXXo iiypULXXCllCai pXUlCXXl X/X^JZ-X 1^,V ^rXJ^X ljLKJj^ IXXXVLNrV 


MM 094760 

XilYX Wt / UU 


TTnmn canipnc hvnnthptiral nrntpin FT T14000 (FT T1400Q^ mRNA 
xxuiiiu oapicxio nypuuivuvai piuicixi x/i_»j xtuuy ^rxwjxtyu7y) ixxxvXNrt. 


MM 094741 
IN 1V1 UZ*t fri 


TTnmn canipnc hvnnthptiral nrntpin FT T19897 (FT T19897^ mRNA 

XXUIIIU oapXCXXo iiypUUXXClXval piULCUl CJuJ IZOZ/ ^rXvJ l^>OZ / IXXXvINrV 


MM 09479^ 

INiVx / ZJ 


TTnmn canipnc hvnnthptiral nrntpin FT T91471 (FT T91471^ mRNA 
XTUITIU bapiGIla UypUUlCUWal piUlCUl rJ-fJZJH'/ 1 ^rxvJZJ*T/ lj s IlllVLN/\ 


MM 094790 
INIVI UZ*t / ZU 


TTnmn canipnc h\mnthptir»a1 nrntpin FT T91^10 (FT T9l^10l mRNA 

nuiiiu Sapiens nypuuiciiLai pruicm rxjjzj jiu ^rj-jzjjiu^, iiixvln/\ 


MM 094608 


TTnmn canipnc hvnnthptiral nrntpin FT T1 1044 (FT T1 1044 1 mRNA 
numu sapiens uypuuieueai pruiein ru xjuth ^rivJ i JvtH^, iiiivln/a 


MM 094609 
1N1V1 uzh-u^z 


TTnmn canipnc hvnnthptiral nrntpin FT T91060 (FT T91060 > \ mRNA 
rxuiixu sapienb nypumcLiivai pi ulcxix fx^jziuo? ^rjujziuu^, uxxvln/\ 


MM 094680 

INiVx UZHUO^ 


TTnmn canipnc hvnnthptiral nrntpin FT T14101 (FT T14ini^ mRNA 
numu sapieiio nypuuiciivai pruiexxi rx^j itiuj ^fj_»j ihiuj iiixxin/v 


MM 094687 

INlYl UZHUO / 


TTnmn canipnc hvnnthptiral nrntpin FT T9104Q (FT T9104Q'^ mRNA 
xiumu Sapiens nypuLncLieai pruLcin rxjjzjUHy ^rLJ/ijUHyj, xixx\j.n/\ 


MM 094648 


TTnmn oani#»nc h^mnthpnVal nrntpin FT T99999 (FT T99999"\ mRNA 

xiomo Sapiens nypumeucai pruicm riwjzzzzz ^rjLjzzzzzy, inxviN/\ 


MM 094699 

INIYX UZIUiZ 


TTnmn canipnc hvnnthptiral nrntpin FT T91Q01 (FT T91001^ mRNA 
xiuinu odpiens nypuuicui/ai pi ulcxix pi-jzi^ux ^ri-jzi^uiy, xxxj\j.n/\ 


MM 09461 1 


TTnmn canipnc himnthpfir'nl nrntpin T?T T1 1 806 (PT T1 1 QQ/CV mPXT A 

xioiuo sapiens nypoineiicai proiein ri-»j 11070 ^riwJ 1 loyo), niivCNA 


NM 024591 


Homo sapiens hypothetical protein FLJ1 1749 (FIJI 1749), mRNA 


MM fl94^61 
INJVl uz4j01 


xiomo sapiens nypomencai proiein rijjzzuj'f ^ruzzuj4j, mKJNA 


MM 094^40 


xiomo sapiens nypornencai proLein r-Ljzuy i / ^rLJZuyi / j, miviNA 


JNJVl UZ4 J 10 


Homo sapiens Ux-fio-oinaing protein 3 {VLDrjjy mKJNA 


iNiVl Uz4j1j 


Homo sapiens nypotneticai protein jvivj1J4u4j (MLjU4o4j j, mtuN A 


MM Uz4jU4 


Homo sapiens rK domain containing 14 (rKJJMl4;, mKJNA 


JNJVl UZ4jU1 


xiomo sapiens nomeo dox jji ^xiuajjij, mKiNA 


JNM UUOoZl 


Homo sapiens peroxisomal long-chain acyl-coA thioesterase (ZAP 128), mRNA 


NM 006680 


TTnmn canipnc molir pn7ump % NATiP/'4A-n l pnpnHpnt mitnrhnnHricil ^MT?^ i 
xxuiiiu oapxcxxo xixaxiv cxxziyxxxc j, x^al/i ^ » y*vivpviiudiL, ixxituwxiuiiuiiai yiviijijj) 

mRNA 


NM 001944 


Homo sapiens desmoglein 3 (pemphigus vulgaris antigen) (DSG3), mRNA 


NM 001943 


Homo sapiens desmoglein 2 (DSG2), mRNA 


NM 001942 


Homo sapiens desmoglein 1 (DSG1), mRNA 


NM 024500 


Homo sapiens likely ortholog of mouse polydom (POLYDOM), mRNA 


NM 024498 


Homo sapiens zinc finger protein 1 17 (HPF9) (ZNF1 1 7), mRNA 


NM 018943 


Homo sapiens tubulin, alpha-like 2 (TUBAL2), mRNA 


NM 015640 


Homo sapiens PAI-1 mRNA-binding protein (PAI-RBP1), mRNA 
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Unmn cjmipnc OA A 1 068 nrntpin A A 1 068^ mPNA 

XxUixlU oapiCLLo xNJ-O-rVl V/UO piUlCUl ^xVLr\/\x \J\JOJ, lIlxvIN/A. 




TTntnn cutii pn c A in thp ann'cpncp r\n' pntii'h'rkn fTlATVAQ^ mPMA 
xxUliiU c> dpi CI lb OlYxrVL/ lil U1C alillSCIlSC Un.CIllo.UUIl \lJJ\iyiO), xxlxVLNA. 


NM 091708 


T-Tr^mn cani pn c 1 pi tVTiPvfp— accnpiufpH Tw— lilrp rpr* pn frvr 1 C\ ATP 1 ^ f-fan ont-ir^fr irariortt 
xxUlllU sapidlS ICUAUL/ y LC"oaoUUlaLCU Xg-llivC ICUCpiUl 1 II dJr\JJ\. 1 J j LralLbl/l ipi Vol laXll 


NM 021706 


Homo canipno. leuVoevte-as9.ociated Tf*-1i1«* rpppntnr 1 fJ ATR1^ trancprint variant 
xxuixiu QaLyiwxxa ituxvuvj'ix> ooov/viat^u xg* xxivv ici/vpLUx x ^x^rvxxxx j 3 ixaxioi/Xipi vox laxil 

b mRNA 

IV m X XXX, XX li 1 


NM 002287 


Homo sarjiens leukocvte-associated Iff-like recerntfrr 1 fLAfRI^ tranQcrint variant 
a, mRNA 


NM 004424 


Homo sarjiens E4F tTansCTiotion factor 1 (E4F1^ mRNA 


NM 018834 

X 1 ATX VXW*/ T 


Homo saDiens matrin 3 (MATR3^ mRNA 


NM 017830 


Hnmn canipno, ovarian carfiiTmTna imnriTinnrparfivp antiffpn fOOTA^ mRNA 

xxuxxxu aapi^ixd woxioxx vaxvxxiuxxia niixiiuxiui gavu antigen l UviA j 3 iixxvi^i/x 


NM 006926 


Homo sapiens surfactant, pulmonary-associated protein A2 (SFTPA2), mRNA 


NM 005411 


Hnmn canipnc cirrfaptant nulmnn arv-accnpi* a tpH r\rr\tpin A1 fQT7TPA1i tWDXTA 
xxuxxxu oopiciio suixavuuii, puixxxUIiaiy-aSSUwiaLCU piULCLIl r\.L \OT I JT rV I IILTYTN/v j 


NM 024492 

X^fXYX UiTt/ti 


Hnmn canipnc annlinnnrntpfn fa^ rplatpd opnp f" 1 f APOAlJfrf"^ mPNA ' 


NM 024491 


Homo sapiens plO-binding protein (BITE), mRNA 


NM 01<\xl79 


xxomo sapiens uanscnpuonai co-acnvaxor wiin rL/Zi-oinQing motn {ljaZjj 
(TAZ), mRNA 


NM 017707 


xxtuno sapiens did oomain containing z \ d inuzj, mjKJNA 


NM 002826 


Homo sapiens quiescin Q6 (QSCN6), mRNA 


NM 09/1010 
lNxVl_UZ*tU 1U 


xiomo sapiens j-meinyiteiTanyojoioiate-nomocysLeine meuiyitransierase 
rcuuciasc ^iviiivK.j, uanscnpi vanant z, mixiNA 


NM 004979 


xiumu bapiCUd JdllUd KJLUa.bC Z ^o prOlCJIl lyxOSUlC KinaScj ^J/\xS»Z^, lmVlNA 


NM_000761 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 

nnlvnpntidp ? fPVPI A 9^ mPNA 


NM 000104 

xNxVx_VVU X w*t 


xxuiiiu »dpicub tfyiocxxTuiuc x *tju, suDiaimiy i ^uioxin-inQuciDiej, poiypepuuc i 
(glaucoma 3, primary infantile) (CYP1B 1), mRNA 


NM 00040Q 


xiumu sapiens cyiocnrome r^*tju, suDiainiiy i ^aromauc compouna-inuucioiej, 
polypeptide 1 (CTPlAl),mRNA 


NM 024118 
xixyx v/^tjio 


XxUUlU aapiCIXo lllUIlLUlUglUUUliri-JlKC UoJlciUripi 0 1 0 )j liuSSSry. 


"NM 091806 

XiXYX vilOUU 


Wnmn Qanipnc 9 10 of>nt^ (0 1 0^ mPNA 


NM 006908 


xiomo sapiens ccionucicouae pyropnospnaiaswpnospnoaiesterase i ^xiiNrri ), 
mRNA 


NM 007076 

XlXYX VV i\J fVJ 


xxUilxU oopiCilo xxUIlLlIlgUIl IIlLcraULing pruLCUi Ct [JuL x fEJ, II1x\1N/\ 


NM_018571 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 

randidatp ? fAT <19PPTi mPNA 


NM 01504Q 
xn iyx_ij i j \jh y 


xiomo sapiens amyotropnic lateral sclerosis z ^juveniiej enromosome region, 

randidatp ^ ^AT ^9rR^ mPNA 
vaiiuiuaic J ^nxyO-tL'XwJ, lllJVLN/\ 


NM 091016 


HTomn canipnc Hvnpin intprmp/liatp pliQin 9 ^TlMATO^ ml? XI A 
xxuiixu sapicixs uyiicixi lxiicriiicuiaic cnain z yxJiHixiz, j, iiix\J.n/\. 


NM 099171 


Hftffln cnniPtic T , «y , p11 Ipnl^Ptnui tfonelrtpo+^rvn <i1+pt*pH (ypup /' I Y T I ' A \ Tr»1?"NIA 

xxuixiu sapicixs i-v/Cii iciiKciixid u diisiocauon aiicTcu gene ^x^x/\J, nitviNA. 


NM 016198 


xxfjixiu sapiens voai pruicin gaxXUlia-COp ^lAJV^J 1 1J / ) } mxviNA. 


NM_021999 


Homo sapiens integral membrane protein 2B (1TM2B), mRNA 


NM 091Q09 
xNIVI_UZ 1 y yz» 


xiomo sapiens uiymosin, oeia, laennneQ in neuroDiastoma cells (IMoJNxJ^, 
mRNA 


NM 021994 

X 1 ATX vi> X X J~ 


Homo sanienc. 7inc finppr nrntpin 977 ^7NF977^ mT?NA 


NM 007257 


Homo sapiens paraneoplastic antigen MA2 (PNMA2), mRNA 


NM 021972 


Homo sapiens sphingosine kinase 1 (SPHK1), mRNA 


NM 021976 


Homo sapiens retinoid X receptor, beta (RXRB), mRNA 


NM 021963 


Homo sapiens nucleosome assembly protein 1-like 2 (NAP1L2), mRNA 


NM 021978 


Homo sapiens suppression of tumorigenicity 14 (colon carcinoma, matriptase, 
epitmn)(ST14),mRNA 


NM.021977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA 
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NM 021064 


Homo ^aniens 7inc finapr nrotpin 148 fnHZ-59^ f7NF148 1 mRNA 


NM 021966 


Homo sapiens T-cell leukemi a/lymphoma 1 A (TCL1A), mRNA 


NM 019186 

lilYl V/1Z.10U 


TJ/>mn canipnc firvVkiPsH Vkrw Ti'X CBCWWW mPNA 

XJ.U111U oapiCllo iAJIAalvaU UUA \JS\J-/J J f lllXvI'lxV 


NM 012182 


Homo sapiens forkhead box Bl (FOXB1), mRNA 


INIYI \J\JOoyj 


xiomo Sapiens ngdiin ^jlajiinj, ituvl>/\ 


NM_021955 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
uonsaucing aou viiy poiypcpuuc i ^vjinvj miviN a 


NM_021959 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 1 
^frriivi i ^, nrtviNA. 




xiomo sapiens oouoiesex ana maoo reiaieu iransenpnon iacxor i ^ujvlki i ) 9 
mPNA 


NM.021960 


Homo sapiens myeloid cell leukemia sequence 1 (BCL2-related) (MCL1), 

mPNA 


NM_021952 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 

nnti apn Ti\ fFT AVT^i mPNA 


NM_021949 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 3 (ATP2B3), 

mPNA 


MM OLIOS'? 


U nrnA cam'pnc fnrlrl-ipaH hnv M1 H70VM^ rnPKTA 

xiuniu bdpiens lorKneau uua ivii \tvj.aiyii j, iiijvln/\ 


NM_021956 


Homo sapiens glutamate receptor, ionotropic, kainate 2 (GRIK2), mRNA 


JNl\l_UU4ooO 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 

DCI 1 lilrp 91 fAPHATl mPNA 


iNlVi_OvOJ J / 


xiomo Sapiens aouoiesex ana maoo related ixanscnpuon iactor z ^uivuvizjj 
mRNA 




xikjlwj bapiciio iviiiaoc modi uuiiiaiu ici/cpim \a iypc in icucpujr lyiubiiic All lab c ^ 
(TCDRi mRNA 


NM 002178 

1 llTl \J\J 1. f \J 


Homo satiien^ lfi^iilin-liVe Prnwth facinr hindfno nrntpin 6 ^TrrP , RP61 mPNA 


NM 003850 


Homo ^aniens <niccinate-(~!oA lipase ADP-foTmino - hf*ta siihimit ^SITTOT A91 
mRNA 


NM 003802 


Homo saniens mvosin. heaw oolvoeDtide 13 skeletal muscle fMYH13^ mRNA 


NM 006958 


Homo sapiens zinc finger protein 16 (KOX 9) (ZNF16), mRNA 


NM 006852 


Homo sapiens tousled-like kinase 2 (TLK2), mRNA 


NM 021229 


Homo sapiens netrin 4 (NTN4), mRNA 


NM 015718 


Homo saoiens NADPH oxidase 3 fNOX31 mRNA 


NM 015003 


Hnmo ^aniens eol0in-67 rfCTAA0855^ ml^NA 


NM 006178 

l>lrX UUU1 / O 


Unmn cnniPTiQ N-ptTivlTnn1pimiHp-G**ncitivp fartrvr ^NSIPA mPNA 
xiuijiu oa^iwiio i^i vuujf iiiiaiviiiiiiic-odioiii vc xavtui ^x^ioir y, iiixvl^ a 


NM_003116 


Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 


ft 18794 

1N1V1 UIO/ £*r 


U niT iA carvi pne "intprlpnlnn 9fl HT 9^ mPNA 
xlUillO bapiCilo llllCIICUlUU ZU ^UUZV/y, XlllvLN/V 


NM ftlQftJn 


Unmn c«r»ipTiQ VivnntViptirnl nrntpin H7T T109R7^ mPNA 


NM ftftll 14 
i>uvi \jyjj i i*t 


nomo SapiCIlo apcim aobULlalCU allugcn 1 ^OfAUlJ, IIUVLN/v 


NM_021097 


Homo sapiens solute carrier family 8 (sodium/calcium exchanger), member 1 

fQTPfiAH mPNA 


NM 021102 


Homo sapiens serine protease inhibitor, Kunitz type, 2 (SPINT2), mRNA 


XTA>T OO 1 1 Ol 


xiomo sapiens ciauain i l J, mKJN A 


NM 091 HQS 

1N1V1_UZ 1 U> J 


xiomo bdpiciio buiuic Lraii ici idiTiiiy j ^oouiuiii-ucpciiucxiL viLainiu ixansporicr^, 
member 6 (SLC5A6), mRNA 


NM 021076 


Homo sapiens neurofilament, heavy polypeptide (200kD) (NEFH), mRNA 


NM 001751 


Homo sapiens cysteinyl-tRNA synthetase (CARS), mRNA 


NMJ)21074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MST1), mRNA 


NM 003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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in ivi^u LDjy/, 


nomo Sapiens neuiai prouicrauon, tu 1 icrcn uau. un aim i/uiiuoi, 1 \rir jljo i 


NM 020482 


Homo sapiens activator of CREM in testis (ACT), mRNA 


INlVL UAHjUy 


nomo sapiens Knucen-iiKe iiJis.izo.D'f.i ) y uikina 


NM_005132 


Homo sapiens Rec8p, a meiotic recombination and sister chromatid cohesion 
pnospnoprotein 01 uie raazip iarniiy ^jkjdL/oj, iiikjna 


NM_0 18896 


Homo sapiens calcium channel, voltage-dependent, alpha 1G subunit 

fPAf'NAIftt mRNA 
^W^A^INAlVJj, mJKJNA 


NM 005329 


Homo sapiens hyaluronan synthase 3 (HAS3), mRNA 




nomo sapiens acnvny-reguiaiea cyiosKeieton-associateu protein lAivisj, niKXN/v 




nomo sapiens proiein Kinase, /^ivLr-acnvateQ, gamma z non-cauaiyuc suDunii 
rpnv Aao\ mPNA 


NM 000697 


Wrtmn cartipnc 1 a t trgncFrwn liner rrmiirJ"V» ■fonfrvr Vipta VrrnHtncr nrntAin 1 fT 1 ^ 

nomo odpicuo idicni u aiiaiux iiuiig giovvui lauiur uctd umuuig pruicin i ^LiDnj, 

mRNA 


nm oo?zi<;a 


nomo odpicno j-mciiiyiLcuaiiyuroioiaic-nomotiyaLcmc mcuiyiiraiibicrabc 

rpHnptaop fNATTPTJ^ fr*5incr*T*i'n+ v^Tion't' 1 ttVR^JA 
lCU.Utla5C liVJ. 1 I\X\J, Ualiol/iipL vol lull l 1, IlUVlirt. 


NM 001 091 


Wnmn cam pne ami 1 fvn hp VritiHinfr rvmt'p'in 1 ^Jiniinp rwiHucp (rTXTxri&r-rfwitniTiiYiGr} i 
iiumu oapitiio aHiiiui lU-C uixiuiiig pivjicui i ^aiiiiiic UA-liiao5 ^V/upp&i~vuiil.aiiiillg^ 


J.N1YJ. VA»*TV/ I V 


Homo ^anien^ homen box RR HTOXRR^ mRNA 


NM 024015 


Homo sapiens homeo box B4 (HOXB4), mRNA 


NM 01 


Hnmn QanipnQ TCTAAOQSR nrntpin H^TA A00S5?^ mPNA 


NM_024430 


Homo sapiens proline-serine-threonine phosphatase interacting protein 2 


NM 003588 


Homo sapiens cullin 4B (CUL4B), mRNA 


xnv/f ni^n^o 
XNIYL UlOUDy 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 1 (PPIL1), mRNA 


NM 014432 


Homo sapiens interleukin 20 receptor, alpha (IL20RA), mRNA 


JNJVl UUUZ/U 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


NM_003021 


Homo sapiens small glutaniine-rich tetratricopeptide repeat (TPR)-containing 

[pKJi ) 9 mKJNA 


NM_002038 


Homo sapiens interferon, alpha-inducible protein (clone M-6-16) (G1P3), 
transcript variant 1, mRNA 


NM_022873 


Homo sapiens interferon, alpha-inducible protein (clone M-6-16) (G1P3), 
transcript variant 3, mRNA 




Homo sapiens interferon, alpha-inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 2, mRNA 




Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant short, nuclear gene encoding mitochondrial protein, mRNA 




Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant long, nuclear gene encoding mitochondrial protein, mRNA 


NM_022810 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant short, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_U03355 


Homo sapiens uncoupling protein 2 (mitochondrial, proton carrier) (UCP2), 
nuciear gene encoding mixocnonanai protein, imviN a 


NM_021833 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCP1), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_002231 


Homo sapiens kangai 1 (suppression of tumorigenicity 6, prostate; CD82 antigen 
(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAI1), mRNA 


NM_004967 


Homo sapiens mtegrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
II)(IBSP),mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin 11, antidiuretic hormone, 
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diabetes insipidus, neurohypophyseal) (A VP), mRNA 


NM_022877 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
van an i c, mruN/v 


NM_022876 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
van am o, nu\iN/\ 


NM_022875 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
van am a, mxsiN j\ 


NM_0 17411 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
vanani a, nuvLN/v 


XTN/T nnzAHA 
JNJVl UUD4/*f 


riomo sapiens m stone aeaceiyiase o ^iujaL/ j j, mi\iN a 


NM 006037 


Homo sapiens histone deacetylase 4 (HDAC4), mRNA 


XTN if (\f\1AHA 

NM_UU34 /4 


Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 
IAIj ajyl i z j, xranscnpi vanani i, mtuNA 


NM 000344 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 

u, mKJNA 


NM_022874 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
b, mRNA 


JNM UU04UU 


Homo sapiens aynactm z (pjU) (JJLiJNzj, mKJNA 


NM_021969 


Homo sapiens nuclear receptor subfamily 0, group B, member 2 (NR0B2), 
mKJNA 


NM. U2iy&/ 


Homo sapiens small bUKR-ncn lactor I A (telomeric) (aJbKr 1 A), mKJNA 


NM_001515 


Homo sapiens general transcription factor EH, polypeptide 2 (44kD subunit) 
((jrlrzHZJ, mKNA 


NM_003951 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25 A 14), transcript variant long, nuclear gene encoding mitochondnal 
protein, mRNA 


vry fifM077 


jtiomo sapiens uncoupling proiem h ^uLJr*fj, nuciear gene encoding 
mitochondrial protein, mRNA 


JNM UUhjjO 


nomo sapiens oacuiovirai u\r repeai-coniaimng i {J3iKv_/i ) 9 mi\iNA 


JNM_UUUj*tO 


Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, 
autosomal sex-reversaij mtviN/\ 


JNJV1_UUj04j 


riomo sapiens iany-aciu-^oenzyme a ngase, very long-cnain i ^rAL yjli 

IlliViN/x 


INiVl UZ'KH/Sf 


xiumu sapiens nainurenc pcpuuc prccuroor \^ \rir r i^j, mi\j.N/\ 


J.NJV1 UZH^+IU 


XXUII1U adpiCilb UUlCi UcUaC ilDlC Ul SpcXXQ lallo 1 \\JUSr 1 J 9 IIliVlN/\ 


NN/T 0041 SO 


nuiiiu bdpiciiD i Jvfvr lamuy inciiiDcr~aboUwiaicu iNr^J5 awuvaiur ^i/\i>irs.^, 
mRNA 




XXUillLf oa^lClla V^V/.l/A. \ L£\.jj liiXvLiXk. 




Homn sam>Ti<; hvnnfhptiral nmtfMTi MTtT'I l?Sfi fMGPl mRNA 


NM A943H 


Hnmn «;anipn*i Vivnntriptirnl nrntpin ^MOfMlVS^ mRNA 


NM 0941 1 1 


TImnrt caTvif»nc lr\mr*tV»f*'Hr»Ql r\rr»tp»ir» TTT ^TJ r T^ mRNA 


NM 024309 


Homo sapiens hypothetical protein MGC4289 (MGC4289), mRNA 


INM UZ4JU0 


riomo sapiens iauy aciu nyuroxyiase AAti^ ? mrUNA 


NM 094^00 




NM 024296 


Homo sapiens hypothetical protein MGC1203 (MGC1203), mRNA 


NM 024294 


Homo sapiens hypothetical protein MGC4614 (MGC4614), mRNA 


NM 024292 


Homo sapiens ubiquitin-like 5 (UBL5), mRNA 


NM 024012 


Homo sapiens 5-hydroxylxyptamine (serotonin) receptor 5A (HTR5A), mRNA 


NM 024123 


Homo sapiens putative Ly-6 superfamily member (G6E), mRNA 


NM_021904 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
transcript variant 3, mRNA 


NM 021903 


Homo sapiens gamnia-aniinobutyric acid (GABA) B receptor, 1 (GABBR1), 
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NM_001470 
NM 001858 


transcript variant 2, mRNA 

Homo sapiens garnma-aminobutyric acid (GABA) B receptor, 1 (GABBR1) 
transcript variant 1, mRNA 


NMO 15071 


Homo sapiens collagen, type XIX, alpha 1 (COL19A1), mRNA 

Homo sapiens GTPase regulator associated with the focal adhesion kinase 

ppl25(FAK); KIAA0621 protein (KIAA06211, mRNA 


NMJ)07329 

NM 023004 
NM 005371 
NM 023033 
NM 023032 
NM 014289 
NM 023089 
NM 023088 


Homo sapiens deleted m rnalipnarit hrnin tiirnnrc 1 /tmv/tqt'i \ u. n „„„ • * < 

^ uwlvlvu " A liiaii^noiii ui din lumors i ( uivld 11), transcnnt variant 

2, mRNA * 
Homo sapiens nogo receptor (NOGOR), mRNA 
_ Homo sapiens memyltransferase-like 1 (METTL1), transcript variant 1, mRNA 
nomo sapiens methyltransferase-hke 1 (METTL1), transcript variant 3, mRNA 
Homo sapiens methyltransferase-like 1 (METTL1), transcript variant 2 mRNA 
Homo sapiens calpain 6 (CAPN6), mRNA 
Homo sapiens calpam 10 (CAPN10), transcript variant 7, mRNA 
Homo sapiens calpam 10 fCAPNIO), transcript variant 6, mRNA 


NM 023087 
NM 023086 
NM 023085 
NM 023084 
NM 023083 
NM 021251 
NMJ)05083 


Homo sapiens calpam 10 (CAPN10), transcript variant 5, mRNA 
Homo sapiens calpam 10 (CAPN10), transcript variant 4. mRNA 
Homo sapiens calpam 10 fCAPNlO), transcript variant 3, mRNA 
Homo sapiens calpain 10 fCAPNlO), transcript variant 2, mRNA 
Homo sapiens calpam 10 (CAPN10), transcript variant 1, mRNA 
Homo sapiens calpam 10 (CAPN10), transcript variant 8, mRNA 
f(S5lSl)m^S nUClCar nbonucleoprotein auxiliar y factor, small subunit 


NM_023031 


Homo sapiens fibroblast growth fector receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 13, mRNA * 


NM_023030 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 12, mRNA * 


NMJ)23028 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 10, mRNA • 


NM_022976 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 9, mRNA 


NMJ)22975 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 8, mRNA r 


NMJ)22974 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 7, mRNA 


NM_022973 
NM 022972 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 6, mRNA v 

Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase. 
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keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant j, mKJNA 


NM 022971 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 4, mRNA 


NM_022970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant J, mKJNA 


NM 022969 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
van an i z, nu\i\/\ 


NM_015850 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 2, mRNA 


NM 023111 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
rieiner synaromej jrijrivi )> iranscnpT variant y, mKJNA 


NM_023110 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
rieiiier syndrome j (rCrrKi j, transcript variant o, mKJNA 


NM_023109 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 7, mRNA 


NM_023029 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 

\m*in-r%4- 1 1 mD XT A 

variant 1 1 , iiikina 


NM 023108 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
rreitier syndrome) (rCxrRl), transcript variant 6, mRNA 


NM_000141 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant i , mtuN a 


INiYl_UZj 1U / 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
rieuier synurorne ) yrKjrtxL ) 9 transcript variant D, mKJNA 




xiomo sapiens iiDrouiast growtn iactor receptor i ^nns-reiatea tyrosine Kinase z, 
Pfeiffer syndrome) (FGFR1), transcript variant 4, mRNA 


NM 0231 OS 


xiuiLLu ddpiciib liDruuiaoi gTowui iacicr receptor i inns-reiateu tyrosine Kinase z, 
x iciiici bynuromc^ \r kjv rv i j f transcript van ant j, mivr>i/\ 


NM 000604 


xiuinu i»d.jjicnb iiuiuuiddL gruwui ld^Lur rcccpLur i ^ima-rciaieu tyrosme Kinase z, 

PfpifrVr QA/nHrrvmp^ rPTrPT? 1 ^ frnncprint variant 1 ml? "MA 

jriciiici ojuuiumcj \r\jri\Ljy uaiiovjripi vaTiani 1, nuxiN/v 


NM 024018 


rTnmr* QanipriQ hiitvrnnViilin cnr^fntnilv 0 mpmhpr Al /T}T r M'5 A ^ ml? "MA 


NM 017614 


T-Jr\mr\ coTiipnc hpfinrip_hrvrnrtn\rcfpi'n*» mptkirltrancfAraco 0 fUTIAA T T v ?\ t-i*»T? "KT A 

nuiuu oapiciio uciamc-iiuiuu^yoicnic incinyiiiausierase z ^Dxiiviiz^, mt\iN/\. 


NM 005434 


Homo sapiens BENE protein (BENE), mRNA 


NM 000351 


Homo sapiens steroid sulfatase (microsomal), arylsulfatase C, isozyme S (STS), 
mRNA 


NM 024105 


Homo sapiens hypothetical protein MGC3 136 (MGC3 136), mRNA 


NM_024098 


Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA 


NM_024096 


Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 


NM 024095 


Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA 


NM 024091 


Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 1 


NM 024089 


Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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NM_024082 


Homo sapiens transmembrane garnma-carboxyglutamic acid protein 3 fTMG3) 
mRNA 


NM_024081 


Homo sapiens transmembrane garnma-carboxyglutamic acid protein 4 (TMG4) 
mRNA v " 


NM_024079 


Homo sapiens hypothetical protein MGC2840 similar to a putative 
glucosyltransferase (MGC2840), mRNA 


NM 024078 


Homo sapiens hypothetical protein MGC3162 (MGC3162), mRNA 


NM 024075 


Homo sapiens LENG5 protein (LENG5), mRNA 


NM 024073 


Homo sapiens hypothetical protein MGC2875 (MGC2875), mRNA 


NM 024060 


Homo sapiens hypothetical protein MGC5395 (MGC5395), mRNA 


NM 024056 


Homo sapiens hypothetical protein MGC5576 (MGC5576), mRNA 


NM 024054 


Homo sapiens hypothetical protein MGC2821 (MGC2821), mRNA 


NM 024051 


Homo sapiens hypothetical protein MGC3077 (MGC3077), mRNA 


NM 024047 


Homo sapiens hypothetical protein MGC3037 (MGC3037), mRNA 


NM 024044 


Homo sapiens hypothetical protein MGC5178 (MGC5178), mRNA 


NM 024043 


Homo sapiens hypothetical protein MGC3 101 (MGC3101), mRNA 


NM 024035 


Homo sapiens hypothetical protein MGC31 13 (MGC31 13), mRNA 


NMJ)24034 


Homo sapiens hypothetical protein MGC3 129 similar to ganglioside-induced 
differentiation-associated protein (MGC3129), mRNA 


NM 024009 


Homo saoieilS t?zm iiinctinn nrnffnn h*»ta 3 /r^-^— , av : M n \ /nTni\ t»xta 

w oa^iwuo gap juii^liuii pruicin, oeia j, jiku (connexin 31) (CjJI33), mRNA 


NM 024013 


Homo sapiens interferon, alpha 1 flFNAl), mRNA 


NM 000521 


Homo sapiens hexosaminidase B (beta polypeptide) (HEXB), mRNA 


NM 000520 


Homo sapiens hexosaminidase A (alpha polypeptide) (HEXA) mRNA 


NM 006044 


Homo sapiens histone deacetylase 6 (HDAC6), mRNA 


NM 003883 


Homo sapiens histone deacetylase 3 (HDAC3), mRNA 


NM 004964 


Homo sapiens histone deacetylase 1 (HDAC1), mRNA 


NM_001492 
NM 018486 


Homo sapiens growth differentiation factor 1 (GDF1), mRNA 


NMJ)05089 


Homo sapiens histone deacetylase 8 (HDAC8), mRNA 

Homo sapiens U2 small nuclear nbonucleoprotein auxiliary factor, small subunit 

2 (U2AF1RS2), mRNA 


NMJXM285 


Homo sapiens hexose-6-phosphate dehydrogenase (glucose 1 -dehydrogenase) 
(H6PD), mRNA * 


NMJ)07210 


Homo sapiens UDP-N-acetyl-alpr^-D-galactosamine:polypeptide N- 
acetylRalactosaminyltransferase 6 (GalNAc-T6) (GALNT6), mRNA 


NMJW3774 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 4 (GalNAc-T4) (GALNT4), mRNA 


NM_020474 


Homo sapiens UDP-N-acetyl-alpha-D-galactosarnine:polypeptideN- 
acetylgalactosarninyltransferase 1 (GalNAc-Tl) (GALNT1), mRNA 


NM_015507 


Homo sapiens EGF-like-domain, multiple 6 (EGFL6), mRNA 


NM_004942 


Homo sapiens defensin, beta 2 (DEFB2), mRNA 


NM 005218 


Homo sapiens defensin, beta 1 (DEFB1), mRNA 


NM_002474 


Homo sapiens myosin, heavy polypeptide 1 1, smooth muscle (MYH1 1) 
transcript variant SMI , mRNA 


NM 022870 


Homo sapiens myosin, heavy polypeptide 11, smooth muscle (MYH1 1) 
trans cnpt variant SM3, mRNA 


NMJ)22844 


Homo sapiens myosm, heavy polypeptide 1 1, smooth muscle (MYH1 1), 
transcript variant SM2, mRNA 


NMJMH755 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 2, 
mRNA 


NM_0 16458 


Homo sapiens hypothetical protein (LOC5 1236), mRNA 


NM 020836 


Homo sapiens KIAA1446 protein (KIAA1446), mRNA 


NM 015407 


Homo sapiens DKFZP5640243 protein (DKFZP5640243), mRNA 
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NM 015062 


Hnmn sjmipnq KTAA0SQ5 nrntpin fKTAAOSOS 1 m"RNA 


NM 019100 


TTnmn cnnipnc TYWA mpfhvltrancfpracp 1 -accnpiatpH nrntpin 1 f 1 Y?V^ A P 1 ^ ml? "\T A 
XXU11IU oopivXlo xJirir\ UlCUIylU culoiCi odw l'ddoUwlalCU pi U It HI 1 ^X^IYJxVx 1 J, IIU\_L>/\ 


NM 015442 


Hnmn wmiprm hvnnthptiral nrnfpin PT T198Q0 f¥J 119800^ mRNA 

XIUIIIU oapiCllo llypULLlCLLUal piUlCUl rLsJ L£*Oy\J ^rJLJ lXOyU^, lilXVl/N /\ 


NM 023948 


Unmn canipn* hvnnthptiral nrntpin AV053356 fTi^3 f AF0S33S6 PTi^'U 

XXU111U oapiCllo liy pUUlCULol piUlCUl r\A:\JJ J JJU L/L/Oj v**- 1 ujjjju Vl/OJ J, 

nxRNA 


NM 022036 


TTnmn cqtmptic trrntP'in-/*miT\1pH rp^pntnr fami1\/ tm\im ^ •m^mh^T P 1 

xiumu oapiciio vj piuLciii-t/Uupicu rcucpiur, laixLiiy gruup j, niemocT 
(GPRC5C), transcript variant 1, mRNA 


NM 018653 


xiuiiiu oapiciib vj pruiciii-cuupicu rci/cpiuX) idiiiiiy group J, IXlCITlDCr V_/ 

(GPRC5C), transcript variant 2, mRNA 


NM 000707 

xNJVI. UUU fv/ 


riuiriu sapiens argimne vasopressin receptor id ^/v v r xvixjJ, mi\JNA 


NM 000706 


Homo sapiens arginine vasopressin receptor 1 A (AVPR1 A), mRNA 


NM 091093 

IN 1YX \J£, 1 7 Z J 


rtomo sapiens HoroDiasi growin iacior receptor-ince j. ^rorivLi j, niiviNA 


NM 00901 1 


xiomo sapiens norooiasi growin iacior receptor *t ^r^jrivfj, transcript variant i, 
mRNA 


NM 099063 


rtomo sapiens norooiasi growin iactor receptor *f \r Lxr x\*t ^, transcript variant z, 
mRNA 


NM 099Q6S 


xiomo sapiens norooiasi growin iactor receptor o lacnonaropiasia, uianatopnonc 
dwarfism) (FGFR3), transcript variant 2, mRNA 


NM 000149 


xiuiiiu oapienb liDruDidoi gruwui idccor recepior d ^acnonoropiasiaj uianatopnoric 

Hwarficm^ nPTrT^t? 'W francpn'-nt tro riant 1 mT?\TA 
UVVdJ. llolll J yr VJPrvJ ) y LlalloLIipL VaXialll 1, IiltviN/Y 


NM 022336 


XIUIIIU oapiCXlb CLlUUyapiaoIIl I, aXILUUIULlC rcCepiOl \EiUJ\I\»)y niKJNA 


NM 018654 


xxuiiiu bapiciib vj piuicm-cuupicu rct/cptur, lamiiy v^, group j 9 memuer u 
CGPRC5D^ mRNA 


NM 002534 


Homo sapiens 2',5 ! -oligoadenylate synthetase 1 (40-46 kD) (OAS1), transcript 
variant K1 6 mRNA 


NM 016816 


TTnmn <janipn^ 9' V-nlianaHpnvlntp cvnthptacp 1 MO /l^ VTY\ ^OA^l^ trancr^rirkt 
oapi^xio yj *^Jiiguau.ciijriai& ojriiuiiwutoc i ^*tu*HU 1S±J) ^Unol llallovripi 

variant El 8 mRNA 


NM 014501 


Homo saniens iihimiitin rarripr nrntpin rP9-PPP^ mRNA 


NM 000595 


Homn sanien^ Ivmnhntnxin alnha HTMP oimprfamilv mpmhpr "\ \ H TA^ mPMA 

iiuiiiu oajpiwio ijriiipiivLV/A.ui aipiia ^iiii oup&iiaiiiii^, iiivAiiUCI 1^ ^X^X/\Jj IIIXVLN/\ 


NM 007040 

111T1 W / VTV 


Homo sanipn^ PIR-SSVOa-aQ^nriatpH nrntpin S ^PIT^-AP^^ mT?"KTA 

±±\slil\J Od^lWUO i-J X JJ J J \L/u uagUwlulCU piULwill %J ^LvIXi /VTJ y 9 IIlX\XN/\ 


NM 001232 

A^lVA \1\J l^JL 


Hnmn Qflnipn^ f*alQpnnpQtrin 9 /pflrHiar m^c^1p^ (C* A^09^ mPXTA 
xiuiiuj oapiwiio woiot^uvou hi z> ^i/ciiuiai/ iiiixolic^ ^vAOy^ / 5 IIlx\J.N/\ 


NM 001231 


Homo ^anien^ calRRniiP<rrrin 1 ^fa^t-twitrh sVplptal mncr*1pi (C* AQC\}\ nnplpor 
xx\jm\j oapiwiio vdioiAjUvoLi ill i ^looi iwiiuii, oivciCLal liiUoL'lC^ ^V_/iujv^ I jy xmoiCdi 

cene encoding mitochondrial orotein rnRNA 


NM 003925 


Homo saoiens methvl-CoG bindine domain nrotein 4 fMBD4 1 mTJNA 


NM 002059 


Homo saoiens crowth hormone 2 fGH2^ transcrint variant 1 mRNA 


NM 022558 


Homo saoiens crowth hormone 2 fGH2^ transcrint variant 3 mRNA 


NM 022557 


Homo sapiens growth hormone 2 (GH2), transcript variant 2, mRNA 


NM 022556 


Hnmn ^aniens prnwtVi hnimnnp 9 ff?TT9i trancrrint variant 4 mRNA 
xxuiiiu Da^/iwixo giuTvm iiviiiiivillw i* Liollovlipt vaiiaiii tj lllXVi i/\ 


NM_022562 


Homo sapiens growth hormone 1 (GH1), transcript variant 5, mRNA 


NM 099S61 

IN IYX U^^J 0 1 


xiumo &<ipiciib giuwm nonnone i ^vjxii )> uaiisciipi varidni nuviNA. 


NM 022560 


Homo sapiens growth hormone 1 (GH1), transcript variant 3, mRNA 


NM 099SfO 


riomo sapiens growin normone i (uni j, transcript variant z, mKJNA 


NM 000^1^ 

INIYX UUUJlJ 


riomo sapiens growin normone i ^orii j, transcript variant i, mKXNA 


NM 021801 


Homo saoiens matrix metallnnrntpina^p 96 rMlvfP26^ mRNA 


NM_022718 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 2, 
mRNA 


NM_022468 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 1, 
mRNA 


NM_006690 


Homo sapiens matrix metalloproteinase 24 (membrane-inserted) (MMP24), 
mRNA 


NM 004771 


Homo sapiens matrix metalloproteinase 20 (enamelysin) (MMP20), mRNA 


NM_002423 


Homo sapiens matrix metalloproteinase 7 (matrilysin, uterine) (MMP7), mRNA 
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NM_002422 


Homo sapiens matrix metalloproteinase 3 (stromelysin 1, progelatinase) 
(MMP3), mRNA 




Homo sapiens matrix metalloproteinase 16 (membrane-inserted) (MMP16), 
transcript variant 1 , mRNA 


NM_022564 


Homo sapiens matrix metalloproteinase 16 (membrane-inserted) (MMP16), 
transcript variant 2, mRNA 


NM_002421 


Homo sapiens matrix metalloproteinase 1 (interstitial collagenase) (MMP1), 
mRNA 


NM_004995 


Homo sapiens matrix metalloproteinase 14 (membrane-inserted) (MMP14), 

T»XT A 

mRNA 


NM_002427 


Homo sapiens matrix metalloproteinase 13 (collagenase 3) (MMP13), mRNA 


NM 005940 


Homo sapiens matrix metalloproteinase 11 (stromelysin 3) (MMP11), mRNA 


NM.022792 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-9, 
mRNA 


NM_022791 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-6, 
mRNA 


NM_022790 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcnpt variant rasi-3, 
mRNA 


NM_002429 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcnpt variant rasi-1, 
mRNA 


"VTA K f\f\ A Ct r\ 

NM_004530 


Homo sapiens matrix metalloproteinase 2 (gelatinase A, 72kD gelatinase, 72kD 
type IV collagenase) (MMP2), mRNA 


XTA AT t\f\A(\C\A 

NM_Q04994 


Homo sapiens matrix metalloproteinase 9 (gelatinase B, 92kD gelatinase, 92kD 
type IV collagenase) (MMr9), mRNA 


NM_004142 


Homo sapiens matrix metalloproteinase-like 1 (MMPL1), mRNA 


NM_002424 


Homo sapiens matrix metalloproteinase 8 (neutrophil collagenase) (MMP8), 
mRNA 


NM_002428 


Homo sapiens matrix metalloproteinase 15 (membrane-inserted) (MMP15), 
mRNA 


NMJ)0242o 


Homo sapiens matrix metalloproteinase 12 (macrophage elastase) (MMP12), 
mRNA 


\ri x AA1 il^f 

NM 002425 


Homo sapiens matrix metalloproteinase 10 (stromelysin 2) (MMP10), mRNA 


NM_022804 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 2, 
mRNA 


NM_005678 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 1, 
mRNA 


NM_003097 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 1, mRNA 


NM.022808 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 5, mRNA 


NM_022807 


Homo sapiens small nuclear nbonucleoprotem polypeptide N (SNRPN), 
transcript variant 4, mRNA 


NM_022806 


Homo sapiens small nuclear nbonucleoprotem polypeptide N (SNRPN), 
transcnpt van ant 3, mRNA 


NM_022805 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 2, mRNA 


NM_022717 


Homo sapiens Ul-snRNP binding protein homolog (70kD) (U1SNRNPBP), 
transcript variant 2, mRNA 


NM 006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NMJ)01400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 1 (EDG1), mRNA 


NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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NM 022978 


Homo sapiens small EDRK-rich factor IB (centromeric) (SERF1B), mRNA 


NM 023947 


Homo sapiens hypothetical protein MGC3234 (MGC3234\ mRNA 


NM 023942 


Homo sapiens hypothetical protein MGC3036 (MGC3036), mRNA 


NM 023933 


Homo sapiens hypothetical protein MGC2494 (MGC2494), mRNA 


NM 005471 


Homo sapiens glucosamine-6-phosphate isomerase (GNPI), mRNA 


NM 023925 


Homo sapiens hypothetical protein FU22569 (FU22569), mRNA 


NM 004076 


Homo sapiens crystallin, beta B3 (CRYBB3), mRNA 


NM 015717 


Homo sapiens Laneerhans cell snecific c-tvne lectin CI ANfrFRTN^ mRNA 


NM_012329 


Homo saniens monocvte to macrnnhape Hiffprpntiatinn-accnpint^H fMlMTYi 

».*w***x* ou^iwuu inuiiuvj l\> vu liluwl UJ^fllug v IM11W wUUOU UJU AaoUviAlwU ^1 VI J VI | 3 J ^ 

mRNA 


NMJW7020 


Homo sapiens Ul-snRNP binding nrotein homoloe (70kD^ flTHSNRNPRP^ 
transcript variant 1, mRNA 


NMJ)06465 


Homo sapiens dead ringer (Drosophila)-like 2 (bright and dead ringer) (DRIL2), 
mRNA 


NM_000015 


Homo sapiens N-acetyltransferase 2 (arylamine N-acetyltransferase) (NAT2), 
mRNA 


NM 000496 


Homo sapiens crystallin, beta B2 (CRYBB2), mRNA i 


NM 001886 


Homo sapiens crvstallin. beta A4 fCRYBA4^ mRNA 


NM 023080 


Homo sapiens hypothetical protein FU20989 (FLJ20989), mRNA 


NM 023039 


Homo saniens ankvrin reneat familv A fRFXANTC-lnVpi 9fANR"RA9 , \ tiVRMA 


NMJ)21905 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
transcript variant 4, mRNA 


NM 020554 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6dl, 
mRNA 


NM_020553 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6cl, 
mRNA 


NM_020552 


Homo saniens T-cell leukernia/lvmnhoma 6 fTPT fTl transrrint variant TfT #CK1 
mRNA 


NM_020550 


Homo sapiens T-cell leukemia/lvmnhoma 6 frCL£T\ transcrmt variant TfT fial 
mRNA 


NM_012468 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6al 
mRNA ' , 


NMJH4418 


Homo sapiens T-cell leukemia/lvmnhoma 6 (TCLfi^ tranqerint variant TfT fia? 
mRNA 


NM 016730 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 3, mRNA 


NM 016729 


Homo sapiens folate recentor 1 fadulti (TOLRn tramrrint variant & nYRNA 


NM 016725 


Homo sapiens folate recentor 1 ( adults fFOLRl') tranqcrirrt variant 1 nYRNA 

w ~f»^»»*w AwmMikW *www£/*\S* * ^l*Vt-l** I y Vul\l UCUlOvl ipt VCUiCUll 1, ll*JL\J.Nix 


NM 016724 


Homo sapiens folate receptor 1 (adult) (FOLRH transcrint variant 7 mRNA 


NM 016025 


Homo sapiens CGI-81 protein (DREV1), mRNA 


NM_004406 


Homo sapiens deleted in malignant brain tumors 1 fTYN/TRTI ^ tranQrrint variant 
1, mRNA 


NM 000197 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 3 (HSD17B3^ mRNA 


NM_001220 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) II 
beta (CAMK2B), mRNA 


NM 019071 


Homo sapiens inhibitor of growth family, member 3 (ING3), mRNA 


NM 016731 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 8, mRNA 


NM_023018 


Homo sapiens hypothetical protein FU13052 (FU13052), mRNA 


NM 023016 


Homo sapiens hypothetical protein FU21870 (FLJ21870), mRNA 


NM 022911 


Homo sapiens solute carrier family 26, member 6 (SLC26A6), mRNA 


NM 021071 i 


Homo sapiens ADP-ribosyltransferase 4 (ART4), mRNA 


NM 022113 | 


Homo sapiens kinesin family member 13 A (KIF13A), mRNA 


NM 012449 


Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP), 
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mRNA 


NM 016*513 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


NM 014920 


Homo sapiens MAK-related kinase (KJAA0936), mRNA 


NM 014688 


Homo sapiens related to the N terminus of tre (RNTRE), mRNA 


NM 006640 


Homo saniens MTJL sentin-like fusion fMSF^ mRNA 


NM 006070 


Homo sapiens TRK-fused gene (TFG), mRNA 


NM 004809 


Homo saniens ^tomatin-like 1 fSTOML.1^ mRNA 


NM 000297 


Homo saniens nolvcvstic kidnev disease 2 f autosomal dominant^ (PKT)2^ 
mRNA 


NM 016307 


Homo saniens naired related homeobox nrotein fPRX2^ mRNA 


NM 003924 


Homo sapiens paired mesoderm homeobox 2b (PMX2B), mRNA 


NM 006902 


Homo sanipn^ oairpH mp<;onVrm hompo box 1 fPlvOCI^ tran sprint variant nrmr- 

IIVUIU aapiwllo L/uli. \*\X lll^OVSUvl 111 llUlUuy UVJA 1 IX 1VJ/L1 1) U (Ulavl 1UI Y CLx ICxxlV UlilA 

la, mRNA 


NM 022716 


Homo sanipns nairpH mp<?oHprrn hompo box 1 fP ft/TV 1 ^ tran sprint variant nmY- 

ilUlliU SafSlvllO WLl UlV/DUUt/llll UUUlVlF UUA 1 ^17 J.V1YY 1 UClllOvllUL Wax luill UI11A- 

lb, mRNA 


NM 000916 


Homo ^aniens oxvtocin recentor ffYXTR^ ttVRNA 


NM 000915 


PTnmo canipnc ovvtopin nrwirn- fnpiiTYvnVivcin X\ /TiVn ml? MA 
xiuiiiu oapiciio \JA.y jjic-ljiu- ^ii&uiuLyiiyoiii ^vai j, i i lt\-L>./v 


NM 006188 


Homo sapiens oncomodulin (OCM), mRNA 


NM 097664 


riUIXlU oaJJlCUo CAUavvIIUIoI II la Li 1A piULCul 1 ^JDV_/1V1I UaQoOIipi Vol lalll Z, 

mRNA 


NM_004092 


Homo sapiens enoyl Coenzyme A hydratase, short chain, 1, mitochondrial 
fECHSn nuclear *>ene encoding mitochondrial nrotpin mRNA 


NM_022652 


Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 2, 
mRNA 


NM 004419 


Homo sapiens dual specificity phosphatase 5 (DUSP5), mRNA 


NM 0044? S 


Urtmn canipnc PYtrar^pllnlar matriv rvr*r»t**in 1 rEfTM"^ tranc/Mnnt variant 1 
X1VII1U SaJJlCIla CAUaVCllUIal Ilia LI 1A piULCUl I ^HV^IVII^, LTdlloOiipi Vail all I 1, 

mRNA 


NM 004418 


JuLUIIlU oapiCIIo UUal bpcuillOliy pHU&pilalaSc Z yJ^/Uor Zy, IUIvlNA 


NM_004961 


Homo sapiens garnrna-aminobutyric acid (GABA) A receptor, epsilon 

TGARRF^ transprint variant 1 mP*MA 

^NJAiJIVL/ Li Ollol/l 1JJ L VailCU.lL 1) llll\j.>/v 


NM 021990 


rzuiiiU bapiCIIb gaIIliIla~aIIUIIUL/ULyrilv aLIU ^VJivDrxy xA. rCL/CpLUIj CpbUOn 

(GABRE), transcript variant 4, mRNA 


NM 021987 


xivjuiu aapiciio gaiiiiiia-aiiLiiiuuuLyiiL aUlu ^vJ/VD/\l /\ rci/Cpiur, cps>llUIl 

r'GA'R'RF'j tran^rrint variant ^ mPWA 
\\j£\jji\x^j 9 Liaiiowiipt vaiiaiiL J, iiiXviN/\ 


NM 021984 


Hu"vmo campnc cnmmfl-JiTniiinKiihffiV ar*iH ^OAP A^ A rpopntnr prxoilrtti 
iiv/iiivj oapiviia gaiiuiia~aiiiiiiui/iiLyiii/ aLiu ivj/xej/\.^ /\ icucptui, cpoliuil 

fGARRF^ tran<;crint variant 2 mRNA 

^VJiiJJXvXj J) UOllOvlipt V ax 1 all I Z< j IIIXvIN^Tl 


NM 004090 


Homo saniens dual ^necifipitvnboonbataQP ^ /^varpinia virn^ nbo^nbatacp VTT1 - 

x.m.\jul\j oa|jii/iia uuai o^/wvii.iviLjr ^/liwopilawlov J ^VavV/lllia Vliuo piiwopiiaLactC VXJL1 

related) (DUSP3), mRNA 


NM 001398 


Homo <?atvien*? enovl Coen7vmp A bvHrata^p 1 npiYYjri^omal rFOH1"i ml?NA 

xx\jxxx\j ouyx\*ii& \sxx\jj i \s\jksxxxjj iiiv xx. ay \xx a iao pvi v/Aiov^uiai ^viii j } liil\_l> A 


NM 001946 


Homo ^anipn^ dual snecifipirv nhoQnbata qp n*)TTSP^ tran<iprint variant 1 

xxyjxixxj ocxyL\*Lxo uuoi oj^vv/iiiv/iLjr piivjopiiataav \j y^iyuui u^j uanovii|^t v ax lailL i, 

mRNA 


NM 001952 


Homo saniens E2F transcrirition factor 6 fF2F6^ mRNA 


NM 001950 


Homo ^aniens; E2F transcriorion factor 4 n107/n1 ^0-bindine rR2F4^ mR>JA 

x x\JXXi\J oa^lvllo X-jXjX IX ail 31/1 l^SUl/ll XaWlVl *Ty fj 1 VS / / p 1 JU UUUll O ■ Jf lllxVl i XX. 


NM 001949 


Homo sapiens E2F transcription factor 3 (E2F3) mRNA, complete cds 


NM 005225 


Homo sapiens E2F transcription factor 1 (E2F1), mRNA 


NMJ)22977 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript 
variant 2, mRNA 


NM 004457 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 


NM_021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heavy polypeptide 9, non-muscle (MYH9), mRNA 


NM 001926 


Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 


NM 005217 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 



407 



WO 03/074654 



PCT7US03/05028 



NM.021912 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 
ffiARRpni transcrint variant 2 mRNA 

^UAUIwJ Jy U. CLlld vl L^J I V 0110111 £r, 11 UVll-iX, 


NM 021911 


TTomn QanipnQ oamma-aminnhiitvriP flpiH fCrARA^ A rpppntnr npia 9 

(GABRB2), transcript variant 1, mRNA 


NM 000814 


Unmn ^anient; oamma-aminohiitvric npirl ffrARA^ A reepntor hpta ^ 

(GABRB3), transcript variant 1, mRNA 


NM 000812 


Homo QanipnQ oamma-aminfihiitvrip apiH ffrARA^ A rpppntnr Vieta 1 
■lhjiiivj oapi^iio gauuiia aumivju U-ijfiiv auiu ^vjajja y /». i tut/jjiui j utLa i 

CGABRBD mRNA 


NM 022650 


Homo saoiens RAS o21 nrotein activator ( OTPase activating nrotein^ 1 
(RASA1), transcript variant 2, mRNA 


NM 003259 


Homo saoiens intercellular adhesion molecule 5 teleneenhalin fTCAMS^ mPNA 

11U111V OHplvllD 1111V1 VvllUUU aUllvOlvll lllv/lwv L4-1 w , Lwl Wllww^Jliailll y^X V-/A1_1V A ^/ Jy lUl\ll/\ 


NM 022377 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 

oroim fTC'AMd^ tran<;crint variant 9 mRNA 


NM_001544 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 

ornim rrCAA^4^ tranQprint variant 1 mRNA 

glUU^J ^JA^rYlYity, LiOlloClipi VOX 1 Oil I Xj llXLVL^I^l. 


NM 002162 


Homo sapiens intercellular adhesion molecule 3 (ICAM3), mRNA 




X1UII1U bapXCXXd UllCIUCIXUXax aUnCMOn mOieCUiC L \L\^r\jyl^,) t IiXCvlNrV 


NM.022308 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 3, 

mRNA 


NM_022307 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 1, 


NM_022581 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 

LTallbUI ipi Vaxlalll. IIlXvLNxA. 


NM_022580 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 

tranQprint variant d. mRNA 

U. Ollovl ipi VOXXOIXI "T, 111XVL>.zV 


NM_022579 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 

transcrint variant 3 mRNA 

UOllowllJJl V till all L J j llUVLiX\. 


NM.022578 


Homo sapiens chorionic somatomarnmotropin hormone-like 1 (CSHL1), 

transcrint variant 9 mRNA 

U Ollol'l ipi VCUiailL t*y XiiXVL i/A. 


NM_001318 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 

franscnnt variant 1 mRNA 
uaiioisiipL vaiicuii i, iijulvi izv. 


NM_022646 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 

variant A mRNA 


NM_022645 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 

Yalldlll J, IiXJl\JN/\ ! 


NM_022644 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 

Vol I all L Z, IutvlN/\ 1 


NM.020991 


Homo sapiens chorionic somatoniammotropin hormone 2 (CSH2), transcript 

variant 1 mPMA 
vox lain 1 , lLLXVTN/\ 


NM_022642 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 

\^ufll ) t UVanSCripi VaTl all l *+, ITuvLN/V 


NM_022641 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
^oxii )j Transcnpi van an i d 3 iukjn/i 


NM 022640 


Homo saniens chorionic ^omatomammotronin hnrmnnp 1 ^nlafpntal lartncrpn^ 

x L\jiiL\j oa-^/LS^HO VllVltlUlUw OC111C1 LWlliailUllW Ll UUlll llvllllUllt' 1 lUiCtvwlilcil lavLUHCll i 

(CSH1), transcript variant 2, mRNA 


NM_001317 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 1, mRNA 


NM_002371 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant a, 
mRNA 


NM_022440 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant d, 
mRNA 


NM 022439 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant c, 
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mRNA 


NM_022438 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant b, 
mRNA 

lllXNJL l-fi. 


NM_001790 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 1, mRNA 




Wnmn cuTvif*nc /^pII Hivicirvn pvp1p 95^"* ( C^T^C^O i trs n cptH ~n t variant 9 mDMA 
xiuiliu oapit-iib ui vioiuii L/jrCic v_/ \^v^l_J^Z.«y V-^ ucuLouiipL vdi lain lliivl t a 


NMJ21141 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 

ppIIq 5 fHniih1p-stranHJ^rej*Vreininrna» TTn antnantiaen ROlcDi OfRPPS'^ mRNA 


nm 09955ft 


X1UH1U oapicila yv-iajr repair LUUipiClllCllllllg UClCvLl VC icpd.ll ill ^lUllCoC ilalllblCI 

cells 4 (XRCC4), transcript variant 3, mRNA 




TTntYio cnTM/^Ti c *Y_t*hv Tpr\a\v r*rvt-rrr»l pmpfi tin a Hpfiw^lHvp T^naiT* iti OIiitipcp Viamotpr 
nuulU oapicilo A l ay it pall l/UllipiCillCllllllg UClvl/ll VC icpail ill v^illllvov liaillold 

cell*? 4 fiCRCCA} tramcrint van ant 9 mRNA 

VwVllO *T \J\X\\s\ST J) UOLlOVvlipi V Ql lull I illXVl^/x 


NM 005432 


TTnmn tianien^ *5C-rav renair pfiTrmlpmptitimy defective rpnair in C'hineQe hamster 
hvjiiivj oapi&iio yv iajr ivpau VvUUipiwiii&iiiiiig utiwuvt ic^;aii ui Vsiiuiwo^ iiaiiiovvi 

cells 3 OGRCCS^ mRNA 

VbllO J y/U\WJ J) llllVJ. 1 1\. 


NM 003401 


Homo <;anipn<5 Y-rav renair fiomnlementino defective rpnair in fThine<;e hamster 

Xx\JLLl\J dapiwlld -/V lay ll/LTClll vwllipit/lilwllLlllg Uwlvwllrw I^L/dll HI V^lUUWQb iuXlklo\,\sl 

cells 4 OtRCC4^ transcrmt variant 1 mRNA 


NM 022405 


Homo saniens X transnorter nrotein 3 fXT3^ transcrint variant 2 mRNA 


NM 016192 


Homo saniens transmembrane nrotein with EOF-like and two follistatin-lilce 

X JL\J IIXKJ gUl/lvHO UHlluUlvlltUKUlw L/lV/lwlll VY 1 111 IjVI 11A.VV ClUU V*r V IV/lllO MUU1 11A.V 

domains 2 (TMEFF2), mRNA 


NM 006786 


Homo saniens urotensin 2 ^^^82^ transcrint variant 2 mRNA 


NM 021995 


Homo saniens urotensin 2 fUTS^'l transcrint variant 1 mRNA 


NM 003353 


Homo sapiens urocortin (UCN), mRNA 


NM 021991 


ITnmn snnipns innrtinn nlaVodnViin ^TTTP^ transprint variant 9 mRNA 
xJiuiixu oapidio j uiivyiiv^ii jjicuYVJgiuuiii \j\jx j 9 uaiioKtii\ji vaiiaiii iiLJxiyrv 


NM 021737 


Homo sapiens chloride channel 6 (CLG^6), transcript variant ClC-6d, mRNA 


NM 091736 

l>JLVi. VLl / jU 


Uf\tnn oatiif*nc pViinTiHp pViqtiupI f\ (C^X tt*QT^cf*i^ - nt x/aTisint C^C'J&f* mT?NfA 
ilUiiiU aapiciio vviiiv/ilLic irUdiuiGi U ^v_/l>v_/l>»U^, UaUovlipi vallcuil V^lV»/"v;vv > llUVli/\ 


NM 021735 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6b, mRNA 


NM ftOfi53fi 


nuxiiu bapiciio Lniuriuc undimci, uaiLiuui auuvaieu, idiniiy niciiiuer z ^v^jlv^/\x^, 
mRNA 


NM 004000 


Homo saniens chitinase 3-1iVe 9 fPHT3T 9^ mRNA 


NM 002641 


Tlntnn saniens nViosnliatiHvliTinQitnl trlvmn place A ^nnrnYvcmal nnptiirnnl 
xxv/iiiv oapit-iio piiuapiiau.ujriiiiuaii.LFi gi^uaii, tiooo ^paivjAyoiiiai liuo LUlllsu 

hemoglobinuria) (PIGA), transcript variant 1, mRNA 


NM 020473 


Unmrt canipnQ nViAcnHatirlvlinrtcitrtl crlvrfln place A ( rsarrt w/cmal nnptitmal 
Xj.VJi.iivj oapibiia piiUopiiau.UjriiiiUoilUi gijVyaiij uiaob A ^L^cu.UA.jroiiial IlUvvlUXllal 

hemoglobinuria) (PIGA), transcript variant 3, mRNA 


NM 090479 


JTlvJlllU aapiCllo pilUopilaUUyilllUollUl gljrOall, Vylaoo /\ ^jaiUAyblllal IlU^lUlildi 

npmoo'lnriiniiria^ rPirrA i transrrint variant 9 mRNA 
iiuiiiu^iuumiuiay v^i lyjfxjf uansuipi vallcuil z«, iiixvi >rx 


NM 001699 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 2, mRNA 


NM 091013 


TT/Mn/^ catMPnc A YT rprpnfnr fr/TrtoiTip l^Jniic<» i A YT 1 troncPTit^'t' variant 1 ■mlJ'^JA 
nUlllVJ bapiCilt) AAXj ICUCpiUl lyrUoinc KlllabC ^/VAJL*y, Uallok/llpL Vdndlll 1, iJlXxTN/l 


NM 016188 


Homo sapiens actin-like 6 (ACTL6), mRNA 


nm nnn^AQ 


xiomo Sapiens nunnogen, gamma poiypepxiQe uanscnpi variani gamma- 
A, mRNA 


"MTV/T A0 1 Q7ft 

JNM_UZio/U 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 
B.mRNA 


INM UUj141 


Homo sapiens nonnogen, r> beta polypeptide (rdxij, mKJNA 


XTA /T f\1 1 0*71 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha, 
mRNA 


NMJ)00508 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha-E, 
mRNA 


NM_000920 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant A mRNA 


NMJ)22172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 1, mRNA 


NM 021874 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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NM 021873 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 3, mKNA 


iNlVl UZlo/Z 


£101110 idpicnb UlVlalUJU uyt#lC Z.JD \\^U\^^J±j) 9 UalloUlipi voilalll Z., IIlXvIN/\. 


NM.020990 


Homo sapiens creatine kinase, mitochondrial 1 (ubiquitous) (CKMT1), nuclear 

gCilC CilVULUIlg XlillUvllUliUlKlI piUCviii^ liyvLirv 


NM 021962 


Homo sapiens active BCR-related gene (ABR), transcript variant 1, mRNA 


XTTVyf AfklflOO 
XNM 


xiomo sapiens active rsv^xv-reiateci gene ^/\Di\j, Transcript variant z, iriiviNrv 


NM_021794 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
Transcript vananx i , nixviN a 


NM_001464 


Homo sapiens a disintegrin and metalloproteinase domain 2 (fertilin beta) 


NM.021780 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
Transcript variant z, miviN/v 


NM_021779 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
uanscnpi variant mrsJNA 


NM_014269 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 1 , mRNA 


NM_021723 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 

rnPMA ! 


NM_021722 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), ! 

ml? XT A 


NM.021721 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 

tyVRWA 


NM_016351 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 

mPXTA 

rriKjNA 


NM_021832 


Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis 
iacior, aipna, convening enzyme) ^ajj/vivii / j, Transcript variant z, mt\iN/\ 


NM_003183 


Homo sapiens a disintegrin and metalloproteinase domain 17 (tumor necrosis . 
iacior, aipna, converting enzyme j ^/\j_//\ivi i / j, transcript van an 1 1, mi\jN/v 


NM_003815 


Homo sapiens a disintegrin and metalloproteinase domain 15 (metargidin) 

f AFl A\/f 1 ^ mPMA 


iNM_UZ10*fl 


nomo sapiens a aisintegrin ana metalloproteinase aoxnain iz ^rneitnn aipna j 

/ A n A \A 1 0\ froncnrint i/aria-nt 9 mPT\J A 

^.fvL/Aiviiz^, transcript variaiiL im\j.>i/\ 


NM_021612 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant z, iiitviNrv 


NM.006437 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 

l^V*. 1 fATYPPTT 1"\ mPXJA 

iiKe i {j\ur in.il.ij, rrixuNA 


NM001618 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase) 

/ A nPPT\ mPNA 


NM 021738 


Homo sapiens supervillin (SVIL), transcript variant 2, mRNA 


XNM UUjI IH 


nomo sapiens superviiim \p vil/, transcript variant i, nuviN/\ 


NM_002505 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 1, 

_T) XT A 

mKNA 


NM_021705 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 2, 


NM_000832 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant NR1 - 1 , mRNA 


NM_000673 


Homo sapiens alcohol dehydrogenase 7 (class IV), mu or sigma polypeptide 
(ADH7), mRNA 


NM_000671 


Homo sapiens alcohol dehydrogenase 5 (class HI), chi polypeptide (ADH5), 
mRNA 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class IT), pi polypeptide (ADH4), 
mRNA 
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mm nrnsn? 


Homo sapiens colipase, pancreatic (CLPS), mRNA 




no mo sapiens niA*f, J2 1 o-aomain protein ^oJtvr accessory protein i) {IiljsA), 

UdUbLl lpl Vol idlll Uj IiUvINA 


NM 021709 


Homo sapiens CD27-binding (Siva) protein (SIVA), transcript variant 2, mRNA 


MM 006497 


nomo sapiens wjjz/-Dinaing vprva^ protein ^oiv/\j, transcript variant 1, mtvJNA 


NMJ21804 


Homo sapiens angiotensin I converting enzyme (peptidyl-dipeptidase A) 2 

fAPF9^ mPMA 


MM 09090R 

J.N1VI UiULUO 


nomo sapiens .a transporter protein j ^a. i j transcnpt variant i , uikin a 


NM 021030 


Homo sapiens zinc finger protein 14 (KOX 6) (ZNF14), mRNA 


MM 09048^ 


nomo sapiens Knesus oiooa group, ucJie antigens (Knub), mKJN A 


NM 016232 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


iNM_UU10oU 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant a, mRNA 


mtv/t 091 £oi 

JNJVl_UZiOUO 


nomo sapiens rAYU aomain-containing ion transport regulator 2 (rAYDZ), 
transcript variant b, mRNA 


m\/t nn^ifi7 

JN1YL UlQjo/ 


Homo sapiens nucieoponn VoKU (NUr^o), mKINA 


NM 021602 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 2, mRNA 


NM_000626 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 1, mRNA 


NM_021601 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 2, mRNA 


XTAVf no 1 coo 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tnromDOsponam type l motil, Z (AJLMMloz), transcnpt variant 2, mRNA 


NM_006988 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tnromoosponain type i motii, i ^ajjaivi i o i j, mKJN a 


NM_004069 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcnpt van ant at i /, nutsiNA 


MM 091^7^ 


xiomo sapiens aaaptor-reiatea protein complex z, sigma I suounit (Arzoi), 
Li aiiburipL variaiiL /vr x / aeita, mi\iN/\ 


MM 091 S74 


nomo bdpiens oreaKpoint cluster region ^UL/Kj, transcript vananx z, mKJN a 


MM 004197 


nomo sapiens oreaKpoini cluster region ^rJOKj, transcnpt vanant i, mKCMA 


MM 007197 


nomo sapiens giutamate receptor, lonocropic, jN-metnyi u-aspartate i ^OKUN 1 ) 9 

U dlloUl ipi Vol lain INXvlO, nuviN/\ 


MM 091S60 


nomu bapicud giuiamate receptor, lonotropic, iN-metnyi u -aspartate i ^vjjvUN i ) y 

tran^rriTit vnriflnt MP 1 -0 rrTRMA 


NM 020984 


TToTTin ^RTiipTK cVinlinp nrptv1frnTicff*rac*» fC i X-(A r T\ tron c print vari out P mPMA 
xiuiiivj dapiciid aL/CiyiuaildlCrabe ^V^IXrVl j 9 uallSCnpi. Vail all L Iv, nilVLNA 


NM 020985 


Homo sapiens choline acetyltransferase (CHAT), transcript variant Nl, mRNA 


MM 090S40 

IN 1V1 UZU jf7 


nomo sapiens cnonne acetyitransierase ( uxiAi ) 9 transcnpt vanant m, mKJN a i 


NM 001615 


Homo sapiens actin, gamma 2, smooth muscle, enteric (ACTG2), mRNA 


JNM UzUyoo 


Homo sapiens choline acetyltransferase (CHAT), transcript variant N2, mRNA 


NM 018662 


Homo sapiens disrupted in schizophrenia 1 (DISCI), mRNA 


NM 018406 


Homo sapiens mucm 4, tracheobronchial (MUC4), mRNA 


MM 0177R1 
iNiVL U 1 / / tS j 


nomo sapiens nypotneucai protein r juzuj j / ^rLJZUj j / ), mKJN A 


NM 004532 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM_012215 


Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), 
mRNA 


NM_020326 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 5, mRNA 


NM_020325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA 


NM 020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
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transcnpi vanant j, riitviNA 


NM.020323 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
uraiiscnpt variant z, edlkina 


vnur n909oa 


xiomo sapiens Air-omaing cassette, suD-ianiuy u i ivivjjvr j, memoer y 

fAT^Pf ,, Q^ francrrinf variant QT TP 9 A _/3f»1ta-1 A mT?"NJ A 
^ADV^l^yj, LTanSCiipi Variant CjUxXZA-Qclla-lH, IluxiNA. 


NM_020297 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 

fARPPQi trancrrint variant TP 9R mPMA 
\r\Jj\^\^y ) 7 LTansunpi Variant oUxvZD, ITUVlN/\ 


xNxVl_uZ 1 Z / V 


xiomo sapiens leuKocyte-associatea lg-iiKC receptor z ^Aixvzy, transcript vanant 
2 mRNA 




TTtfvmn coriipnc 1< a iiVr»<"»vtp-nccAf»iatf»/1 To'-lilr** rA/»pntrtr 9 /T A TR 9 i trnnc/^rint variant 
IxxJLLiAJ oapiCilo ItUftAJUjr lC~ao£>U^lcUCU Ig-llAC iCvcpiui .£» ^±jr\l±vX J , u OLioOi l u i. Vol 1 all I 

1 mRNA 


NM 020983 


Homo saoiens adenylate cvclase 6 f ADOYfi^ Iranscrint variant 2 mRNA 


NM 015270 


Homo saniens adenvlate cvdase f\ ( ADOYfii transcrint variant 1 mRNA 


NM 020987 


Homo saoiens ankvrin 3 node of Ranvier f ankvrin f ANTC3 1 transcrint variant 
l,mRNA 


NM 020977 


Homo saoiens ankvrin 2 neuronal ( ANK2 1 transcrint variant 2 mRNA 


NM 001148 


Homo saniens ankvrin 2 neuronal ( ANPC2 1 transcrint variant 1 mRNA 


NM 020481 

X ^X»JL V/^* >/ ■ w X 


Homo saniens ankvrin 1 ervthroevtic fANKl i transcrint variant 8 mRNA 


NM 020480 


Homo saniens ankvrin 1 ervtlirocvlic ^ANTCI' 1 ! transcrint variant 7 mRNA 


NM 020479 


Homo saniens ankvrin 1 ervthroevtic ^AN1C1^ transcrint variant (\ mRNA 

xiuuiu oct^i^ixD cuxxvjrxxXA x, \/l y ixxL \J wjf li v y/u >xv.l^j ucixlavlipi VOliaxll VJ, llixvi i/x 


NM 020478 


Homo saniens ankvrin 1 ervtVirocvtic fANFC!^ transcrint variant S mRNA 

xx\jxik\j oajj±\/iio cuxivjrxjjii x, vij' ixjxuvjr uv ^^vx^exviy, uaxxdviikyt vaiiaxiL iixxVl^txx 


NM 020477 


Homo saniens ankvrin 1 prvthrnevtic ^ANJCI^ transcrint variant 9 mRNA 


NM 000037 


Homo sapiens ankyrin 1, erythroevric (ANK1), transcript variant 3, mRNA 


NM 020476 


rTomn QanipnQ smlrvrin 1 prvtVtmpvtif* ( ANliT^ tranenrirtt variant 1 mPNA 
xxuiiiu oapiwxio aAUm.yiu.1 x, ciy iiuuv yuu ^/vjL^ixVxy, uaiiooiipt, vol lain l, iiixvi^i/x 


NM 020475 


Homo sapiens anJcyrin 1, erythrocytic (ANK1), transcript variant 4, mRNA 


NM 0210S6 


xioiiiu bapicLib tuucruus sclerosis z v iovvZj, uanscnpi vanant j, niKJNA 


NM 021055 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 2, mRNA 


TvnV/T 000548 


xiomo sapiens luoerous sclerosis z v l ooz j, transcript variant 1 , riiKJN A 


NM_004041 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 1, mRNA 


MN/f 090951 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 2, mRNA 


NM_000872 


Homo sapiens 5-hy(iroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupieaj ^xiiK/j, yranscnpt vanant a, niKJNA 


NM_019860 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupieaj (riiK/j, transenpt vanant D, nixvLNA 


NM_019859 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupieaj ^xi iss./), transenpt vanant a, xxxKis A 


NM_004228 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
z j v r oL/jUzj, transenpt vanant z, mKlN A 


"MA/f A 17/1 ^7 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 1 , mRNA i 


XTAVT f\C\A 0 AO 

rsivi_uu4juz 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 1 , 
mRNA 


1N1Y1_UZUjZo 


Homo sapiens activin A receptor, type IB (AC VKIJdJ, transcript vanant 3, 
mRNA 


NMJ)20327 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 2, 
mRNA 


NM 012082 


Homo sapiens Friend of GATA2 (FOG2), mRNA 


NM_000578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 (SLC1 1 Al), mRNA 


NM_021094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3),rnRNA 


NM_003739 


Homo sapiens aldo-keto reductase family 1, member C3 (3 -alpha hydroxy steroid 
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dehydrogenase, type II) (AKR1C3), mRNA 


NM 000735 


Homo sanipn^ olvconrntpin hormonpQ alnVia tvVlvnpnrtHp fr* l CZ&\ ml? XT A 
LixjiLiAj oafjiisiio gijrt/upi utciii nun hull wo, ajpiia puiypcputlC ^v^vJ/\J, IHIvtNA 


NM_014272 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombosnondin tvne 1 motif 7 f ADA"MTS7^ mPNA 


NM 019863 


HomO <W4TY1P.T1Q COaOHllation fflftrir \f\ 1 1 nrnpnamilgnt rnmnnnonf n^orw/vtVli-ilto A\ 
iiuiuvi oapivuo isuaguiaiiuu lai/LUl V UUL, pi UymxHUloOl vUIIlUUXldll I IlCniOpnilia /Vl 

fFJft tran^crint variant 9 mRNA 


NM 000132 


HomO ^flTIIPTlQ Pftfl Ol ll fltl HT1 "fflpfwr \/l 1 1 lYtW»fiacmlant /'•Amnnnotit /"korMrtWU-nio A\ 
xiv/iuv/ oapiwuo \/uaguiau.uu lautui vxJ-L, piUOUagUlalll UUIUpuilvIll incmopmila x\) 

CF8) transcriot variant 1 mRNA 


NM019616 


Homo saniens coagulation factor VTT ( cpnim nrofhrombin rnnvprcirm 

accelerator) (F7), transcript variant 2, mRNA 


NMJ)00131 


Homo sarjiens coagulation factor VTT f serum nrofhrnmn.in r onvprcirvn 

accelerator) (F7), transcript variant 1, mRNA 


NM 007219 


Homo saniens rinff finger protein 24 fRNF24 1 mRNA 


NM 021010 


Homo sapiens defensin, alpha 5, Paneth cell-specific (DEFA5), mRNA 


NM 016250 


Homo sanien*; N-mvc HownQtrpan-urpcriilatpH crpnp 9 rNJT>PrJ9 1 ml? MA 


NM 020525 


Homo sapiens interleukin 22 (IL22), mRNA 


NM 006774 


Homo <?anipnQ inHolptnvlarninp N-mpthv1francfprae^ fTMTVAT^ n-iPXTA 
xx\jxlx\j oapiwia lllUUlCUiyidJXUXlC 1> IllCUiyiLrallblCniSG ^JlNlVll )y mJKJNA 


NM_014310 


Homo sapiens similar to mouse Ras, dexamethasone-induced 1 (RASD1), 
mRNA 

lllXVl^i*. 


NM_020322 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 

variant 3 mRNA 

Va.lICU.lt J , 1 1 UVi > / V 


NM_020321 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 

variant 9 mRNA 


NM_020334 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 

tran^crint variant 9 mPMA 

tlCULlol/lipt V (XI IdllL Z», illl\_L>/\ 


NM_019559 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 

tranQcrint variant 9 mPNA 

UOllovlipt vaildlll IIUVIN/V 


NM_000128 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 

tran^crint variant 1 mRNA 

UCUlol/l 1JJU V ul IdllL 1 j IIUVJ l/v 


NM_000443 


Homo sapiens ATP -binding cassette, sub-family B (MDR/TAP), member 4 

f ARf' ^ R4^ trancprmt variant A nVRXTA 


NM_018850 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 

fARC r R4^ tranQrrmt variant C -mPXT A 
V/*xjv^ij*t > j, U oilol/l ipi Veil loll I IIlX\_LN/\ 


NMJH8849 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 

( ARC'RA^ tranQrrint variant R ■mPXT A 
V/axjv^ij*tJ, u alloCI ipi Valiant 13, IIUVLN/\ 


NM_020038 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 

(ABOC^ tran<?rrint variant lV/TRP^R mUNA 


NM_020037 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 

fA"RfY* , ^'\ trancrn'nt Trariant A^TJP^ A tWDXTA 
\t\ij\~>\sj ) y UculSCripi Variant IVilvrj/i, mivlNA 


NM_003786 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 
^/vd^i^jj, transcnpi vanant JVixvJrj, mjKJNA 


NM_019624 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 
) } transcnpi variant z, mtviNA 


NM_019625 


Homo sapiens ATP-bindins cassette, sub-familv B flvTDR/TAP^ mpmber Q 
(ABCB9), transcript variant 1, mRNA 


NM_004996 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 1, mRNA 


NM_019902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 7, mRNA 


NM_019901 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 6, mRNA 


NM 019900 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
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(ABCOn transcrint variant 5 mRNA 


NM 019809 


Homo <?anien<; ATP-hindma cassette <aih-fami1v C fPFTR/MRP^ mpmhpr 1 

XXUlXlU oa^/lWllo All UllIULU.^, VuOOVlkVy OU-U lull ill Jf V/ ^V/X X XV/ 1YXXVX IJl&XXIUd x 

(ABCClS transcriDt variant 4 mRNA 


NM_019898 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
TABCCn tTanscrint variant 3 mRNA 


NM 019862 


Homo saniens ATP-hin din cassette siih-familv C! ^fTFTR/MRP^ memher 1 

XXUXXIU oaUl^HO fill l/lllUXllg VHaovll&j oLIL/ XOXlXlljr ^V>X XXV/XYXXVX I, lXlwXlll/bl X 

(ABCC1), transcript variant 2, mRNA 


NM 019903 


Homo saniens adducin 3 ^oammai fADD3^ transcrint variant 2 mRNA 

xxv/jxiu oay/iwiio auviuwxix — > y^amiiiaj \r\XJi^jjy lioiiowii^jl vaiiaiiL x>, inxvi. ^ 


NM 001640 


Homo saniens N-acvlaminoaevl-npntide Hydrolase ( APrTHft mRNA 


NM 019858 


Homo sapiens protein A (A), transcript variant A-2, mRNA 


NM 000407 

X>XYX UUv"U / 


Homo saniens trlvronrntein Th fnlatplpft hpta nolvnpntidp fCrPIRRi mRNA 

XXUXliw OOL/lv>XXd glj vVILyX VJLWXLl XI/ ^LylOlVi&iy, UvU* L/ \JXj LywLJlllXw ^VJX XXJXJJy JXXXVX 14V 


NM.015675 


Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), 
mRNA 


NM 016824 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 1, mRNA 


NM 070010 


TJrtinn conipnc arnilAriHp-cpncitivp f*afi/\r\ ohannpl 9 npnrrmal f AfT" T W'}i 
xxUillU oapiClio allxllUl 1UC-&CI1ML1 VC vdllUIl L>lxaixIlCi x., IlCuiUIial ^/lA^^lN^y, 

transcript variant 1, mRNA 




Hatha cQni f>r\ c nriAcHnoin-lilrp /"PPlfT ^ mT?^IA 
xxUXxlU od.pi Clio pilUJ>U.UUlll-llKC IIxx\xN/i 


NM_017585 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 6 
(SLC2A6), mRNA 


mm" n^no^R 

IN vfL_\J ZAJ £3 0 


xiomo sapiens inner cenixomere protein an u gens ^ijjkjj, i jjkij) ^xiNUJbiNr^, 
mRNA 




nomo sapiens ras-reiaieu v_/ j DOiuiinum toxin suDSiraie i ^rno raraiiy, small o i r 
binding protein Racl) (RAC1), transcript variant Racl, mRNA 


imivi_v i ooyyj 


xiomo sapiens ras-reiatea \yj Douuinum loxin suustrate i ^rno iamny, smau vjir 

Vi'iTi/liTiO' T%fAi"PiTl U CkO 1 1 /TJ A ^1 1 tr*Qnef»rin+ variant T?ar»ll^ -mTJ"KT A 
DlUUlIlg piUlCin l\awl ) \I\J\\^ 1 j } UaUSCupi VdXlalll XvaCiu, IllxvlN/\. 


xNxYx__v i ooy i 


xiomo sapiens lamiiun, gamma l ynicein ^iuujcu/, Kannin ^iudku^, xsiviouu 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
7 mRNA 


NM_013430 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 3, 
mRNA 


NM_013421 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 2, 
mRNA 


NM 004954 


TJntnfi ^am'pTiQ PT TfT TTinfiflrinnQp TPMTTl^ frnn cr»n"nt variant *7 ml?NA 

XXUX11U OClLJIVllO l./lrfXVX^t 111UL1X AXilOoC/ ^X-rlVXXV 1 U. dlloUl ILy I Vailalll lixxvxN.r\. 


NM 017490 

X^XVX vX l^s\J 


TJntnn Qariipnc PT TTT mntif Vinacp ^PA/fm i trancrrint variant 1 mU^TA 

XXKJXUXJ OOkyiVllO XvXvX\JL» X1XUIXX AJLildO^ ^XJdVXXV X yj U CLiloUl 1L/L Vol loll I X, lilXVLNxi. 


NM_004105 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
rFFPMPli tran<!crint variant 1 mRNA 

\XuX X-rlYXX 1 Jy UOXIO^XIL/L VOX1CU1L X, 1 liXVL > A 


NM 007401 


TTnTYifi QanipTiQ mi^rAfiKrillar-accAoiatpd r\rr»tp in 0 HvfPAP^^ tran cr»rinit varin-nt 0 
xiuxiiv oapiwiio iiLLUiV/iiui iiiai-aoauuiaicu piuiCJil ^ \jyxrs\x^.j ) UaiioL/lipL vallalll Zr, 

mRNA 


NM 017459 


rTomo sanien<5 mirrnfiiTrillar-n'jRrvriatpd nrntpin 9 fMPAP9^ fTaticprint variant 1 

XXVXllw oftJJlVHO XliX^/lVJXlUl llluX aooU^lalt/U L/ivll&Xll ^XVXX /TlX J y LiCUXdUllUL VaXluill X, 

mRNA 


NM 005115 


Homo sanien<? maior vault nrotein fMVP^ transcrint variant 1 mRNA 

XXIH11A7 V^ilO ULajKJX VulXXL p 1 V Li I ^XVX V X Jy Ul QX10v/Xl|-»t VOiUlUl j XXXXVl^lix. 


NM 017458 

X^XVX V/ X / o 


TTomo sanienj? maior vault nrotpin fMVP^l transcriot variant 1 mRNA 

1 Jvll WJ JUplVllO lilAJvfl VOlXlt L/lv/t&Xil. ^XVX V X Jy IXCIXXOwX VOXiOXlt 1, lllXvX 1 A * 


NM_0 18894 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(EFEMP1), transcript variant 2, mRNA 


NM 016519 


Homo sapiens ameloblastic enamel matrix protein (AMBN), mRNA 


NM 017492 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 2, mRNA 


NM 007193 


Homo sapiens annexin A10 (ANXA10), mRNA 


NM 019102 


Homo sapiens homeo box A5 (HOXA5), mRNA 


NM 018971 


Homo sapiens G protein-coupled receptor 27 (GPR27), mRNA 


NM 003379 


Homo sapiens villin 2 (ezrin) (VEL2), mRNA 


NM 016830 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcript variant VAMP- IB, mRNA 
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NM.014231 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAJVLr 1;, transcript variant VAMr-iA, mKTSA 


XTK K A 1 "7 A On 

NM_0 17489 


Homo sapiens telomeric repeat binding factor (NIMA-interacting) 1 (TERF1), 
transcript variant 1, mRNA 


XTX >f ftAM 1 O 

NM_Q0321o 


Homo sapiens telomenc repeat oinaing iactor (in JivL/\-in leracung ) i ^ickt ij, 
transcript variant 2, mRNA 


INM_U1 /43j 


Homo sapiens stromal ceil aenveo iactor receptor 1 (ourKij, transcript variant 
aipna, ttikjna 


lNJVL__UU/Uyo 


xioiuu Sapiens ciouinii, neavy poiypcpuuc-iiKc i ^v^j_> i k*>lj l j, uaiibuiipi vaiiaiu^, 
tnT3MA 


IN AVI v/1 /HJ 1 


T47vmn canipnc RATI -accrvrintpH nrntpin 7 fRATAP7^ franQrriT)t variant 9 nYRNA 
JULUIIIU od.pi Clio DrVL I ~a.ool/vltlLCVl piUlCLu. £* \ot\xt\L: £*j 9 uaiiaviipi. valiant u.u\±^r\ 


INlYl UI 


Unmn Mnipnc ft AT1 .nccnrintpH nrntpin 7 fAATAP7^ trai'Kf'rriTit variant 1 ml?NA 
nuillU adpiClla D/VLi-aSSUvUiivU- piuicm yjjjrXJLfxi. z< uaiioviipi vaiiaiii i, iiixvL^rx 


vnu ftfi1£17 

INIVl UUlUl / 


TTnmri c»rvif*nc aHHnHn 7 fhpfa^ f ATYD7^ tranQfvrint variant hetfi-1 nVRNA 
nuillU sapiens a.uu.u.L/111 z> ^uciay y/VLJ.L/xj, uaiioviipi vaiiaiit utw* i, hixxjl^ixx 


INiVl U I /*too 


TTnmn QnnipnQ nHHnrin 7 ^hpta^ ^ATYD7^ tran Qfirint varijint Heta-4 TlfVRMA i 


INIVl KJ L /HO f 


Uomn Qanipnc aHHnrin 7 H^pfa^ ^ ATYn7^ tranQctiTit variant heta-6h mRNA 


NM 017486 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-6a, mRNA 


MM f»17A$K 
JN1YL Ul /no.) 


TTrtTMrt com'pnc ar1r1iir»i-n 7 rVipta^ ( A T^T^7^ trancr*rirvt variartt lv*ta-Sa mTJMTA 
nomu Sapiens aUUUvylll £* \ \i\UXJ^) y uailSl/iipi Vailalll L/vLa-ja, iLUVLN/x 


MM 017/1RA 


TJrimrk cqt^iptic oHHitfiTi 7 /T^pf'Q^ T AT"Vn7^ fron cpr*itit voriflTit Hpta-^n ttiT^^JA 
nuuiu oitpiciis auuuviii £* yv^iaj yr\±ju^j y uaiLavviipi vaiiaiii l/cui j u i uixxj. > n. 


MM f!17A8l 
INiVI 01/ *f 5 j 


tlOinO SapiCLLb aUUUl/in. j£, yOClaj yt\xJlJ£)) LiaXlSuripv Vailalil UCuJ-Ja, llJUC\_l>xA. 


MM fl17AR7 


nomo Sapiens auuuLin z> ^uciaj ^/vl/j_/z< uansuripL vaiiaiii ucia~z. } iiiivi>irv 


INIVl UIOJOl 


xj^m^ onrnVrtG m^T77P^RfiF)777^ nrntpin (TfiCV7V'\R(\XY)')')'X\ mT?MA 
nomo sapiens ujvrzjr jooi^zzzj pruLcin ^x^r^jrz^rjouiy^z^j^, nnviNrv 


M\/f m Q.A^ 'X 

JNJVl UiO*+l^ 


xiomo sapiens cnonoroiun H-suuuuanbiciabc ^^*toi ) 9 iiuviNri 


NM_017835 


Homo sapiens chromosome 21 open reading frame 59 (C210RF59), mRNA 


VTlVyr A1 Q77/C 


xiomo sapiens argmyi ammopeptiaase ^aminopeptioase uj-iiKe i ^iNiN-riurJLi^, 
mRNA 


XTAyf fi 1 OOA/l 

JNM UlozU4 


Homo sapiens cytoskeleton associated protein 2 (CKAP2), mRNA 


NM 018200 


Homo sapiens high-mobility group 20A (HMG20 A), mRNA 


xtx a ninenc 

NM 017595 


Homo sapiens 1-kappa-b-interactxng Kas-like protem l ^KbKAo/j, mKJNA 


NM 017613 


Homo sapiens downstream neighbor of SON (DONSON), mRNA 


NM 017596 


tt ' T/TA AAyliin^u.'. /VTA AA/I/I A\ «««.T)XTA 

Homo sapiens K1AA0449 protein (KIAA0449), mKlN A 


NM_017456 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(PSCD1), transcript variant 2, mRNA 


NM_016829 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2e, mRNA 


NM_016828 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2d, mRNA 


NM_016827 


Homo sapiens 8-oxoguanine DNA glycosylase (0GG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2c, mRNA 


NM_0l6826 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2b, mRNA 


XTX JT A1 ^0^1 

NM_0 16821 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2a, mRNA 


XTX 4" t\ 1 C*> 

NM_0 16820 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitocnonoxiai protein, uonscnpL vox lain i u, iiuviNrv 


NMJH6819 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant lb, mRNA 


NM 002197 


Homo sapiens aconitase 1, soluble (ACOl), mRNA 


NMJ) 16841 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, 
mRNA 


NM_016835 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 1, 
mRNA 


NM 016834 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 3, 
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NMJ16938 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 2 


NM 005569 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2a, mRNA 


KTKA ft 1£717 


xiomo sapiens J_>iivi aomain Kinase z ^ j^iivijvz j , transcnpi van an i zo, mt\iN/v 


NM 002314 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant 1, mRNA 


MM Ulo/iD 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant dLIMK, mRNA 


XTA/f AA/CQCC 

NM_UUooDS 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 1, mRNA 


NM_Ul00D/ 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 2, mRNA 


XTX K Af\1 1 A 1 

NM_0Q21U1 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
1, mRNA 


XTX K rt1 1 C 

NM_016815 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
2, mRNA 


NM 005242 


Homo sapiens coagulation iactor II (thrombin) receptor-like 1 (F2RL1), mRNA 


XTXyf A1 iC01 0 

NM_Uloolo 


nomo sapiens Alr-brnoing cassette, sub-tamily Cj (WHlIh), member 1 
(ABCG1), transcript variant 2, mRNA 


NM_0U4915 


Homo sapiens Air-binding cassette, sub-tamily G (WHITE), member 1 
(ABCG1), transcript variant 1, mRNA 


NM_UUzo4z 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant la, mRNA 


XTTV/T ftf\A£/S^ 

JNM__UUUoOj 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E6, mRNA 


XTTV/T A13QOO 

jnm uuyyy 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 2, mRNA 


NMJ03927 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
1, mKJNA 


NM_015832 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
testis-specific, mRNA 


NM_002384 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 

A *v,D XT A 

4, mKJNA 


NM_015847 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
PCM1, mRNA 


NM_015846 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 

1 _~.*D XT A 

1, mRNA 


XTX K f\ 1 C O A C 

NMJJ15845 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
z, mKNA 


JNM_U1jo44 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
3, mRNA 


XTTVjT AATJ 1 1 

NM_UUZJ11 


Homo sapiens ligase HI, UNA, ATP -dependent (Llu3), transcript variant beta, 

rviDTSJA 

mivlNA 


XTA/f A1 1Q7C 

INM__Uljy /D 


xiomo sapiens ligase 111, una, Alr-aepenaent ^liuj j, transcript variant aipna, 
mr\jN/v 


NM 014100 


nuillU oapiCIio ouUUV/iJl 1 \alylLaj \I\ULJ L ) y UaUoWljJl Vol 1 all L J, IIll\J.N/\ 


NM 014189 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 2, mRNA 


NM 001119 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 1, mRNA 


NMJH5831 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E5, mRNA 


NM 016572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 016388 


Homo sapiens T-cell receptor interacting molecule (TRIM), mRNA 


NM 016272 


Homo sapiens transducer of ERBB2, 2 (TOB2), mRNA 


NM 016135 


Homo sapiens transcription factor ets (TEL2), mRNA 
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NM 016247 


TTnmft Qflrvipnc mtPiTirirttArp-Tpntrvr matrix nrntpnulvpfm 900 fSPAf^RfANft 

mRNA 


NM 016334 

XXVfX UlVJJt 


TTrwnn cftniRnc nutfltivp f^-fiTntpi ti paittmp/i rpppntrvr i SW1 90 1 tyVR^JA 

IJAJlIlU oapieilS pilUlUVC VJ pi U Lt/JULl UUUpivU. lwl/&pLUl ^UilliU^, llliVA > /Y 


NM 016194 


Xiumu SapiCUS XvIiCouo U1UUU gTUUp, XJ allllgen \J\xxXJ) ) IIUUiA 


NMJH5865 


Homo sapiens solute carrier family 14 (urea transporter), member 1 (Kidd blood 

ornnrA fST P14AH mRNA 


MM 0161 19 

1N1V1 UlOl IX 


xiumu sapiens poiycysuc iuuncy disease z-iiite a \jti\xjj^xj i ) 9 mssssn. 


NM016318 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mRNA 


MM 01 6653 

1>UY1.__V 1 UU J J 


riomo sapiens sienie-aipna mom anu leucine zipper containing Kinase azjv 


MM 016SS6 


TTrvmn canine frTIQR pnmnlptp OPT? fHTTTV/ffrTI QR A\ mPMA 

nuiiiu sapiens vJ i iyo t cumpieie \ji\r ^xiuivivji Lyox\) 9 mxvLN/\ 


MM 016431 


xiuinu sapiens iniiugcn-aLiivaicu pruiein Kinase o inieiavung piuiem l 
rMAPK8IP2^ mRNA 


MM 016377 


Homo saniens A kinase fPRTCA^ anchor nrntein 7 ( ATC AP7^ mRNA 


NM.016346 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 
mRNA 


MM 016325 


Homo saniens zinc fineer nrotein 274 f7NF274^ mRNA 

A AV/JA1V/ OapiWlli) liUlW AlllgVsl piUll/111 1 ~ 1 ~ J y 1 1 1 tVI'til 


NM 016324 


Homo saoiens zinc finder nrotein 274 f7NF274^ mRNA 

IXUlUv Ot*pi VAIO ZjIAIV/ llllg^l pi V twill 1 ~ \JLJir\X. £*/ m TJy UUCvL^lxV 


NM 016293 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


NM 015909 


Homo <sar>if*n<5 npiirnHla<!tnma-flmrj1ifip/1 nrfttpin CJ Of^l S04^ mRNA 


NM 015890 


Homo sapiens spondyloepiphyseal dysplasia, late, pseudogene (SEDLP), mRNA 


MM 015RR5 


nomo sapiens i ip nomoiog ^Jrv>r 1 1^, nixviNA. 


MM 01SQQ1 


xiuinu sapiens cuuip lenien i componciiL 1,4 subcomponent, aipna poiypepuae 
frinA^ mRNA 


NM 016201 


nuiuu sapiens i^eniau i<uiicu-vuii pruicixi ^l»v^^x j, \iii\rHx\. 


NM 016157 




NM 015869 


xiuiuu sapiens peiuAisunie piunieiauvc aviivaicu reuepiur, gaiiuiia ytrr AJvVj^, 

mRNA 


NM 016615 


Homo sani en ^ sol ute earn pt fami 1 v f\ (x\ pi lrntran cmi t+pr trnn ennrtpr C* A R A ^ 
AAWiiiv oapi^iio ov/iwitw vain&i laiiuijr \j ^licuiULiauoiiJULlLei uanspuiiei, v ir\ n r\ 

member 13 CSLC6A13) mRNA 


NM 016389 


Homo saniens NSl-bindinff nrntein rNS1-RP^ mPNA 


NM 016648 


Homo saniens HDCMA1 RP nrotein /TTDPMA 1 8P^ mRNA 


NM 016527 


Homo sapiens hydroxyacid oxidase 2 (long chain) (HA02), mRNA 


NM 016263 


TTomn <»a"nien'? Pzrl nrntpin (h'YK 1 "\ mPNA 


NM 016602 


Homo sapiens G protein-coupled receptor 2 (GPR2), mRNA 


NM 015892 


T-frvmn CflTvipnc R P Afr accnpiatR^ ■n-rotp»in rRP Af"r\ mPMA 
nuiiiu oapiciia jl> veil jvtyvj assuwiaieu piULcm ^oxvrvvjy, iiiivln/a. 


NM 016187 


Tlnmn cs»T\ipnc Virn H ann rr i n otij tnr 9 ^RTM9^ ml? XT A 
xxuiuu sapiena uiiugiiig mic^iaiui a* ^diini^ iiijvinxV 


NM 003373 


Wr»mri enriipne vinmilin C\JC*\ \ frar>cm*int viiTiont A/f^T tyiPMA 
i-iwiiivj oaptC'iio vuiv/Uiiii v vv^i*fj, uaiiDV/iipi vaxiaiii v L/L, iiijvln/a. 


NM 014000 


riOTnr^ C3T>iptic 'vnTir* uliTi C\J \\ 1 ■frcincr , 'rii^t i/qth arrf mpfii.Vi T ttiPXTA 
xxuxiiu oapieuo vuu/Uiui ^v^Lj, uanswiipi vaiiaiii uiCLa~ v v^iv, uu\i.N/\ 


NM 013992 


xiuinu sapiens paireu uua gene o \r /\a.oj, uaiiscnpi vanani jr/\A.on, ini\iN/\ 


NM 013Q8R 


nomo sapiens rdiKinson uiseasc ^auiusomai recessive, juvcniiej z, parxun 

fPART<r9^ Iran q rn'nt van ant ^ mRNA 
\l u di tswiipi voiioni j, niiviNrv 


NMJU3987 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(PARK2), transcript variant 2, mRNA 


NM 013985 


Homo sapiens neuregulin 2 (NRG2), transcript variant 6, mRNA 


NM 013984 


Homo sapiens neuregulin 2 (NRG2), transcript variant 5, mRNA 


NM 013983 


Homo sapiens neuregulin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neuregulin 2 (NRG2), transcript variant 3, mRNA 


NM_0 13981 


Homo sapiens neuregulin 2 (NRG2), transcript variant 2, mRNA 


NM 013964 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-alpha, mRNA 


NMJU3962 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF2, mRNA 
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NM .013961 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF, mRNA 


NM 013960 

lilVX U1J7UU 


Wrtmrt carMcfiQ Tipiirpoiiliti 1 fNRfrl"^ transfrrifjf variant nHfi43 nVRMA 


NM 013959 


Homo sapiens neuregulin 1 (NRG1), transcript variant SMDF, mRNA 


"MM 011Q5R 


XlUmO SapiCIlS IlCUiCgUllIl 1 ^l>X\.vJl ) i UallSOIipL Vol lalll rlXSAJ L/ClaJ, lllIVlN/\ 


NM 013957 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta2, mRNA 


NM 0.130^6 


nomo sapiens neuregulin 1 ^in.k\ji j, iranscripi variant iiixvjr-Detai, mKiNA 


NM 013955 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-lLv, mRNA 


XTA/T A1 1Q</1 


nomo sapiens iNAUrn oxiaase i \tnuai Jj transcript vanani inuii-Io, iiikjna 


NM_013995 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant lajmuyzd, mKJNA 


NM_007334 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 2, mRNA 


NM_002262 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 1, mRNA 


JNM_Uliy /o 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitocnonanai proiein, transcript variant z, miuNA 


XJXyf A1 CO/11 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 

/\JL/rVJCv-C, IUXvlN/\ 


NM 01 5R40 


nomo sapiens adenosine ueaminase, j\iM/\-speciric \r\±jr\j\) } trails enp i variant 
ADAR-b, mRNA 


nm ooi 1 1 1 


nomo sapiens auenusme ueaininase, JxTN/v-spcviiic \t\xji\ss.) % transcript valiant 
ADAR-a mRNA 


NM 014925 


Homo «:nnien<; KTA A 1 009 nrntpin fTCTA A 1 009^ rnRNA i 


NM_0 14905 


Homo sapiens glutaminase (GLS), mRNA 


NM 014R11 

1>IIV± \J l*tOJJ 


Wattia cart.pnc ITTA Aft£1 R ctptip nrnrluot T A A 0^1 mRNA 
nuinu Sapiens J\JLr\x\\J\j lO gene prUUUUl ^J\J-rV/\vO 1 o ) t Uu\lSr\. 


NM 014861 


nuillU Sapiens Jj Ueil rvrVvJ aSSUL/lalCU piULCUl ^J3lVrVVJ ) y uUVlNrv 1 


NM 015646 


Homo sapiens RAP1B, member of RAS oncogene family (RAP1B), mRNA 


NM 01 5491 
IN1VI_U 1 DHL J 


tiomo sapiens annnoauipate-semiaioenyoe Qenyurogenase-pnospnopantetnemyi 

trjiTicf<»r!iop ^A AQTiTTPPT^ mPNA • 

ixdnsicrase ^/\/\oi-/rirjr l ), nuviN/v 


NM 015591 


WrtmA comAne email frdftmpnl nnflpocp / 1 X[f\7'/ U ^ 1 mP\T A 

nomo sapiens small iiagmeni nuclease ^j^JS^^rjooiii < t*f^, mixiNA 


NM 014107 


nomo sapiens inuvia. ^never in mitosis gene aj-reiateu Kinase o ^iNiiN.oj, mKJNA 


NM ft 14940 


LJ /*xfv"i /a com arte rtiiAiaoi* i*aAaMf Af mt i\fni^ii Imj / atai m Xj awsV\av« 1 /XTD / C 1 l 

nomo sapiens nuciear receptor suDiamiiy z, group n, memoer 5 ^iNKZiij j, 
mRNA 


NM ft14161 


nomo sapiens contaenn d ^jn i in jj, nuuNA 


NM_014341 


Homo sapiens mitochondrial carrier homolog 1 (MTCH1), nuclear gene 
encoaing mitocnonanai protein, mtvJN a ■ 


NM ft1455n" 


nomo sapiens jdius van i^reveiQ^ynarome (liVL^, mtuNA 


NM 014306 


Homo sapiens hypothetical protein (HSPC1 17), mRNA 




Homo sapiens CpG binding protein (CGBP), mRNA 


NM 014567 


Homo sapiens breast cancer anti-estrogen resistance 1 (BCAR1), mRNA 


lMM__U14Z/j 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombosponain type 1 motii, 0 (AUAMlbo), rnKJNA 


XTAvf A 1/19/1/1 
JNM_U14Z44 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 

tnrAmKAQnA'nHin tvnp 1 mAtif 9 ( AT*)AM T TS19^ frcin crrint vnrinAt 1 mT?N A 
uxiuiiiuudpuiiuiii ijyf & 1 jiiiuiu., it \nxjr\ytx.i.\j£t)y u allow ipi vaiiaill 1, iiuvii/x 1 


NM 014449 


Homo sapiens protein A (A), transcript variant A-l, mRNA 


NM_007319 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
374., mRNA 


NM_007318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
463, mRNA 


NM 013953 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8D, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8B, mRNA 
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NM 013945 


Homo sapiens paired box gene 7 (PAX7), transcript variant 2, mRNA 


NM.013942 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3B, mRNA 


NM_013411 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2B, mRNA 


NM_000631 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 1 
mRNA 


NM_013416 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 2 
mRNA 


NM_006125 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
3, mRNA 


NM.013427 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
1, mRNA 


NM_0 13423 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
4, mRNA 


NM_013422 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
5, mRNA 


NM_001174 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
2, mRNA 


NM 013436 


Homo sapiens NCK-associated protein 1 (NCKAP1), mRNA 


NM 012310 


Homo sapiens kinesin family member 4A (KIF4A), mRNA 


NM_0 13449 


Homo sapiens bromodomam adjacent to zinc finger domain, 2A (BAZ2A), 
mRNA 


NM_007333 


Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KLRC3), 
transcript variant NKG2-H, mRNA 


NM_007328 


Homo sapiens killer cell lectin-like receptor subfamily C, member 1 (KLRC1), 
transcript variant NKG2-B, mRNA i 


NM_002259 


Homo sapiens killer cell lectin-like receptor subfamily C, member 1 (KLRC1), 
transcript variant NKG2-A, mRNA 


NM_004214 


Homo sapiens fibroblast growth factor (acidic) intracellular binding protein 
(FIBP), mRNA 


NM 006350 


Homo sapiens follistatin (FST), transcript variant FST3 1 7, mRNA 


NM 013409 


Homo sapiens follistatin (FST), transcript variant FST344, mRNA 


NM 013324 


Homo sapiens cytokine inducible Sffi-containing protein (CISH), mRNA 


NM_012486 


Homo sapiens presemlin 2 (Alzheimer disease 4) (PSEN2), transcript variant 2 
mRNA Fvananiz, 


NM_012485 


Homo sapiens hyaluronan-mediated motility receptor (RHAMM) (HMMR), 
transcript variant 2, mRNA 


NM 012484 


Homo sapiens hyaluronan-mediated motility receptor (RHAMM) (HMMR), 
transcript variant 1, mRNA 


NM 012483 


Homo sapiens granulysin (GNLY), transcript variant 519, mRNA 


NM 006433 


Homo sapiens granulysin (GNLY), transcript variant NKG5, mRNA 


NM_001930 


Homo sapiens deoxyhypusme synthase (DHPS), transcript variant 1, mRNA 


NM 013407 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 3, mRNA 


NM 013406 


Homo sapiens deoxyhypusme synthase (DHPS), transcript variant 2, mRNA 


NMJ)13229 


Homo sapiens apoptotic protease activating factor (APAF1), transcript variant 1, 
mRNA 


NM 013251 


Homo sapiens tachykinin 3 (neuromedin K, neurokinin beta) (TAC3) mRNA 


NM 013396 


Homo sapiens ubiquitin specific protease 25 (USP25), mRNA 


NMJH3255 


Homo sapiens muskelin 1, intracellular mediator containing kelch motifs 
(MKLN1), mRNA 


NM 013290 


Homo sapiens GT1 98, complete ORF (HUMGT198A), mRNA 
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NM Hfi^1fi9 
IN 1V1_U U J 1 UZ 


Homo sapiens fasciculation and elongation protein zeta 2 (zygjn II) (FEZ2), 

mRNA 


NM_004830 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 3 
n^nvnwmop^ rnRNA 


NMJW9588 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 

variant 9 nVP"NA 

Vol loll l £, llliVLNA. 


NM 013227 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
pruieugiyuan, diiugcn lucnaneu oy monoclonal antiDooy auizzj (Avjv^IJ, 

trancrrint variant 9 mPMA 


NM 012475 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 01949R 

1N1V1._V 1 ZHZO 


nomo sapiens stromal ceil aenveo iactor receptor l (oJJ.rK.lj, transcript variant 

hf»tn mRNA 
L/C la, nilvLN/V 




xiomo bdpiens punnergic receptor r/A, ngana-gatea ion cnannei, z (rzKAzj, 
mRNA 


NMJH2369 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1), 
mRNA 


NM 012218 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM 012^94 


noinu bcipicnb miiogen-aciivaiea protein Kinase o interacting protein z 
flVTAPK8TP9} mRNA 


NM 012405 


Homo sapiens isoprenylcysteine carboxyl methyltransferase (ICMT), mRNA 


NM 012070 


Wnmr» canipnc attrar»tin ( A'PPXH mDMA 
XlUlilU odJJlwIlo aLUdVuIl ^AlXvlN J, JTlJtvXN/Y 


NM 006874 


Homo sapiens E74-like factor 2 (ets domain transcription factor) (ELF2), mRNA 




Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP1 12, mRNA 


nm onou^ 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP140, mRNA 


NM 


nomo b dpi ens aryisuiiaiase u ^/vkojj j, transcript variant z, mKINA 


NM_001158 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 

uan&wipi Van ant 1, ITuVlN/V 


NM_005910 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 2, 


NM_007338 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant jjlxiL/ i -l» i , mKjN a 


NM_007337 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant ujljd^ i-oJ, mtuNA 


NM n(Y733A 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-S2, mRNA 




Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 

variant TIT PP1 _Q 1 mPXTA 


1N1Y1_^UU3 1UO 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-N1, mRNA 


NM OfKOfP 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 

HOMY! fNTYTTFAQA mPMA 


NM 003771 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 


NM 000438 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3 A, mRNA- 


NM 007052 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1L, mRNA 


NM 006715 


Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA 


NM_007325 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flip, mRNA 


NM 005813 


Homo sapiens protein kinase C, nu (PRKCN), mRNA 


NM 000398 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
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gene encoding mitochondrial protein, transcript variant M, mRNA 


NM_007306 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
exon4, mRNA 


NM_007305 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-10-l lb, mRNA 


NM 007304 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 

J _1 A_ 1 1 L T)\T A 

delta 1 lb, mRNA 


NM_007303 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltall,mRNA 


NM_007302 


Homo sapiens breast cancer I, early onset (BRCAl), transcript variant BRCAl- 
delta9-10, mRNA 


NM_007301 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 
deltal5-17, mRNA 


NM_007300 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAl- 
deltal 4- 1 8, mRNA 


NM 007299 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 
deltal4-l7, mRNA 


NM_007298 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAl- 

J 1i i"\ "I 1 IVVT A 

delta9-ll,mRNA 


NM_007297 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 

t 1i n 1 a T>'VT A 

delta2-l0, mRNA 


NM_007296 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAl a', 

T»XT A 

mRNA 


NM_007295 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAlb, 

T>XT A 

mRNA 


NM.007294 


Homo sapiens breast cancer l, early onset (BRCAl), transcript variant BRCAla, 
mKJNA 


NM_007322 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-d, 

Ti\T A 

mRNA 


NM_007321 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-C, 

T»XT A 

mRNA 


NM_007320 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-b, 
mRNA 


NM_000754 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant MB- 
COMT, mRNA 


NM 007310 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant S- 
COMT, mRNA 


NM_000714 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene j 
encodmg mitochondrial protein, transcript variant PBR, mRNA 


NMJ)07311 


Homo sapiens benzodiazapme receptor (penpheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR-S, mRNA 


NMJ)07314 


Homo sapiens v-abl Abelson munne leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant b, mRNA 1 


NM_007313 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcript variant b, mRNA 


NM_005157 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcript variant a, mRNA 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 


NMJJ00902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALL A, CD 10) (MME), transcript variant 1, mRNA 


NM_007289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD10) (MME), transcript variant 2b, mRNA 
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NM 007288 


Homo sapiens membrane metallo-endopeptidase (neutral endopepudase, 
enkenhalinase CALLA. CDIO^ fMMEI. transcrint variant 2a. mRNA 


NM_007287 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkenhalinase CALLA. CD 101 fMMEV transcrint variant Ibis. mRNA 


NM.006481 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
factor (TCF2), transcript variant b, mRNA 


NM_006884 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2a, 
mRNA 


NM fl(Y30V) 

lllU WJVjV 


Homo saniens short stature homeobox 2 (SHOX21 transcrint variant SHOX2b. 
mRNA 


IX 1VJ._VV J \J\J J 


Hnmn sanif»ns selectin P f pranule membrane nrotein 140kD antigen CD62) 
(SELP), mRNA 


NM 006718 


Homo saniens nleiomornhic adenoma &ene-like 1 fPLAGLH transcrint variant 
2, mRNA 


NM 00SR88 


Homo saniens solute carrier familv 25 (mitochondrial carrier' nhosnhate carrier) 
member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant la mRNA 


NM_006491 


Homo sapiens neuro-oncological ventral antigen 1 (N0VA1), transcript variant 
1 mRNA 


NM_006489 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
2 mRNA 


NM_007088 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2c mRNA 


NM_007087 


Homo sapiens calbindin 2, (29KD, caketinin) (CALB2), transcript variant 
CALB2b, mRNA 


NM 001740 


Homo ^aniens ralhindin 9 f291dT) calretinin^ fCATJR21 transcrint variant 
CALB2 mRNA 


NM 007292 


Homo saniens acvl-Coenzvme A oxidase 1 nalmitovl (ACOX11. transcriDt 
variant 2, mRNA 


NM_004035 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 1, mRNA 


NMJ)00632 


Homo sapiens integrin, alpha M (complement component receptor 3, alpha; also 
known as CD lib (pi 70), macrophage antigen alpha polypeptide) (ITGAM), 
mRNA 


NM 007097 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), mRNA 


NM 007099 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant b, mRNA 


NM 007177 


Homo sapiens TU3 A protein (TU3 A), mRNA 


NM 007245 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 1, mRNA 


NM 006487 


Homo sapiens fibulin 1 (FBLN1), transcript variant A, mRNA 


NM 006486 


Homo saniens fihul in 1 fFRLN!^ transcrint variant D mRNA 


NM 006485 


Homo sapiens fibulin 1 (FBLN1), transcript variant B, mRNA 


"MM 006791 


Wrvmn cnniRnQ arlprtncitif* lrtrtac** ( ATWC\ trancPTi'nt variant A T^TC -1 nn cr mRNA 


NM_006132 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
4 mRNA 


MM_006131 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
5, mRNA 


NM_006130 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
6, mRNA 


NM 006129 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
3, mRNA 


NM_006128 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
2, mRNA 



422 



WO 03/074654 



PCT/US03/05028 



NM 002516 


Homo sapiens neuro-oncological ventral antigen 2 (NOVA2), mRNA 


NM 007008 


Homo saniens reticulon 4 fRTN4^ mRNA 

AAUiilv (JUUlvlw i wllVUivll ' V Jy li.JUI.VJL ~ jIJL 


NM 007046 


Homo saniens elastin microfibril interface located rwotein fEMTTXhA mRNA 


NM 007037 


Homo saniens a disinteorin-liVe and metallonrotpasp frpnrnlvcin tvne^ with 
thrombosDondin tVDe 1 motif 8 fADAMTSlh mRNA 


NM_007038 


Homo saniens a disinteerin-like and metallonrotease frenrolvsin tvne^ with 
thrombospondin type 1 motif, 5 (aggrecanase-2) (ADAMTS5), mRNA 


NM 006799 


Homo saDi ens nrotease serine 21 (testisml H > RSS21^ mRNA 


NMJ)06814 


Homo saniens tiroteasome (nrosome macronain^ inhibitor Qiihimit 1 fPT3*n 

aavihv ij ^ yiuivuouiiiw \ iiitvvi v^/amy mill UliWl o IX L/ 1X11 It A 11 x*J 1 1 

(PSMF1), mRNA 


NM 003466 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8A, mRNA 


NM 006790 


Homo sapiens titin immunoglobulin domain protein (myotilin) (TOD), mRNA 


NM 006782 


Homo saniens zinc fincer nrotein-like 1 fZFPLH mRNA 


NM 006795 


Homo saniens EH domain containing 1 fEHDn mRNA 

AAvmxs uu|/ivuo uii uv xi i m m vwiiMiiiiJLiig a ^JwiJUL/ x y j JLIaXVX ill 


NM_006588 


Homo saniens sulfotransferase familv cvtosolic IP member 1 fSTTT T\C % 0\ 

iiviuv uupiwiiu gmiv/u HUOlvl ttov XCUXXlljr, VJr Iwovllw^ 1. \-Sy XllV'llIL/ wl ^ yuwi-iX Iv^r^J, 

mRNA 


NM 006694 


Homo saniens iumninff translocation hreaVnoint nTFLi mRNA 


NM 006597 


Homo saniens heat shock 70kD nrotein 8 fHSPAJtt mRNA 


NM 006708 


Homo saniens elvoxalase I fGLOl^ mRNA 


NM_006703 


Homo saniens nudix f nucleoside diohosrihate linlced moietv Wfvne motifs 
(NUDT3), mRNA * 


NM 000655 


Homo sapiens selectin L (lymphocyte adhesion molecule 1) (SELL), mRNA 


NM 006488 


Homo saniens Icetohexolcinasp ffnietolririasp^ tra-ncrm'nt variant K nVRNA 

xx.ui.iiv oapiwuo lYWLvuiwvuivxiiaaw ^xx uv luivxixaowy ^JVxT_iv y , u.alxal'IlfJl VoilallL L/, IxxxvLNxx 


NM_006297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 OTRCCn mRNA 

WHO X ^/VlVvV/ /> XlXXVLlxx 


NM 006339 


Homo saniens hiph-mohilitv irroim 90/R (\f\ACV)(\TX\ m"RNA 


NM 006469 


Homo sapiens NS 1 -binding protein (NS 1 -BP), mRNA 


NM 006340 


nuniu i>apiCIla -Drvll -dobUUlaLCU protein L \Gt\Lr^X L J 3 UanSCTipi Vail ail I j, mtvlNA 


NM 001353 


xxuiiiu oapiciio aiuu-ivciu icuucLasc iamiiy i , memucr 1 1 QinyoTOQiol 
HehvdrniTPnasp 1* 90-fllnhn ^-alnlin^-livHrrtYA/ctprriiri /1pTi\/Hrr»fr/*nQo^ f ATiTD 1 \ 

mRNA 


NM_000202 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 
l.mRNA 

X } | I g J VX T * X 


NM 005890 


Homo sapiens growth arrest-specific 7 (GAS 7), transcript variant b, mRNA 


NM 006123 


HomO SartlPTIQ irflHTmatP 0 - <!1 ll fa tJ*QP n-Tntltfr cunHrnmp^ HTiQ^ tra^crr-i-nt lrariont 
xxvixxvi aa^iviio luuivxiaiw £i*auiiaiaoC ^xllilltCI ay I1UI UlilCJ ^li/jl, UaJl&CI ipi ValianL 

2, mRNA 


NM 006053 


Homo ^aniPTi^ T-pf*ll immnnp rpaiilatnr 1 /^TrTRrx^ mPNA 
xxviixv □a|^tvixo 1 vtiij xiiliilUilC IvgUlalUl 1 ^IV^lxVVJA^, IillVli/x. 


NM 005990 


Homo sapiens serine/threonine kinase 10 (STK10), mRNA 


NM 00601 Q 


liOiTio sapiens l-ceii, immune regulator i v iUxKvjrij, mKiNA 


NMJJ06041 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3B1 

\£lO J O I OD 1 ), miVLN A 




Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3A1 
JHS3ST3Al),mRNA 


NM_006043 


Homo saniens henaran "sulfate ( plucovimiTip^ ^-0-Qn1fhtTnn«fpraQp 9 rP"Q^^T9\ 

iivjiw oayi^iij iiwL/cuaxi oixiiciLv ^gi.uv/VoaiiiillC^ J~\J ~ o LX11 \J 11 alio IvluOv l. ^JxljJlj LjLj^ 

mRNA 


NM 000557 


Homo sapiens growth differentiation factor 5 (cartilage-derived morphogenetic 
protein-1) (GDF5), mRNA 


NM_005847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23A2),mRNA 


NM 005751 


Homo sapiens A kinase (PRKA) anchor protein (yotiao) 9 (AKAP9), mRNA 


NM_005691 


Homo sapiens ATP-binding cassette, sub-family C (CFlTv/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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NM_005688 


Homo sapiens ATP-bindin p cassette sub-familv C ( C\* I 'K/IVTR V\ mpmKpr ^ 
(ABCC5), mRNA 


NM 005730 


Homo sapiens conserved _gene amplified in osteosarcoma (OS4), mRNA 


NM 005562 

A "1*1 \J\J *J *J\J£* 


Homo sapiens laminin oamma 2 frricpin nOOVTY\ Valinfn flftSVm RM^Ofi 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
l,mRNA 


NM 005534 


Homo sapiens interferon gamma receptor 2 (interferon gamma transducer 1) 
(IFNGR2), mRNA 


NM 005682 


Homo sapiens G protein-coupled receptor 56 (GPR56), mRNA 


NM 005666 


Homo saoiens H factor fcomrilementVlike 3 flTRT X\ mRNA 


NM_005503 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
(Xll-likeHAPBA2) mRNA 


NM_005431 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 2 OCRCC2 j mRNA 


NM_005465 


Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase 
B gamma) ( AKT3) mRNA 


NM_005446 


Homo sapiens purinergic receptor P2X-like 1, orphan receptor (P2RXL1), 
mRNA 


NM_005336 


Homo sapiens high density lipoprotein binding protein (vigilin) (HDLBP), 
mRNA 


NM_005265 


Homo sapiens garnma-glutamyltransferase 1 (GGT1), transcript variant 1, 
mRNA 


NM_005243 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 
EWS mRNA 


NM_005236 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 

cnmnlpmpritatirvn ornnn A fFRfYM.^ ml? "MA 


NM_005075 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3) mRNA 


NM_005050 


Homo sapiens ATP-binding cassette, sub-family D (AID), member 4 (ABCD4), 
transcrint variant 1 mRNA 

UUiUVll^l> VCUUtlll A, liU.VLl.il. 


NM_005006 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) 
rNADH-coenyvme O reductase) fNDTrRS'n mPNA 


NM_005135 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
6(SLC12A6),mRNA 


NM 004968 


Xiuiiiu oapicuo laid l/Cll aULUanilgcn 1 \pyKUj [LK^jtxi J, uaTlSCripi Valiant Z, 

mRNA 


NM 005114 


HVvmo QflTvipnc hpnaran ciilfat^ ( rr1iir»r» coming *\ C\ cnl fV\+r*0'nof7*T»Q co 1 /TJCOOT'i \ 
ajajiuvj oapiciio Iicpaiall bUilalC ^gluCUbalXLlIiej j-VJ-5UlIOUanSIClaSe 1 ^IIojoI 1 ), 

mRNA 


NM 004958 


Homo S3mP11Q Hie Sftn ninniTKX Ttrntpiti 1 9.rflflnmvMri CkQcnnlcitpA TM-r^tPM-n 1 
iiuiuu oapitiia J. XvJvU UillUiilg piUUviil 1 apailiy Clll aooUv/lalCU U1UIC1I1 1 

(FRAP1) mRNA 


NM_001478 


Homo saniens TJDP-N-acetvl-alnha-T^-^alflntnsaminp*rM»npptvlripi!raTnirivl^_ 
fialactosvl&lucosvlceramide N-acetvlpalactosamiTrvltran^fpraQp ffraTWAr-T^ 
(GALGT), mRNA 


NM 004031 


Homo sapiens interferon regulatory factor 7 QRF7), transcript variant d, mRNA 


NM 004030 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant c, mRNA 


NM 004029 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant b, mRNA 


NM 004034 


Homo sapiens annexin A7 (ANXA7). transcript variant 2 t mRNA 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transcript variant 1, mRNA 


NM_004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1, mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
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B and C (VAPB), mRNA 


NM 004774 


Homo saniens PPAR bindine nrotein (PPARBPV mRNA 


NM 004819 


Homo saniens svmnlekin* Himtinfftin interacting nrotein I (SPK\ mRNA 


NM 004169 


Homo sapiens serine hydroxymethyltransferase 1 (soluble) (SHMT1), mRNA 


MM" 0,041 Rfi 


TTpmr* cqtvi/^ti c opma HATYiain i mtrmnofyl ll in nninflin iTpi ^nOTt nflQiP HfMriJiiTi 
nuillU SaUlCllS oCllla UUlllalil, iuiinmiugiuuu.1111 uuiiiam yxfcj) oxiun uaaiu uuiiiaiiij 

secreted, (semaphorin) 3F (SEMA3F), mRNA 




TT/vmPi canipnc ^mVanmtiP franclotiAn fprmfnatip*n faptrvr 1 fETPI^ TiVRNA 
XiUIIlvJ Sapiens CUlUiryUllV/ UdllolaUUIl LCI 1 1 111 mil Ull laX/LKJL 1 ll l)y UliM>/\. 


"MM 004161 


Wr>mr\ Pfmipnc D AR1 mpmliprlJAQ atipaoptip Tpmilv H? An 1 I TtVRMfA 
JCxUlilU oa pi Clio IVrVD 1 , lllClllUGi xVfvO UilvUgvllC laiillljr ^JVTVJJx^, ilxLNJ. i.,rv 


MM 004769 

lNiYl_V/U < T / UZ 


ITnmn camVnc ■nlpplrchrin Viomp.1 r\cr\i Spp7 fltiH PoilpH/pfvil OOlYIJiinQ 1 fr.vt oil PQin 1 i 
xxUlllU oaUlCllo UICvNjUUI llUillUlUgjr } oco/ axiu wiiuu/ i/UU uvixxaiiio i \yj iv/iit*oiii l ^ 

fPSCDl^ tramcrint variant 1 mRNA 


NM 004253 


Homo ^anienQ nhosnholinase A2-activatint? nrotein fPLAA^ mRNA 


NM 004562 


Homo saniens Parkinson disease (autosomal recessive iuvenile^ 2 narkin 
(PARK2), transcript variant 1, mRNA 


NM 004705 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
dependent inhibitor, repressor of (P58 repressor) (PRKRIR), mRNA 


NM 004883 


Homo sapiens neuregulin 2 (NRG2), transcript variant 1 , mRNA 


NM 004559 


Homo sapiens nuclease sensitive element binding protein 1 (NSEP1), mRNA 


NM 004646 


Homo sapiens nephrosis 1, congenital, Finnish type (nephrin) (NPHS1), mRNA 


NM 004897 


Homo sapiens multiple inositol polyphosphate phosphatase 1 (MINPP1), mRNA 


NMJ)04527 


Homo sapiens mesenchyme homeo box 1 (ME0X1), transcript variant 1, mRNA 


NM 004912 


Homo saniens cerebral cavernous malformations 1 ( OjCiM 1 ^ mRNA 


NM 001572 


Homo saniens interferon retmlatorv factor 7 ( i RP7^ transcrint variant a mRNA 


NM 004516 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM 004S0** 


TTnmn cqthptic nV%irmif*in enppifip nrAtpacp CTtpJJ r»n p c\ crpn p^ rTTQPfi^ ml? MA 
XxUlllU bapiCllo UUlLfUlllil opCV/lllv [JIULCaoC K3 ^llw'L UllL/UgCllC^ y\J\Lj±\Jj ) llilVLN/A. 


NM 004761 


TJomn cnnipnc T? AR9 tnpmKpr P A.Q oripno'pnp fnmilv-likp /T? AR7T ^ mUMA 
xxuiiiu oapiwiio ivrvx>z>, iiiC/iiiuci xvrxo vvii^vjgciit/ icuiiiiy iiivv ^jvrLD^ivy, uirvii/\ 


NM 00449S 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-gamma, mRNA 


tjm 004R91 


XIOUIO Sapiens IlCari allU nCUlal UlCol UCriVallVCo CAprCboCU I ^rLfvLNJ-ZI J 9 IlUSSSrx 


MM OOzlzlSR 


nomo Sapiens lauy-awu.'-^ocnzymc /\ ugasc, long-cnain *t ^r/\v/i>t^, uanscnpi. 
variant 1, mRNA 


NM 004091 




MM 004714 


Unmn cqtiiptic Hiicil-cnppi'fipitA/ fvmci'np-rV^-T^ViPdCnVtpj'rv/lcifiPi'n fpoiilfttp/i Unacp 

nunivj sapiens uuai**spcuiiiwiiy lyiusmc-^ i ^-piiuspiiuryiaiiun ic^uiaicu juiiaac id 

(DYRK1B), transcript variant a, mRNA 


MM 004R5Q 


tTrvmA csitiiptio. pIq+I^titi npaw nP*1vnPT^tinP iPTpi ifT T 1 ^! ml?^JA 
XxUlllU odpivllo \slalilllll, llCdVy pwljr JJCptlUC ^ll^ ^Lrl v/) lJ~lxVi i zx 


MM 004091 


TTpmrt eat^ipnc p1ilrti*iHp pViqtitipI palpiiitn Qptivatp/1 ■f*atnil\/ TnPTnnPt ^ fC~*T f^A^i 
numu Sauiciis L/Uiuiiuc uixaluiei, uaiviuui avLivaLcu, laiimy mciiiuvi J 

mRNA 


MM 004144 


WptriPi canipnc ppntrin P"P_ViflnH -nrntpin 9 rPPTM9^ mPMA 
nuniu sapiens ecnuui, iz»p -iiaiiu pruicm, x- ^v-/1vJ.inz^, lilevxi/x 


NM_004332 


Homo sapiens biphenyl hydrolase-like (serine hydrolase; breast epithehal mucin- 

aobUClaLCU anilgCll^ \DxriJL,) f llUSlvrX 


NM 004842 


Homo sapiens A kinase (PRKA) anchor protein 7 (AKAP7), mRNA 


MM 0041 04 


liOmo sapiens a aismiegnn ana mexaiioproieinase aomam zz ^/vuaivizzj, 

mPMA 


mm 004100 


xTOino sapiens aciu pnospiiaiase i, soiuoie ^Awi j t uans^ripi vaiiani a, nitviN/\ 


NMJW4769 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 

variant 1 ml^MA 

VOX lOxlk 1, I-llxVL^zV 


NM 004027 


Homo sapiens inositol polyphosphate-4-phosphatase, type 1, 107kD (B^JPP4A), 
transcript variant a, mRNA 


NM 004003 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AQP4), transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NM_002390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 1, mRNA 
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NM 001604 


Unmn cQm'pnc ■nafrAH Virw otatia ft foniriHiQ IrArntif'ic l fPA Y/^ m'DM'A 
xiuiiiu oapiwllo paiiCU UUA gciic u ^ailli lUla, Jtviauiiaj ^rnAUJj HLlvIN/a. 


NM OO^QQ^ 


xiumu sapiens uatriurcut' pepuut revcpiur xj/guaiiyiaic cyclase i> ^auxonauiurenc 


NM 003994 


Hnmn <:arripTi<5 TCTT litxand flCTTT fri nVRNA 
aiviiiv oapiviio xvi x ii^cuiu ^jvxxx^vj/j iiixvlxxv 


NM 001063 


Homo sapiens transferrin (TF), mRNA 


NM OO^QQO 


numo sapiens paired doa gene z yr rvA*z y, transcript variant c, nxiviN/v 


NM OO^QRQ 


xiomo sapiens pairea doa gene l ^jtaaz,/, transcript variant a, nuviN/v 


NM OO^QRR 


nuinu sapiens pairea doa gene z yr /Vu-j, uaiiscripi variant c, iTuviN/v 


NM 003987 


Homo sapiens paired box gene 2 (PAX2), transcript variant a, mRNA 


MM 00077R 


xiomo sapiens pairea dox gene l txv\Azj, transcnpi vanani o, rnxuNA 


"MM 000991 
INJYL UUUZZ1 


xiomo sapiens Ketonexo Kinase ^iruciOKinase ) yvriiy/, transcript variant a, rriKiNA 


\TM 0001 1 ^ 
IN1VI UUUllj 


xiorno sapiens enaouieiin receptor type x> ^x^inkjdJ, transcript variant l, itikjna 


KTM 000755 
IN 1VI__U UU / J J 


Homo sapiens carnitine acetyl transferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant niitochondrial, mRNA 


MM 001 7Q7 


riomo sapiens L/Uc-iiKe Kinase j ^cuvjj, transcript variant pnciio/ijZ, itikjna 


NM 001291 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2/139, mRNA 


IN1VL_UU1ZoZ 


Homo sapiens adaptor-related protein complex z, beta 1 summit (AF2B1), 

ITLlvLN A 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


INJVL UUlZOo 


Homo sapiens chromosome condensation 1 -like (CHC1L), mRNA 


NM_000734 


Homo sapiens CD3Z antigen, zeta polypeptide (TiT3 complex) (CD3Z), mRNA 


InM^UUUDj / 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant beta, mRNA 


TvT\/f haa/too 
INM__UUUOjj 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant alpha, mRNA 




Homo sapiens butyrylcholinesterase (BCHE), mRNA 


NM_003594 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), 
rnxuNA 


xj\yf nni799 

IN1V1_UU^ ILL 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63), 
mRNA 


iNivl UU-JOJO 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM 003140 


Homo sapiens sex determining region Y (SRY), mRNA 


InM_003o15 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
7 (SLC4A7), mRNA 


InM_UU3759 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
4 (SLC4A4), mRNA 


XTA K aaooqa 
MM UUzyeU 


Homo sapiens secretin receptor (SCTR), mRNA 


NMJ)02890 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASAl), transenpt variant l, mRNA 


NM_UU3624 


Homo sapiens RAN binding protem 3 (RANBP3), transenpt variant RANBP3-a, 
mKJNA 


NM_002817 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 

/nni JTT\1 0\ T>\T A 

(PSMD13), mRNA 


NM 000447 


xiomo sapiens preseniiin z ^/viznenner aisease h ) ^roiiJNZ ) t transcript variant 1 , 
mRNA 


NM_000021 


Homo sapiens preseniiin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
467, mRNA 


NM 002768 


Homo sapiens procollagen (type HI) N-endopeptidase (PCOLN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NM_002656 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
1, mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
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member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 

variant IK nYRNA 


NM 002584 


TTrktnrt canipnc nairpH Hmr cxptip 7 ^PAYT^ trancprint variant 1 ml? AT A 

XXUU1U DdpiCUa poilGU UUA gdlw / rtAf y, IXdllol/lipi Y Oil dill 1, liXXvl NxA. 


NM 000280 


Hnmn canipnc nairpn nny opnp faninHia Lfpratitici iP AVm mT?NfA 

XXU111VJ oapi&llO fJOUtU UUA gCUw U ^qJlH lUlO] JwlallLLo/ ^X/Tl/\AJ^, IIUVLixA. 


NM 002555 


Hftmn QariietiQ cnlutp rattipt familv 99 /Vvrcranip ratimi tranonnrtpr^ mpmKpr 1„ 
xxuuiu oapiwiio ouiuiw vaiii&i xaiiuiy ^uigaxiiv vauuii uaiidpuiid J, lliCiiiUCl i 

like (SLC22A1L), mRNA 


NM 000907 


T-Tfvmn caryt'priQ natrinrptie t%pttHHp rpopntrtir R/oiianvlatp rvrlacp R fatinAnatriiirptir* 

peptide receptor B) (NPR2), mRNA 


NM 002515 

1 llVX \J\J£,J 1 J 


Nnmrt canipnc n pi irr»-nnr»n1 ft turn 1 vpntral anti&pn 1 X~WO\/ A 1 \ traneprint variant 
xxviiiu oapit/llo XlvUi U"UIlvUlVglwCU VCilUal dllllgCil i ^XNW V A 1 J y UTaxloviiUl Vdl XdXXl 

l,mRNA 


NM 001904 


T-Tnmn canipnc nnp1i»ar taptnr ^^rvthr/vif1_n^<*rivpr1 9^_1ilrp 1 f"WT7T79T 1^ tv»T?"\.T A 

xxuixiu bopiraio uui/icdr iduiur v.ciy iwuiu-ucri vcu. zj-iiive i ^ixrxwZi^i itii\in/\. 


NM 003970 


Homo sapiens myomesin (M-protein) 2 (165kD) (MYOM2), mRNA 


>jm nnoRoo 


xiomo Sapiens isj.i ugana ^jsjijlajj, ixikjna 


NM_002394 


Homo sapiens solute carrier family 3 (activators of dibasic and neutral amino 

apirl Iran cmrvrr^ mpmVipr 9 f f^l A9*\ mPXTA 


NM 001 K7Q 


1— J nm /"\ OOmOtlC mQHH&n-mnn1Tirr loptin farina nfAtaaoo 1 if* A If***} n rr\ 

xiuiiiu bapienb indiinan-DiiiQing lectin serine protease i ^L/f/^-z acnvaring 
component of Ra-reactive factor) (MASP1), mRNA 


NM 0091S1 


xiomo sapiens uirnor~associaiea caicium signal iransGUcer z (lALoiuzj, 
mRNA 


NM_002341 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 

Vollolll 1, IIJIvLNrY 


NM 002204 


xiuiiiu bdpicnb lybobomdi-associaieu memDrane proxein z ^jlaiYLtZJ, transcript 
variant LAMP2A, mRNA 


NM 002264 


xxUlilU odpiCllo KaiyupilCXlIl aipila 1 ^lllipuriin dipila J ) \JhJLi\f\l )y miVLNA 


NM_002261 


Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KLRC3), 

tranc print variant \TkTrx9 T7 mPXTA 
U dlloLX lpt VdX XdXXL iNi\.\JZ _ Xj, IIUVlNrV 


NM 002230 


Homo sapiens junction plakoglobin (JUP), transcript variant 1, mRNA 


rviVL__y \J 1 J U 0 


xiomo sapiens mosiioi poiypnospnaie-4-pnospnaiase, type i, iu/kL/ ^xJN"lr4Aj, 

tranccrint variant V\ ml? "NJ A 

UaiXOvlllJL Vol XdXXl U, IXXXVX>i/\ 


NM 002164 


Homo sapiens indoleamine-pyrrole 2,3 dioxygenase (INDO), mRNA 


nm nniR9? 

Xi lVx__y vO O *C Z 


xiomo sapiens nuciear recepxor suoiamiiy j, group a, memoer z ^JNxOAZj, 
mRNA 


IN 1V1_U v U O j 0 


nomo sapiens giutamate receptor, lonotropic, iN-metnyl JU-aspartate ZD 

ffiPTN9rA mPNA 


NM_000828 


Homo sapiens giutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 

variant m c\t\ rnT? *\J A 
VdXidiiL xiup, 11Ll\J.N/\ 


NM 002056 


Homo sapiens glutomme-fructose-6-phosphatetransai^ 1 (GFPT1), mRNA 


nm nonini 


nuixxu bdpieiib vjir cycionyaroiase i ^aopa-responsive uystoniaj ^Uv-ziii ) f 
mRNA 

lllXVLl.fi. 


NM 0001 SO 


xxuixiu adpicxxb giuiaijri-v^oeiizynie /v uenyarogenase ^ov^jl/xi^, nuciear gene 
encoding mitochondrial protein, transcript variant 1, mRNA 


NM 003 


rxomo bdpxcns growin arresi-specmc / ^orAo / j, uanscnpi variant a, nijfcuNA 


NM_000817 


Homo sapiens giutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD67 mRNA 


NM_000813 


Homo sapiens gamma-aniinobutyric acid (GAB A) A receptor, beta 2 
(GABRB2), transcript variant 2, mRNA 


NM 000146 


Homo sapiens ferritin, light polypeptide (FTL), mRNA 


NM 001996 


Homo sapiens fibulin 1 (FBLN1), transcript variant C, mRNA 


NM_001995 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACL1), nuclear 
gene encoding rnitochondrial protein, mRNA 


NM_001973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant a, mRNA 
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NM 003991 


Homft ^atvien*; endnthelin recentnr tvnp R fFTYNTRT^ tranvrint variant 9 mftNTA 


NM 001925 

XilYX \J\J 17^J 


TTnmfi caTvipriQ HpfpnQiTi almSa A. prvrtirrictft tin fTYPT? AAi mPWA 
LiXiiusj oapiviio ucxwiioixi, aiyiia. *t, uuiui/VJoUilxll ^X>x_<r.rV-r y 3 lluVlN-Tx 


NM 001359 


Wnmn caTYiPnc 9 A-Hipnfvi/I On A rpf^notacp 1 mitr»r*Vir\nrJri al fTYPf"*R 1 i nn/tloar 
ixuinu aapiviid x, J *T~uiciiUj'i v^u^l iguui/UIoC i, IIULUwlUxlUOal I i_/J_/V-/X\. 1 j 9 HUClCaT 

optip pnonHincT mitnrhnTiH'rial Trmtpin mPNA 

gwiiw &llwUUXlAg IxXllUvULUXlUXiai JJ1ULCX11, IIXXVJAjL 


NM- 001337 


Homo sapiens chemokine (C-X3-C) receptor 1 (CX3CR1), mRNA 


NM 001835 


rlUlIiU bapiCxxb OlaLllilll, llCaVy pUiypcpilUC-llKC 1 yL/J-»lL/ljl UailavTipi Valialll 1, 

mRNA 


NM 00183d. 


nomo sapiens uiauiriii, iigni poiypepuae ^ixdj ^.lijd^, transcript variant 

nfvn Twain mPMA 

ilV/llL/iaiXX, iiiXVi 


NM 003992 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA 


NM 003QQ3 


xxuiiiu b dpi ciio v-fL^^-iiitc Kinase z ^v-/jLrxv<c ^, ixaiiscnpi Van. ail i pnciKZ, iiikina 


NM 001286 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6a, mRNA 


MM 001985 


nomo sapiens cnioriae cnannei, caicium acuvaiea, ianuiy memoer l ^UJLL>A1J, 

nVRNA 


NM 001825 

l^i 1YX V/V/ 1 OZ/J 


Uattia canipnc rrppfinp ViViqcp mitr\r» nrmrlri ?»1 9 c^r^rttiipriV^ f PlfA/l'I'O^ nnploor 
XXUIIIU bapiCIlb UlCaLUIC ttJIlabC, ImlULIlUIlUXlal Z ^adXLOiriClH/ ^ ^V^iVlVl 1 Z I, nUClCaT 

gene encoding mitochondrial protein, mRNA 


NM 003465 


xiumu bapicila umuixaoC i ^l/iULUiriuSlUaSC^ ^^xlll l) } IIIInJNA. 


NM_001783 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 

trsin cprifvf" vjiriflTit 1 mP A 

IXOllOwlipi. VOilallL 1, 11jJVI>/\ 


NM_001199 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 

1 mRNA 


NM 001669 


Homo sapiens arylsulfatase D (ARSD), transcript variant 1, mRNA 


NM 001170 


Homo sapiens aquaporin 7 (AQP7), mRNA 


vr\/f nni i £n 
JM1V1__UU1 lOU 


Homo sapiens apoptotic protease activating factor (APAF1), transcript variant 2, 

mPXJA 


NM_001149 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 

9 rrVRXI A 


NM_001625 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protem, iranscnpL variant aivza, mKJN a 


NM_001135 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 
transcript variant l, mKJN a 


"MM 001 1 93 
INIYI UUl 1ZJ 


nomo sapiens aaenosme Kinase (AL/Jsj, transcript variant AJDK-snort, mKiN A 


NM 003819 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23), 
mRNA 


NM 001 0Q5 


nomo sapiens amiionae-sensiuve cation cnannei z, neuronal ^av^v^inzj, 

trflncpTint varinnt 9 mT3M A 
uoiiDWiipi vaiiaiiL z,, iiixsii/a. 


NM 016184 


xxuiiiu sapiens v^*iypc ^aiLiuin ucpcnueni, caTDonyuraie-recogmiion aomainj 

lectin faroerfamilv memher 6 (0\ FP^F6i mRNA 
i^wiiii, oup^ixaiixiijr m^iiiuci u ^v->x_/i_/v>ox u j y uis\±vx\ 


NM 003186 


TTomn ^anipn<» tmnQorplin ^XAfrT XTi mRTCTA 


NM_004084 


Homo sapiens defensin, alpha 1, myeloid-related sequence (DEFA1), mRNA 


NM 022908 


nomo sapiens nypomencai protem rLJ iz*t^z ^jtjlj iz £ w , Zj, miviNA 


NM_022906 


Homo sapiens hypothetical protein FIJI 3 195 similar to stromal antigen 3 
(FLJ13195),mRNA 


NM 022903 


Homo sapiens hypothetical protein FLJ12800 (FIJI 2800), mRNA 


NM 022902 


Homo sapiens hypothetical protein FU12496 (FLJ12496), mRNA 


NM 022900 


Homo sapiens hypothetical protein FLJ21213 (FLJ21213), mRNA ! 


NM 022895 


Homo sapiens hypothetical protein FU12448 (FLJ12448), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NM_020979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 
domains (APS), mRNA 
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NMJH8557 


Homo sapiens low density lipoprotein-related protein IB (deleted in tumors) 
(LRP1B), mRNA 


NM 014921 


Homo sapiens lectomedin-2 (KIAA0821), mRNA 


NM 014112 


Homo sapiens trichorhinophalangeal syndrome I gene (TRPS1), mRNA 


NM_000539 


Homo sapiens rhodopsin (opsin 2, rod pigment) (retinitis pigmentosa 4, 
autosomal dominant) (RHO), mRNA 


NM 012452 


Homo sapiens transmembrane activator and CAML interactor (TACI), mRNA 


NM 003564 


Homo sapiens transgelin 2 (TAGLN2), mRNA 


NM 003632 


Homo sapiens contactin associated protein 1 (CNTNAP1), mRNA 


NM 006506 


Homo sapiens RAS p2i protein activator 2 (RASA2), mRNA 


NM 014427 


Homo saoiens conine VII ( CPNETi mRNA 


NM 006032 


Homo saoiens conine VI ^neuronal i ( CTPNRfft mRNA 


NM 005338 


Homo saoiens huntinetin ititeracttnff nrotein 1 fTTTP 1 ^ ml?NA 

X X\J XXX\S jupivilu XI LU1 VXXXl^VXXX UllwlUV LUlg plUlvlU X yX III X Jy 1 li^l VU. 1 XX 


NM 021973 


Homo saoiens heart and neural crest derivatives exnressed 2 H-T ANT)9^ rnRNA 

XX.\JXXX\J JUpiVUJ UvlUL UilU UVUlttl V/lVUl UvllTUUTVU VA^lvOOvU A» \X XXxX^ X*/ Xj J j i. 1 IX VI. 1 A 


NM 005339 


Homo saoiens huntinstin interacting orotein 2 fHTP2^ mRNA 


NM 021920 


Homo saoiens secretin fSCm mRNA 


NM 016491 


Homo saoiens mitochondrial ribosomal orotein L37 (MRPL371 mRNA 


NMJH4211 


Homo saoiens camma-aniinobutvric acid (GABA^ Arecentor ni fGABRP^ 
mRNA 


NM 004658 


Homo sapiens RAS orotein activator like 1 CGAP1 like^ fRASALl^ mRNA 


NM 004807 


Homo sapiens heparan sulfate 6-O-sulfotransferase (HS6ST), mRNA 


NM 002622 


Homo sapiens prefoldin 1 (PFDN1), mRNA 


NM 005186 


Homo sapiens calpain 1, (mu/I) large subunit (CAPN1), mRNA 


NM 001748 


Homo sapiens calpain 2, (m/II) large subunit (CAPN2), mRNA 


NM 014299 


Homo sapiens bromo domain-containing 4 (BRD4), mRNA ! 


NM 007208 


Homo sapiens mitochondrial ribosomal protein L3 (MRPL3), mRNA 


NM 022838 


Homo saniens hvoothetical orotein FIJI 2969 fFLI12969i mRNA 

x.x.\sxxx\* uuytviM ujpuuivviWHi i XXX a X-/%f i^/uy l, t,t X x* J \J J j j 1 1 Lx\X. \ A 


NM 022837 


Homo sapiens hypothetical protein FLJ22833 (FLJ22833), mRNA 


NM 022830 


Homo saoiens hvoothetical orotein FT T22347 fFI T??^47^ m'RXJA 

xx\JXX l\J oopivrllo lljr pu Ulwllwai pi W Lwlll J. x-*t / yx x^J £*x*J^ 1 1 1 1 r\. I v r\ 


NM 022819 


Wfimo ^aniPTiQ nVinQrVhnKnjiQP A 9 ornim TTP fPT A 0C¥)\K\ mPTsJ A 
xa.uij.ivj oapiwiio puuopiiuiipaots r%My givjup i.i r ^jt 1v/axv_fz>J7 j ? iiixvi>i/\ 


NM 020245 


TTfimo Cfli^iPtic tiiV^Kv ciir*p^*_f > !a'mi1\/ -nrrtt^iri /' 1 "I TQi^ -ml? XT A 
XXUiilU oapiCXIo lUUUy oUpCI -xalllliy prULCIu ^JL \J{j±) 9 xxuSSHrX 


NM 020061 


xxuiiiu 0a.pi.c1io upoin i ^uuiic pignicnio j 9 iong-wavc"5cn5iu.vc ^uoior onnuness, 
nrotanKOPNlLWi mRNA 


NM 000513 


xiuiliu aapicilo upolll x \l/UIIv pigiilCIlla ) > LllCUlUiXl~WaVC"oCnS»ill VC ^LUIOI DiinunvSo, 

deutan) (OPN1MW), mRNA 


NM 001708 


Homo vSaniPTi*; On^in 1 fannp nitnnpnt^^ ^Vinrt-wnvp-QpriQi'h'vp ((*c\]rxr hlinHnpcc 

x,a.\jxxx\j oajjiVylia UjJOill x pi^lll&lllo^} dllUl I'WoVC'oCllilUVC ^V/UlV/i UlillLLilCj J ? 

tritan) COPN1SW) mRNA 


NM 016363 


Homo sapiens glycoprotein VI (platelet) (GP6), mRNA 


NM 022139 

1 ~ XrX V *» ** X «J J 


Homo sanipTi*; GDNF familv rpppr»tnr alnhn A (CrVH A^ ml? XT A 


NM 002485 


Homo sanipn<; Miimpffpn hrpflVaffp QvnHrnmp 1 ^n^hrt•n^ fMR^^ ml? XT A 


NM 006052 


Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA 


NM 005867 


Homo sapiens Down syndrome critical region gene 4 (DSCR4), mRNA 


lilVl UuJUO / 


xiuiiiu bdpicns uagiie a. menial reiaraanon, auiosomai nomoiog i ^rAJtci ), 
mRNA 


NM 004403 


Homo sapiens deafness, autosomal dominant 5 (DFNA5), mRNA 


NM_000433 


Homo sapiens neutrophil cytosolic factor 2 (65kD, chronic granulomatous 
disease, autosomal 2) (NCF2), mRNA 


NM 000111 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NM_000044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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HpapnpratinrA mPNA 


nm 003776 


TTnrrm canipnc miflpflr Invalidation cionnl r1f»1pfpH in VPlAfiaTflio'fbf'iftl c\m A rr\m p 
XxUIHO oapiCIla UUVlCal iU^allZ,allUll SI glial UCIC-LGU Hi. vvlv^aiuiuiavial oyilUIOlIiC 

fNLVCFi mRNA 


X^XYX WJ7*Tl 


Unmft QflniPTi^ Wiskott-Aldrich *rvn drome-like fWASL.^ mRNA 


NM 020680 

XlXVX UAiVUOV/ 


Homo ^arrien^ N-terminal Irinase-like fNTKL.1 mRNA 


1^1 XVI \J£i£* /07 


Homn ^aniens interleulcin 17E fIL17E^ mRNA 


NM 099787 


Unmn cqtyiptic "NTM"W aHpTivlvltrnncfpT^cp* nipntimimiHp motioni id poti Hp flHpnvlvl 
xiuixiu oapiciio xnxvix^i aucxiy lyiuaxioxtxaot, uiwuixiiaiiuuv xnuinjiiuwituuixo aueuyiyx 

transferase (NMNAT> mRNA 


NM 022786 

XNXVX \J£*£* /OU 


Homo ^anien^ liVelv ortholoff of veast ARV1 fARV1^ mRNA 


NM 022785 

X iXVX uLi. / OJ 


Homo saniens hvnothetical nrotein FLT23588 ^023588^ mRNA 


NM 022775 


Homo sapiens hypothetical protein FU22127 (FU22127), mRNA 


NM 099773 


Homo <!anipn<5 hvnntnpriral nrotpin FT T19681 fFT T1968H mRNA 
xxuxxiu sapid io xijr LyuLXiviiwai L/iuicixx x x_«i i^uoi ^i nljiluoi y } xxxx\xi-<v 


NM 022772 


Homo sapiens hypothetical protein FLJ21935 (FLJ21935), mRNA 


>JM 099761 


xxuiLiu bapiciio iiypuuivUvai pruicixi rxsJ&OHyy yrjuj^j^yyjj ixxxvLNrv 


NM 022756 


Homo sapiens hypothetical protein FLJ1 1730 (FIJI 1730), mRNA 


INxvl UZZ/j;/ 


riomo sapiens hj uoiquiun ugase oiviukxz ^oiYiuxvrzj, niJKJNA. 


"WTVyf f!9979^ 
xNlVlUZZ/Zj 


riomo sapiens ranconi anemia, compiemeniauon group r ^r/\XNL/r j, nixvLN/v 


iNJVl U 1 / 0*t0 


riomo sapiens uuna lsopenxenyipyropnospnaie uransierase ^Lr i j, mruNA 


NM_005443 


Homo sapiens 3-phosphoadenosine S^phosphosulfate synthase 1 (PAPSS1), 


JNM_UU40 i\) 


nomo sapiens j -pnospnoaaenosine j -pnospnosiuiate syntnase z \r/Vroozj, 
mRNA 


xNxVx_V \J X U 0*t 


xxuinu oapiciib prucoxiagcn**iysinc, z-OAOgiuidraLc j-aioxygenase j ^x ivUJLO ^, 
mRNA 


NM 092790 

X>tXYX 1 ZAJ 


xxuixiu oajjicxio xvivjcuxgc oynurunic critical rcgiun gene o ^uov^rvo^, iiuvln/\ 


NM 007331 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1 (WHSC1), mRNA 




nomo sapiens usner syndrom e za ^auiosomai recessive, miiaj ^UoriZAj, 

mRNA 


NM OOOS53 


nomo sapiens wemex synurome ^ vvrvLN ) f mrviN/v, 


xNivl__UU0 J j 1 


riomo sapiens rTooe nig/ j / polycystic Kianey disease, auiosoniai recessive, in^ 

CTCYT\1\ mRNA 


NM 018969 


riuiiiu oapiciio X-/UWH oyiiurumc wnutai rcgiun gene o yxJOKsSSSjjy iiixvl>/v 


NM 018848 


riuiiiu oapiciio ivx ur*w ixo i uk-xvo uii iiaii bynuiome ^xYirvEwo ), miMN/v 


NM 017494 

X>XYX \J 1 / tAt 


nuiiiu odpicns i/ai eye byiiurome tnroiuOoonie region, (✓d.nuiuaic i ^v^rvV^rvi ^, 
mRNA 


NM 01S889 

X ^XYX VlJ OOy 


Mnmo cnniPTiQ TP A indnrmlp ctptip_1 fTTfr-l^ mPXTA 
xxvixiu oapivxio x xr a xxiuui/iuie gciie~x ^xxvj~i j f iiixvi> t\. 


NM 016430 
x^ixyx \j x utjy 


xxuiuu oapiciio i/uwii syxiuxuinc LriLiLai region gene j \ljo\^j\j j y iiu\xn/\ 


NM 004414 


Homo sapiens Down syndrome critical region gene 1 (DSCR1), mRNA 




riomo sapiens uown syndrome cnncai region gene i-iiKe z ^uov^ivi j-rZ j, itiivlna 


JMxVx UlZ^fjO 


riomo sapiens sperm associaxea anugen o ^oJr avjo^, rnrviNA 


NM 012227 


Homo sapiens Pseudoautosomal GTP-binding protein-like (PGPL), mRNA 


"MM" (\r\l'\Tl 


riomo sapiens protease, senne, zj {bru vh) 3 mKINA 


NM 000501 


Homo sapiens elastin (supravalvular aortic stenosis, Williams-Beuren syndrome) 
rpT Nl mRNA 


NM 006025 


Homo sapiens protease, serine, 22 (PI 1), mRNA 


NM_005609 


Homo sapiens phosphorylase, glycogen; muscle (McArdle syndrome, glycogen 
storage disease type V) (PYGM), mRNA 


NM 004991 


Homo sapiens myelodysplasia syndrome 1 (MDS1), mRNA 


NM_004600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP), 
mRNA 



430 



WO 03/074654 



PCT/US03/05028 



nm aoossi 

lNlVJL UvuJJ 1 


Wnmn <ianipn«! vnn TTirvnpl-T.inHaii svn drome fVHL^ mRNA 


NM_000462 


Homo sapiens ubiquitin protein ligase E3 A (human papilloma virus E6- 
ftQQnfii atpH nrotpm AmyelmaTi svndrome^ rtJRE3A^ mRNA 


NM_001064 


Homo sapiens transketolase (Wernicke-Korsakoff syndrome) (TKT), mRNA 


INIVI UVVjjO 


tJrvrrirt cornVnc < "fV*»ar»Vip'r Prkllinc-TJ'rsinppcpliP'H'i cim Hiv>mp 1 /' I 'POl? 1 1 mT?"M A 

nomu bdpicnb iredcncr \^uiiina-rraiit/CbL/iiCLu oyiiuiumc i ^lwrij, luxvi^rv 


NM_000455 


Homo sapiens serine/threonine kinase 11 (Peutz-Jeghers syndrome) (STK11), 

ml? MA 


NM.002351 


Homo sapiens SH2 domain protein 1 A, Duncan's disease (lymphoproliferative 

nm^rnmp^ /'QtlOTil A> ml? MA 

synarome ) \otizuit\), ituvin/y 


NM_000336 


Homo sapiens sodium channel, nonvoltage-gated 1, beta (Liddle syndrome) 

/"OPMVM TJ'l *v»T?MA 
^oOiNrN irJJ, mKJNA 


NM_000335 


Homo sapiens sodium channel, voltage-gated, type V, alpha polypeptide;(long 
^eiectrocaraiograpmcj v^i synarome j) ^ot^JNjAj,.rru\iNA 


1N1VL_ UUU ^ I o 


riomo sapiens peroxisomal memorane proiem j {joklj, Zellweger synarome j 
(PXMP3), rnRNA 


JNJYMJUU j 1 1 


xiomo sapiens prion protein \pz /-juj ^reuizieia-jaKOD aisease, vjersnnann- 
oudUMcr-ounciiiKcr oynuxumc, ididi idiiiiiidi liibuiiiiira j \rj\i\r j, i±usssf\ 1 




noniu sdpienb pidKupniiin 1 ^cciouci iiiai uyopiaoid/ 5jun liagiiiiy bynuiuiiic/ 
(PKPl), mRNA 


>jm nnn?R^ 


TTrtTYirv CQmpnc nnAcnnAniPctprgcA AU aiyMP.wipaitia trsn l^pto I o rtn rr&Y\ i to 1 
XlurnO oapiCIlo pnOopnOUlCaLcraoC OD, UvjIYLT -opcvillU, lUU, DCla ^Lungciuuti 

stationary night blindness 3, autosomal dominant) (PDE6B), mRNA 


1N1V1 UU J / J 1 


riUIIlU od.pi.CIlb OJUglCIla ojrIIUXUJHC IlUwlCoI dULUdllLlgCXl I ^OOlNrVl^, IIUVIN/A. 


NM_000260 


Homo sapiens myosin VILA (Usher syndrome IB (autosomal recessive, severe)) 

fMV07A^ mRMA 


NM 00^770 


TTatyia cqtm' pti c TV\nm c\/n ttvtyi p pritioal rpcriAn ctptip 9 /T^Q^T? 7^ ml?^JA 
nuxxiu oajpiciia jl/vjwh oyiiuiwiiiv wixuvai icgiun gciic ^ ^i^/o^x\xy, iiuvLirv 


NM 000195 


Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA 


INJVl__UvU 1 


XT/\rvm comono mmAva-ntnitiP nnAtmnArinAtnrlffoticTarQca 1 ft on/>n WTmon 

nomu sapiens nypoxamnine pnospnon oosy lirans lerase 1 ^i^escn-iNynan 
syndrome) (HPRT1), mRNA 


JNJVl_UvU 1/1 


xiomo sapiens giycme receptor, aipna i isxarue aisease/ nypereKpiexia, snn man 

C'unr^r^^mP^ {CrX P A 1 "\ tnPMA 


IN 1V1_U U J H > *r 


tlrtTYlrt OQT11 P»T1 0 /IVCTPTIitI llTYlrt 01T*/llP TT111 CPU l!>T* H VCtT"/^T^n"\7 9R 1 Em^/^OrtTTlO 1 

XTUiiiu odpicuo tiyoicnm, iimu gixuic inuouuidr uyouopny ^duiuouiruii 


NM 000081 


Homo sapiens Chediak-Higashi syndrome 1 (CHS1), mRNA 


mm nnnn^o 


xiomo sapiens a i rase, tt uranspornng, aipna poiypepuae ^ivienKcs 

c\m^lrp.mp^ ( A TP7 A ^ mP M A 


MM 001 filS 


TTr\mA oor^iptic 5>iTir\Viit^li\7cin ( ^fi'f^F-lV/Tcin'n cvnHrnTnp \i/itli V^rpQct potippt* 1 
XXUIllU odUlCIlo allipilipilj' olll ^OUli-lVXaliLl oyllUiUlIlC W1U1 UiCaol wallUCI lx>OISJL/ 

autoantigen) (AMPH), mRNA 


MM Wy&fA 

1N1V1 vZ-ZrOUJ 


Urimn canipnc fTAOP-1 rkm+pin ^PTAf^P-1^ mPXT A 


MM 097669 


T-Tr\TnO CQTIIPTIC TT4P1AflP pVlPpl/TlAITlt TPfTllliitAr /TV^OPP^ TTlPM^A 

numu bdpiciib iuciuu.W' ^iict-n.puuiL rcguiaiur ^iviv^jtjv^, xiu\j.n/\ 


MM 0996^8 


Unmn conipnc Viattipa Kav PR rHTiVPR^ mPTSJA 
numu odpiciio numcu uua v>o ^xiwyvv^o iiijvin^v 


MM 0OOS6Q 


numu odpiciib ru liagmcnL ui i^vJj iuw diiixiiiy uia, rcvcpiux lur ^v^xviu^ 

(FCGR3A), mRNA 


MM 000802 


Wnmn cut^iptic fAlatp tppp At at 1 rndnlrt fFOTPl^ trancpTiAt vnrinnt 0 mUNA 
X1.U1I1U bapiC/ilb XUlalC l&VCpiUi 1 ^auuil^ ^i. Wi-»XV1 ^, Uallovlipi vaiiaill IIUVIXA^ 


NM 006991 


Homo saniens zinc fineer nrotein 197 TZNF197^ mRNA 


NM_0 18946 


Homo sapiens N-acetylneuraminic acid phosphate synthase; sialic acid synthase 
(SAS), mRNA 


NM 003979 


Homo sapiens retinoic acid induced 3 (RAD), mRNA 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NM_012151 


Homo sapiens coagulation factor VlH-associated (intronic transcript) (F8A), 
mRNA 


NM 007170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 
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NM 006285 


Unmn sampns tpotiQ-onfrifir Irinnsp 1 fTFSK 1 ) mRNA 


NM_016424 


Homo sapiens cisplatin resistance-associated overexpressed protein (LUC7A), 
mRNA 


NM 012152 


TTomo sanipns pnHofhplial Hiffprpntiatinn IvsonhosnhatiHie flpirl fr-nrAtpin- 
couoled recentor 7 fEDG7 1 rnRNA 


NM 007360 


Homo saniens DNA segment on chromosome 12 funiouei 2489 exnressed 
sequence (D12S2489E), mRNA 


NM 004924 


Homo sapiens actinin, alpha 4 (ACTN4), rnRNA 


NM 001102 


Homo sapiens actinin, alpha 1 (ACTN1), mRNA 


NM012128 


Homo sapiens chloride channel, calcium activated, family member 4 (CLCA4), 
mRNA 


NM 014551 


Homo sapiens hypothetical protein 384D8 6 (384D8-2), mRNA 


NM 018977 


Homo sanipns npurolifrin 3 fNT GN^ i rnRNA 


NM 001103 


Homo sapiens actinin, alpha 2 (ACTN2), rnRNA 


NM 022 S 69 


JTJ.U111U oapiwilo l>-UCaC<Ciy iaoC/lN-oUllUUaJloIClaoC *t yi> LJiJ 1 H^, IlH\JN/\ 


NM 005892 


Homo sapiens forrnin-like (FMNL), mRNA 


xnv/r ni/^70 

iNlVl U 10.3/1/ 


Urtrv\/\ r<Qm'onc D ADO litr-A nfnlatn /"D A "DOT ^ mt)\TA 

nomo sapiens tsj\r>y -iikg proxem (KAr>y<L/, mKJN a 


NM_012135 


Homo sapiens DNA segment on chromosome 6(unique) 2654 expressed 
sequence {uoozojhe), mixXNA 


NM_007161 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 
iNJv ceii inggermg recepior, pju \UOoh7e,), nuuNA 




nomo sapiens .uina segment on cnromosome iy ^unique j 1 1 / / expressed 

«?emipnrp <T)1 0^ 1 1 7TPl mRNA 


NM 006014 

l^XYX Uvw 1"T 


TTnmn QflrvipTiQ DNA cpmnpni nn p1rrrvn"mcrvmf» Y fnTiiniip\ 0R7Q pvnrpccp/1 
X1U111U oapiCilo JU/J/N/\ oCglllCIll Ull IdUUHlUoUIIlC -A. ^UUHJUCy yO / > CApiCoSCU. 

sentience fDXS9879F ) mRNA 


NM 004699 


Homo saniens DNA QPfrmpnt nn rhromo^omp If fiminiip^ 009 R pvnrpccpH 

XMAJllUJ OO^JLVllo JLAL^iT. OL>glJJ&lll Ull VlU L/lllUOWlllV -/V ^UXlUjliG 1 SJ&O CAUlvooCU 

seauence (DXS9928E} mRNA 


NM 003683 


Homo saoiens DNA secment on chromosome 21 Aininnp^ pxr»rpsspd 
sequence (D2 1 S2056E), mRNA 


NM 015484 


Homo sapiens GCIP-interacting protein p29 (P29), mRNA 


NM 013263 


Homo sapiens bromodomain-containing 7 (BRD7), mRNA 


NM 022157 


Homo sapiens Rag C protein (GTR2), mRNA 


NM 014604 


Homo sapiens Tax interaction protein 1 (TIP-1), mRNA 


NM 001915 


Homo saniens cvtochromeb-561 fCYB5611 mRNA 


NM_012188 


Homo sapiens forkhead box 11 (FOXI1), mRNA 


NM 016148 


jLauinu oapiciio duiiiaiubiaiiii rcucpLur-iniciaOiiiig proicin ^ooiixjX^, uixvLNA 


NM 022482 


Homo sapiens hypothetical protein FLJ21794 (FLJ21794), mRNA 




nomo bdpiens nypouieucai proxem ri^jziyoo ^rjuzii/ooj, mKJNA 


"MM 099ARQ 


xiomo sapiens nypoinencai protein rLJz/iDo ^rLJzzujoj, mKiNA 


NM 022485 


Homo sapiens hypothetical protein FLJ22405 (FLJ22405), mRNA 


INJYL_ UZZ404 


nomo sapiens enaopiasmic reticulum cnaperone oLLi, nomolog 01 yeast (SLLlj, 

mPNA 


NM 022456 


Homo sapiens hypothetical protein FLJ22548 similar to gene trap PAT 12 
(FLJ22548), mRNA 


NM_022450 


Homo sapiens hypothetical protein FLJ22357 similar to epidermal growth factor 
receptor-related protein (FTJ22357), mRNA 


NM 022443 


Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA 


NM_022136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
(SAMSN1), rnRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSD1), mRNA 


NM_020366 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein 1 
(RPGRIP1), mRNA 
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NM 016541 

X^XVX vLwTl 


Homn sanipns pnanine nucleotide hmdint? orotein 1 1 gamma rONfrl "W mRNA 

XX\JXXX\J OUj/1 vXXO ^UvUXXllw UUvlvvliUv V/111VH 1 l£g piviwlil I *J , fcl 1 1,1 1 III ^VJX^l VJ X 111 IV 1 XV 


NM 004204 


TTomn saniens nhnsrihatidvlirinsitfil olvcan class O rPTOO^ mRMA 


NM_0 14946 


Homo sapiens spastic paraplegia 4 (autosomal dominant; spastin) (SPG4), 
mRNA 


NM 022146 


Homo saDiens neuroDentide FF 1 • IvFamide-related Dentide recerjtor ( OT7T022^ 

xx.\jxxx\i uauiviu iivui vyuuv x x a j uaxiiw ivihivu pwuiiuv *. vwpiui i w x / x \j x*4* j ^ 

mRNA 


NM 004885 


Homo saDiens neuroneDtide G Drotein-couoled recentor* neurooeDtide FF 2 
(NPGPR), mRNA 


NM 002958 


Homo sapiens RYK receptor-like tyrosine kinase (RYK), mRNA 


NM 002931 


Homo saDiens rine fineer nrotein 1 fRINGn mRNA 


NMJ)21111 


Homo sapiens reversion-inducing-cysteine-rich protein with kazal motifs 
(RECK) mRNA 

IXuUv/XV J y IXXXxX ™X X 


NM 001655 


Homo sapiens archain 1 (ARCN1), mRNA 




TTnmn cn nip tic tvnp T tmn cmprnKranp Tvrntpin T^n 1 A ( KNll £\ mT?NA 

XXUXXXVf OdJJlt/llO ljr|Jt 1 LXailOlllUlllUlal.il/ piULblll x iut v x Xl X*Tjp IXlXVlN/\ 


NM_006686 


Homo sapiens actin-like 7B (ACTL7B), mRNA 


NM 006687 


xxUIIlU oapiCIio aCmi-llltC / r\ \t\\s 1 lv / J\), IIlxvXN.rY 


xNxVl_UU J o J 0 


iromo sapiens receptor ^caicuoninj acuviry moairymg proiem j x xvf\JYLr j ), 
mRNA 


NM_005854 


Homo sapiens receptor (calcitonin) activity modifying protein 2 (RAMP2), 
mRNA 


NM 005855 

X^tXVX. \J\J<J %JJJ 


Homo sarvipns rpcpntnr fpfllcitnni'n^ acrivitv mf>di■R^i■no■ nrntpin 1 fR AMT^^ 
xxviihj oapivxio xvi/vpixjx ^waiwiuiiiii/ axviiviijr iiiuuixymg piuiGXix x ^x\iTJ.vjjr l J t 

mRNA 


NM 000475 


Homo saDiens nuclear receotor subfamilv 0 erouo B member 1 (NR0B 1 ^ 
mRNA 


NM 005493 


Homo sapiens RAN binding protein 9 (RANBP9), mRNA 


NM 004634 


Homo sapiens bromodomain and PHD finger containing, 1 (BRPF1), mRNA 


NM 000140 


Homo saniens ferrnchelatase fDrotonoTTihvria^ fFFPlTi nuclear optip pnrnHinff 
mitochondrial protein, mRNA 


NM 000031 


Homo saniens aminolevulinate delta- dehvdratase ( AT ATV^ mRNA 

iiwiuu ouyivuo uiiiiiiuiw r uiiLiaiv^ uviiu , uvii^r ui auuv ^iiXmVX/^j xxxx\>x^i«v 


NM 000027 


Homo sapiens aspartylglucosamimdase (AGA), mRNA 


NM 000026 

lllTl WVVVUV 


TTnmn saniptis fldpTivlnsiirrinjitp lvnsp ( AD^T ^ mRNA 

lXUlllv OA|JXVliO AUwXXjr lUOLXwwXXXcll& IjrdOw ^jTvL/Oxvy, illXVl l/v 


NM_000025 


Homo sapiens adrenergic, beta-3-, receptor (ADRB3), mRNA 


NM 000090 


jxuiiiu bdpicnb auiivin /\ rcccpiur type h-iikc i ^/w^ vi\L>i ^, iruviN/v 


NM 000010 


xiuiiiu odpicnb aLciyi-^/Ucix^ymc /\ auciyiuaiibicrase x ^aceioaceiyi coenzyme j\ 

ULLUldoCJ ^AV/Al 1^, JJtUvXVOX gvilC ClltfUUilig IlxllUUIlUIlUxlal piUlCHl, IliiVL>)/\ 


NM 000018 


xiuiiiu 2>apicixo a.uyi~^/UciiZiyxiic r\ ucxiyuxugciiabc, very long t/Xiain ^/\^/vL> vi^j, 
Tiiiplpjir CTpnp PTirndmc mitfifTinnHTinl nrntpin mPNA 

llUv/l^al gWXiW WXXwVJVXXXljg XXXXlUwllUllUXlclX |JiVJLdll, 1 1 ii Vi N iV 


NM 000017 


Wnmn ^a'nipnQ apvl-f^ftPTiTvmp A HplivHrnopriJicp trt r* 1 -^ cVirift rliain 

XXUlliLI oapi^XXO al/Vl V_/U&Xlxjjrlllv UvlXyUXLfgCXlcldw, \*> L* WJ y** J OXIUIL vlJAXXi 

rA(^AF)S^ nuclear ffene encoding mitocboTidTial Drotpin mRNA 


NM 000016 


Hnmo sflDipns acv1-doen7Arme A Hphvdrn'c*pnASP 0-4 trt 0-19 straight oViflin 
(ACADM), nuclear gene encoding mitochondrial protein, mRNA 


NM 000476 


TTmno sflnipns adenvlate lrinasp 1 ^ATC1^ m"RNA 


NM 001830 


Homo sapiens chloride channel 4 (CL0^4), mRNA 


NM_022365 


Homo sapiens hypothetical protein similar to mouse Dnajll (DNAJL1), mRNA 


NM 022350 


Homo sapiens aminopepudase (LOC64167), mRNA 


NM 022335 


Homo sapiens hypothetical protein PR02849 (PR02849), mRNA 


NM 005259 


Homo sapiens growth differentiation factor 8 (GDF8), mRNA 


NM 001789 


Homo sapiens cell division cycle 25 A (CDC25A), mRNA 


NM_022006 


Homo sapiens FXYD domam^ontaining ion transport regulator 7 (FXYD7), 
mRNA 


NM_022003 


Homo sapiens FXYD domain^ontaining ion transport regulator 6 (FXYD6), 
mRNA 
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1 lVJlllU DO.pi.CLlo J LUll/LUpillUJl J \J I Jy LLlXy^L^ li 


>JA/f 009 RS 5 


Rnmn cQnipnc r*/\1ifYirinic rw^pntrvr-Tfl afpH 1 fhpmpcviniQ Pntrv m*»Hintr\r f^* 
FlvJlliU oaUlCXId UUHUVlIUo i vvcpuui ~i v/iaiC/U J. yiit/ip&avuuo t-iiu j nicuiaiui \_/, 

nectin) (PVRL1), mRNA 


km 019340 


Ufimn canif»nc nnrlpar factor of activated T*-rif*ll ^ cvtorilaQmic ralcinpnrin- 
rienendent 9 fWFATC^ mRNA 


NM 006599 


Homo ^anipn<5 nuclear factor of activated T-cells 5 toriieitv-resorisive fNFATS^ 

mRNA 


NM 006162 


Homo saoiens nuclear factor of activated T-cells cvtonlasmic calcmeurin- 
dependent 1 (NFATC1), mRNA 


NM 022061 


Homo sapiens ribosomal protein LI 7 isolog (LOC63875), mRNA 


NM 022095 


Homo saniens hvDothetical C2H2 zinc fineer Drotein FLJ22504 (FU22504V 
mRNA 


NM 022091 


Homo sapiens dJ467Nl 1 . 1 protein (DJ467N1 1.1), mRNA 


NM 022084 


Homo sapiens hypothetical protein dJ102H19.4 (DJ102H19.4), mRNA 


NM 022077 


Homo sapiens hypothetical protein dJl 141E15.2 (DJ1 141E15.2), mRNA 


NM 022098 


Homo sapiens hypothetical protein LOC63929 (LOC63929), mRNA 


NM 022081 


Homo sapiens hypothetical protein bK1048E9.5 (BK1048E9.5), mRNA 


NM 021081 


Homo sapiens growth hormone releasing hormone (GHRH), mRNA 


NM 022168 


Homo sapiens melanoma differentiation associated protein-5 (MDA5), mRNA 


NM 022165 


Homo sapiens Lin- 7b protein (LIN-7B), mRNA 


NM 022161 


Homo sapiens livin inhibitor-of-apotosis (LIVIN), mRNA 


NM 022159 


Homo sapiens ETL protein (ETL), mRNA 


NM 022156 


Homo sapiens PP3 111 protein (PP3 111), mRNA 


NM 022151 


Homo sapiens MAP-1 protein (MAP-1), mRNA 


NM 022150 


Homo sapiens RFamide-related peptide precursor (RFRP), mRNA 


NM 022149 


Homo sapiens MAGEF1 protein (MAGEF1), mRNA 


NM 022144 


Homo sapiens myodulin protein (LOC64102), mRNA 


NM 022141 


Homo sapiens garnma-parvin (PARVG), mRNA 


NM 022134 


Homo sapiens glycoprotein beta-Gal 3-sulfotransferase (GP3ST), mRNA 


NM 022131 


Homo sapiens calsyntenin-2 (CS2), mRNA 


NM 022129 


Homo sapiens MAWD binding protein (MAWBP), mRNA 


NM 022123 


Homo sapiens basic-helix-loop-helix-PAS protein (NPAS3), mRNA 


NM 022121 


Homo sapiens p53-induced protein PIGPC1 (PIGPC1), mRNA 


NM 022120 


Homo saniens hvDothetical nrotein FKSG25 (TLJOOOSO} mRNA 


NM 022114 


Homo saniens PR domain containing 16 fPRDMlo") mRNA 


NM 022112 


Homo sani ens n53 -regulated anontosis-indiicinjy nrotein 1 fPS^ATPl^ rrvRNA 


NM 022111 

X \J X X X 


Homo sani ens homoloe of Xenonus Clasoin ( CLASPING mRNA 


NM 022101 


Homo saniens hvnothetical nrotein FU22965 flFLJ22965^ mRNA 


NM_022087 


Homo sapiens hypothetical protein FLJ21634 (FU21634), mRNA 


NM 022083 


Homo ^aniens nihan nrotein fisl 1 R ATnA mT?^A 


NM_022078 


Homo sapiens hypothetical protein FU12455 (FLJ12455), mRNA 


NM 099076 


Homo ^aniens Hvnnfhetirftl nrntein J\A AHP 1HQ014 (1 CiC l f\'\Q(\A\ mPMA 


MM 099079 


UAmn Qflni^nQ VivnntVi^tiVal nmtpin FT T99^00 H7T T99^^I^0^ mPMA 
XiUillvJ oapiCUo IiypUUlCUval piUlCin JTJUJZZUU~ ^X7JL»J^z»OU^, IIlXviN/V 


NM 022067 


Homo sapiens hypothetical protein FIJI 2707 (FU12707), mRNA 


NM 022049 


Homo sapiens G-protein coupled receptor 88 (GPR88), mRNA 


NM 022044 


Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA 


NM_022042 


Homo sapiens solute carrier family 26 (sulfate transporter), member 1 
(SLC26A1), mRNA 


NM_022039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DNA-directed), delta 4 (POLD4), mRNA 


NM 016371 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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NM 000023 


Homo samens sarcofflvcan aloha ( 50kD dvstxonhin-associated elvcooroteiri^ 
(SGCA), mRNA 


NM 005099 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 4 (ADAMTS4), mRNA 


NM 016590 


Homo sapiens prostate androgen-regulated transcript 1 (PARTI), mRNA 


NM 014223 


Homo sapiens nuclear transcription factor Y, gamma (NFYC), mRNA 


NM 006166 


Homo sapiens nuclear transcription factor Y, beta (NFYB), mRNA 


NM 002268 


Homo sapiens karyopherin alpha 4 (importin alpha 3) (KPNA4), mRNA 


NM 005229 


Homo sapiens ELK1, member of ETS oncogene family (ELK1), mRNA 


NM 021796 


Homo sapiens placenta-specific 1 (PLAC1), mRNA 


NM_015596 


Homo sapiens kallikrein 13 (KLK13), mRNA 


NM 003553 


Homo sapiens olfactory receptor, family 1, subfamily E, member 1 (OR1E1), 
mRNA 


NM 021926 


Homo sapiens aristaless-like homeobox 4 (ALX4), mRNA 


NM 021957 


Homo sapiens glycogen synthase 2 (liver) (GYS2), mRNA 


NM 020980 


Homo sapiens aquaporin 9 (AQP9), mRNA 


NM 001614 


TTomo saniens actin pamma 1 fAC^Tfil^ mRNA 

XXxJlliVJ OQ^JI wllo uwLXll, gcU.lU.llCl 1 ^AV> I VJ I n lllXVX 'Ill 


NM 018690 


Homo sanipns anolinonrotpin R48 rpppntor ( AP(YR481^ mRNA 


NM 00S730 


TTomo saniens RT K3 FTS-domain nrotein f5\RF aecpssorv nrotein T\ fFT K3^ 
mRNA 


NM 003R16 


TTnmn cnm'pnc a Hicintptrrin nnH mptnllmTrntpinp cp Hnmnin 0 ( mplfrin oflmma^ 
xxuiiiu oapiciia a uioxiiLCgixii axiu iiicuniupiULCHiaot; uuiiiain ? ^iiiciuui gaij.xi.xxay 

CADAM91 mRNA 


NM 000847 


TTomo sanipns phitatriionp S-transfprase A3 (CrSTA3^ mRNA 

XXU111VJ ouLJXL/llO glLlUlLlXlUllt O IX Oil OX VI OO^ ilJ ^\JU1/1J^j 1 1 U N-L l IX 


NM_021814 


Homo sapiens homolog of yeast long chain polyunsaturated fatty acid elongation 
en7vme 2 fTTEL01 , i mRNA 


NM 021628 


Homo saniens arachidonate linoxvffenase 3 fAL,OXE3^ mRNA 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


NM 014685 


TTomo saniens hnmoevstpinp-indueiiSle endnnlasmie reticulum stress-in dueihle 

XX\Jlll\J OaLyiWXia llVJillVJL/Jr oLl^llHi XllUUwlUlW, VllvlULy.lCloIH.lw XVklVUllXlll jUVjo IXlUlXvllslw, 

ubiquitin-like domain member 1 (HERPUD1), mRNA 


NM 005705 

XiXYX w*/ / V*/ 


Homo saTviens nan-hematonoietic expression fPTTRM'X'i mRNA 


NM 004906 


Homo saTviens Wilms' tumour 1 -associating nrotein fiCIAAQ105^ mRNA 


NM 003101 

1N1YA \f\JJ X V X 


FTomo sarjiens sterol O-acvl transferase racvl-(^opn7vme A cholesterol 
acvltransferase^ 1 CSOATH mRNA 


NM 021965 


Homo saoieus ohosohofflucomutase 5 fPCrM5^ mRNA 


NM 003555 


Homo sariiens olfactorv recerjtor familv 1 subfamilv G member 1 TORIGI^ 
mRNA 


NM 003552 


Homo sapiens olfactory receptor, family 1, subfamily D, member 4 (OR1D4), 
mRNA 


NM 001345 


Homo sapiens diacylglycerol kinase, alpha (80kD) (DGKA), mRNA 


NM 021620 


Homo sapiens PR domain containing 13 (PRDM13), mRNA 


NM 020999 


Homo sapiens neurogenin 3 (NEUROG3), mRNA 


NM 020227 


Homo sapiens PR domain containing 9 (PRDM9), mRNA 


NM 090996 


HYvmn oanipns PI? domain rontaininir R fPRryMfti mRNA 

XXUIXiv CKipXVliO X XV UVJXXXaXLX L/VJllUXlllXllg O \X XVL/1VXO Jy LLLL\-L 'A 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDM1 1), mRNA ! 


NM 020228 


Homo sapiens PR domain containing 10 (PRDM10), mRNA 


NM 016412 


Homo sapiens insulin-like growth factor 2, antisense (IGF2AS), mRNA 


NM 006161 


Homo sapiens neurogenin 1 (NEUROG1), rnRNA 


NM 005734 


Homo sapiens homeodomain-interacting protein kinase 3 (BQPK3), mRNA 


NM_001818 


Homo sapiens aldo-keto reductase family 1, member C4 (chlordecone reductase; 
3-alpha hydroxysteroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 5 
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/PPAPAMM tyiPMA 
^L^JD/\v-//ViVlJ ), ITIKInA 


NM 002841 


Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), mRNA 


JNM_UUz/ 10 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 
65), beta isoform (PPP2R1B), mRNA 


INJYL UU1 /oO 


Homo sapiens cytidine deaminase (CDA), mRNA 


NM_003554 


Homo sapiens olfactory receptor, family 1, subfamily E, member 2 (OR1E2), 

—DMA 

mKINA 


NM_021961 


Homo sapiens TEA domain family member 1 (S V40 transcriptional enhancer 
iactorj { i ijau i ), mKINA 


NM 002847 


Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 

\r IrKJNZy, mKINA 


JNjVL_UUa//o 


Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodystrophy) (PSAP), mRNA 




Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
annpiasrmn, pigment epiuieiium aenvea iactorj, memoer L (pbKi^LNr/j, mKINA 


NM 000932 


Homo sapiens phospholipase C, beta 3 (phosphatidylinositol-specific) (PLCB3), 

TYlPMA 

mKJNA 


mm nnn7no 


nomo sapiens orancnea cnain Jceto acid denydrogenase bl, alpha polypeptide 

^niapiC oyl Lip uraic UlbCdbC ) \jDy^JSJJnJ\) y mKJNA 


mm nni£66 
1N1V1 uuiooo 


nomo sapiens xuio Lxirase acuvating protein 4 (Ai\iivjAr4 mKJNA 


MM 1 8 1 5 


nomo sapiens soiute carrier iamny j (cnoiine transporter), memoer / (oLC3A/), 

mPMA 
ILLTvlirY 


NM 014885 


Homo sapiens anaphase-promoring complex 10 (APC10), mRNA 




nomo sapiens cnonaroitin sunate proteoglycan -biiriAD/Drevican ^.bwYJNj, 


NM 021946 


numu aapiciio iiypuuicu^di proicin r i-J 1 1 JOZ ^PJLJ 1 1 jOZ^, mJKINA 


NM_021942 


Homo sapiens hypothetical protein FU12716 (FLJ12716), mRNA 


NM 021940 


nomo sapiens nypoinencai protein rJLJ i j 1 j? ^plj i jiDVy, mKINA 


NM 021922 


nomo hdpiciib ranconi anemia, complementation group ii ^rAJNL/JbJ, mKJNA 


NM 002644 


nuiiiu oauiciia poiymcnw lnununogioDUiin receptor ^Jriurixj, rniviNA 


MM_002470 


Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 

fMYff^ mRMA 
\iyL I nj j, iiu\i\r\. 


MM 001700 
1N1VI UU 1 /\)\J 


Homo sapiens azurocidin 1 (cationic antimicrobial protein 37) (A2XJ1), mRNA 


MM 00^040 


nomo sapiens nunnngnn~associatea protein l (neuroan 1) (nArl), mKJNA 




nomo sapiens syntropmn, oeta i (aystropnin-associated protein Al, jykL), basic 
component 1) (SNTB1), mRNA 


MM" 01RQ51 


nomo sapiens nomeo oox lo (xiualj), mKJNA 


MM 019190 


nomo sapiens uuz -associated protem (LDzAr mKJN A 


MM 007191 


Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2), 


MM O0fi7S1 


nomo sapiens suneit o ^oUi\joj, mKiN A 


MM 006900 


nomo sapiens proprotem convertase suoulisin/Kexin type 5 (rCbJv5), mRNA 


MM 006496 


nomo sapiens ainyaropynmiainase-UKe 4 (JjJrioL4J, mKJNA 


NM_005670 


Homo saoiens enileDsv nroeressive TnvnrlnnnQ tvnp 9 T jifnra HicpaQp nafnrin^ 
(EPM2A), mRNA 


NM 006877 


Homo sapiens guanosine monophosphate reductase (GMPR), mRNA 


NM 004619 


Homo sapiens TNF receptor-associated factor 5 (TRAF5), mRNA 


NM 002627 


Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 


NM 002433 


Homo sapiens myelin oligodendrocyte glycoprotein (MOG). mRNA 


NM 002207 I 


Homo sapiens integin, alpha 9 (TTGA9), mRNA 


NM 002113 | 


Homo sapiens H factor (complement)-like 1 (HFL1), mRNA 


NM 002074 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 
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(GNB1), mRNA 


1NIV1 uV/j/Jj 


flUniU SapiCrib Z -J UllgUaUCnyialC SynulClaSC~ilKC \\Jf\OLi) s IIUViNrV 


NMJM2551 


Homo sapiens olfactory receptor, family 3, subfamily A, member 2 (OR3A2), 


XNivx^uut- j oy 


XIUIIIU SaUICIlb 1IICII1UI dllC LUlaLLUl prULClIl ^^XVtU, uupilUUlaSl-iyilipilULy IC LrUSS- 

reactive antigen) (MCP), mRNA 


1M1V1__UUUo / U 


TI/MTirt com f*n c ^_n\//Ttwv\H"i*\n'^+aT*i'iTi<» ( cf*rc\\t\x\ in 1 t*PPPT\f/vr 4 iU r TT?4i tyiT? "NT A 

xiumu Sapiens j-nyuruAyirypuuiiiric ^bcru lumii/ icocpujr ** (xmvtj, iiix\jn/\ 


IN1V1 UUUOl J 


numu Sapiens ncmupexin ^xixvyj, nuviNA _^ 


1N1YX_vUUj / / 


xiorno sapiens vvisKOLi-/viaricn syndrome ^eczenia-tnromDOcytopeniaj ^ w Aoj, 
mRNA 


1N1YX__UU070 1 


XIUIIIU Sapiens nilClCaX rCvCpiUi SUDIainiiy *t, glUUp r\, mCmoer 0 ^lNJxrrrVJ J, 

mRNA 


INIYX UUUJOO 


xiuinu sapiens ioli gene ^nairimiinj ^xov^iy, nnviN/v 




xiomo sapiens mieneuKin 1 receptor accessory protein- luce z ^iLriKArLzj, 
mRNA 


MM 003986 


xiuiiiu sapiens lupuisumciase ^-L/ii-rY ) i ^i\-/ir i j 9 nuxiN/i. 


NM 001068 


Homo sapiens topoisomerase (DNA) II beta (180kD) (TOP2B), mRNA 


MM 090470 


xiomo sapiens putative rransmemDrane protein, nomoiog 01 yeast vjoigi 
membrane protein Yiflp (Yiplp-interacting factor) (54TM), rnRNA 


MM 00/\<ifi9 
IN lvl__UUO J 0Z 


xiomo sapiens rranscnption iactor similar to u. meianogaster nomeooomam 
protein lady bird late (LBX1), mRNA 


MM 017^K 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 


NM 002925 


Homo sapiens regulator of G-protein signalling 10 (RGS10), mRNA 


MM 019963 


xiomo sapiens tuDuiin tyrosine ngase-iiKe l iJLL>ij, mKJNA 


MM 001919 
IMlvl^U v 1Z 1Z 


Homo sapiens complement component 1, q subcomponent binding protein 
^iv^ox^j, nuciear gene encoding miiocnonanai protein, mJKJN/\ 


MM 000491 


xiuiiiu sapiens wjmpicnieni component i, q suocomponent, oeta poiypeptiue 


NMJ)04720 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 

rmmlprl rpr^ntnr 4 fFnf"^^ mPNA 
v/uupicwi iwwcpiui, *t ytJ/UKjHjy nu\i\/\ 


MM 006917 

1>I1VX__V/UU^1 / 


xiuiiiu sapiens sermc ^ur uysieine^ proteinase rnruuitor, ciaoe x ^neuroscrpmy, 
member 2 (SERPINI2), mRNA 


MM 018771 


"VXr\mr\ conipnc afs>Yin 0 -Jr\ir\ Airier r\rr«+Ai*Ti 1 / A 0T3t5 1 \ mT?XTA 

xiuuiu sapiens aiaAin z-uuiQing protein 1 \/\z>or i ) 9 mxviN a 


NM 004 543 

11 1V1_U V*t J *t J 


PTvrnn ennipne ■npKnli'n ^^^PT^^ ml?WA 
xxumu oapiviio iicuuiiu yiyEtDj) iiirvixrA. 


NM 016151 


xxujluu oapicxis pi us La lc ucnveu o ixz/zu-nitc Ajnase jc oxv \jcopl.j 9 ilusjsix 


MM 016528 


numu oapiviio iiyuiuAyaoiu uaiuosc j ^meuium~vnctin^ \rLc\.\JD) i rruviNA 


NM_000185 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade D (heparin 

rnfartnrl mpmhpr 1 **^F"RPTMnn mPNA 
\/\ji.u\'isji)y lueiiiuer i LviiJ l j, missy r\ 


MM 005410 


xiuiiiu sapiens selenoprotein r, piasma, i ^onrx^ 1 ) t nuviN x\ 


MM 005996 
!>UYX__vU.}ZZO 


xiuiiiu sapiens enuumeiiai aiiiercnuauon, spnmgoiipiu vj-protein-coupieu 
reocpLur, d j } ixixvin/\ 


MM 005179 
INivl VUJ 1 /Z 


xiomo sapiens atonal nomoiog i iL/rosopmiaj ^/\ivjxii j, mj\iNA 


MM 005 10Q 


xiomo sapiens oxiuanve-siress responsive i ^vjoxvi ) t ituvLNA. 


MM 001498 


Homo saniens fflutamate-cvsteine lipase catalvtic subunit fGPT C 1 } ml^NA 


NM_003922 


Homo sapiens hect (homologous to the E6-AP (UBE3 A) carboxyl terminus) 
domain and RCC1 (CHCl)-like domain (RLD) 1 (HERC1), mRNA 


NM 002061 


Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), mRNA 


NM 001088 


Homo sapiens arylalkylamine N-acetyltransferase (AANAT), mRNA 


NM 021828 


Homo sapiens heparanase-like protein (HP A2), mRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 (FLJ13149), mRNA 


NM 021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NM 021820 


Homo sapiens MDS024 protein (MDS024), mRNA 
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NM 021819 


Homo sapiens ERGL protein (ERGL), mRNA 


NM 021818 


Homo sapiens WW Domain-Containing Gene (WW45), mRNA 


NM_021812 


Homo sapiens blepharophimosis, epicanthus inversus and ptosis, candidate 1 
(BPESC1), mRNA 


NM 021809 


Homo sapiens TGF(beta)-induced transcription factor 2 (TGIF2), mRNA 


NM 021805 


Homo sapiens single Ig IL-lR-related molecule (SIGIRR), mRNA 


NM 021803 


Homo sapiens interleukin 21 (EL21), mRNA 


NM 021798 


Homo sapiens interleukin 21 receptor (IL21R), mRNA 


NM 020982 


Homo sapiens claudin 9 (CLDN9), mRNA 


NM 006657 


Homo sapiens formiminotransferase cyclodeaminase (FTCD), mRNA 


NM 021784 


Homo sapiens hepatocyte nuclear factor 3, beta (HNF3B), mRNA 


NM 014375 


Homo sapiens fetuin B (FETUB), mRNA 


NM 021032 


Homo sapiens fibroblast growth factor 12 (TGF12} mRNA 


NM 019595 


Homo sapiens intersectin 2 (TTSN2), mRNA 


NM 018991 


Homo saoiens DKFZn434A0 1 3 1 nrotein (DKFZP434A0 1 ^ 1 i mRNA 


NM 014574 


Homo sapiens nuclear autoantigen (GS2NA), mRNA 


NM 021002 


Homo sanipn.c intprfpron alnha / 1 KM A f\\ rnRMA 


NM 001676 


Wftrnn sanipnQ ATPa^P TT+/K'4- trn ncnnr+ina nnntrnctrip nlnha nn1vnpr»ti/1is 
xxvjuiu dapicu;> Air aoc, H'/X^t ucuiopuiilxlg, llUIlgabinL-, aipna puiypcpLlUC 

CATP12A) mRNA 


NM 019886 


Homo ^anienQ carholivn'T'atp rW-apptvlDliipncaminp fi-O^ cii1fnn-nncfi*r5»cf» *7 

xxv/xuvs oapiviio i/ax uviijr m <i\\* ^l> -aodjr iglUvUoallllllC \J-\Jj oLuIUU.allMCla.bC / 

CCHST7) mRNA 


NM 017581 


Homo saniens cholinergic recentor nicotinic alnha nnlvnpntiHp Q fPTTRNAQ i 
mRNA 


NM 001695 

i 11T1 \/v/ i v/ */ 


Homo saniens ATPase TT+ transnortinc* IvQOQnmal /varnnlar tvntnn nnmn^ 

ajiisiaii/ oapivno *». X X ootj < u uilopui Lillgj 1 Y ov/o\Jlliai 1 Yal/UUlcU piULvJll UU111U J 

42kD (ATP6C), mRNA 


NM 006303 


Homo sapiens JTV1 gene (JTV1), mRNA 


NM 014413 


Homo saniens heme-reoiilated initiation factor 9-alnVia Vinacp rTTPTi mPXfA 

iivuiv ooL/ivixo iiv/iiiV/ i vguiciiwu iillliailVJll IdvlUl Z< dipilcl IxXlldoC ^ii ) y lllXvLN/A. 


NM 012149 


Homo saniens douhlp hnmpnhnY S flTTOf Si mRNA 


NM 012146 


Homo saniens dniihlp hnmpnVioY 1 fDT Of 1 ^ rnUMA 

xxyjlLlKJ oaL/iwllO ViUUL/iW llV^lllCUUUAj 1 \ xJ \J J\. 1 Ij lliXVlNxV 


NM 021733 


Homo sanipns tp^tis-snpcifip Irinacp Qtihctratp ^T^HT^ ml? "MA 

xxwinu oajjiviio ivoiio op v villi* Axlloov ollUoUdlC ^ x OXVO^i IIlxvlNxV 


NM 004339 


Homo saniens nitllitaTV mmnr-transfoTTninO' 1 in t#*rnr tin a nrntpin fPTTf^l TP\ 
xl\jilx\j oapiviio piLuiLaijr uixijxui ULCUioiviiixixiig 1 JLUtvl av llllg piULClll ^x^ x 1 vj 1 Li j 7 

mRNA 


NM 004219 


Homo saoiens oituitarv liimor-tTansformina 1 ^PTTGl i mRNA 


NM_003860 


Homo sapiens Breakpoint cluster region protein, uterine leiomyoma, 1; barrier to 
autointegration factor (BCRP 1), mRNA < 


NM 007281 


Homo sapiens scrapie responsive protein 1 (SCRG1), mRNA 


NM 006618 


Homo saniens nutative DT*J A /chromatin KinHina mntif fPT TT-1 i ml? "MA 

x.x\JkLL\j oaj/i^uo puLallVb Isx^ixj will V/ll la till UlllUUl^ lilUllX ^1 IvU 1 ilJxxxNxV 


NM 005797 


Homo saniens enithelial V-like anti pen 1 fFVA^ mPNA 


NM 005508 


Homo sapiens chemokine (C-C motif) receptor 4 (CCR4), mRNA 


NM 005283 


TJrvmn QanipnQ rhpmnlrinp fC* mntif^ Yf rprpntnr 1 /TPYn? ^ ytVPXTA 
xx^JlllU bapicilo ^llCIllUAxllC [\^ lllUlll ) AO l CV/Cpiur I ^V^V^^W^xv 1 ) y mxvTNA 


NM 002547 


xxUlilU aapiClld UllgUpiliCIxlIl I \\JrriiS I ) t Tni\ISz\ 


NM 020056 


xTuxiiu oapiciio iiiajui iiiaLu^urripdiiDiiiiy complex, ciass u, uv^ aipna z ^xii^A- 
DOA2i mRNA 

XS\^£Xj£* J) 111XVL 


NM_001085 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 3 (SERPINA3), mRNA 


NM 013974 


Homo sapiens dimethylarginine (hme%laminohydrolase 2 (DDAH2), mRNA 


NMJ)01756 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 6 (SERPINA6), mRNA 


NM 000450 


Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), mRNA 


NM_001319 i 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NM_000444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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the X chromosome (hypophosphatemia, vitamin D resistant rickets) (PHEX), 

mPMA 


mm 0,91 1 in 


Unmn canipnc ViimrttTif>tif»n1 nrAfpin ci miliar tn email C~\ nrntpinc f*cnpr»i a11"\/ P AP. 

nomo Sapiens nypumcuoai proiein sinuiar iu siuaii \j piuicius, cspci/iauy xv/ur" 


INlYL UZ1 1 /y 


TTnmn QsmipTiQ TivnAthptiral nrAtpin T DPS7891 ffi OP57R91^ mPNA 


1N1V1 UUZ 1 HH 


numu sapiens pruicin kjjiooc zcia \x ivivv«^z-<j, iiu\x\r\. 


NM_000624 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
miupruieinase, amnrypsin/, mcinucr j ^ox^isxiiNrvj^, nu\j.Nrv 


NM 000602 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade E (nexin, 

nlarmiTiniTATi 'i r>4~i\r r itr\r in ViiV\if /*»»■ fimo 1 \ moniker 1 I Q R VI PTW R 1 1 TflP"MA 

piasiiunogen aenvator lnniDiior type i memoer i ^oiiivrLiNiii^, mivLN/v 


NM 020422 


Homo sapiens hypothetical protein from clone 24796 (LOC57146), mRNA 


mm nonis^ 


jtiomo sapiens uanscnpuon iacior biviajlz yLXJK^ joyooj^ nuviNA 


"MA/f AIG^GQ 
JNIVL Vlyjyo 


nomo sapiens KaniKrein iz ^Jvuvizj, mjKJN/v 


XTAyf A 1 G 1 


xiomo sapiens nypotneucai proxein {iaxo jyjH), mtviNA 


MM 017107 


nomo sapiens serine {or cysteine^/ proteinase mruDiior, ciaue d ^ovaiDunim^, 
memhpr 1 ^ ^PPPTKTRI Vi mPMA 


MM flft0^97 

1N1VJL_V/Uv JZ / 


numu bapiviio low uciioiiy iipopiuiciii rcucpLui ^laiiiiiidi uypciviiuicsicioiciiiia^ 
H DT P^ mPNA 


MM 016900 
iNivi_y i oz vu 


Uomn enriipne TTfi enPMA-jiQQnrifltpH ^m-lilrp nrAtpin T C\ OP^IfiQH 
rnRNA 


NM 014766 


Homo sapiens KIAA0193 gene product (K1AA0193), mRNA 


IN IVI lFifjU7 


numu sapiciio injin/\ uuiumg iiiuui piuiciii y \j\ovfiy), iiixsxsr\ 


NM_014080 


Homo sapiens dual oxidase-like domains 2 (DUOX2), mRNA 


MM fl1451fi 

1N1V1 U1*tJ1U 


numu sapiens v/vivt inu 1 uaiisoripuuii njiupiCA, suuunii j ^iiuijj } iilivl>i/\ 


NM_015032 


Homo sapiens KIAA0979 protein (KIAA0979), mRNA 


MM HIA^^A 
1N1V1 Ul'fOOO 


xiomo sapiens jjwWA.uuhu gene proauci ^JsjAAUu*fu iiikjn a 


NM 015383 


Homo sapiens hypothetical protein (DJ328E19.C1.1), mRNA 


XTTV/T A17/1A7 
INM U1Z4U/ 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 


NM_002208 


Homo sapiens integrin, alpha E (antigen CD103, human mucosal lymphocyte 
an u gen i, aipnapoiypepnaej (iiijrAii), nuciNA 


X7T\/f AAT2AQ 


Homo sapiens leukemia inhibitory factor (cholinergic differentiation factor) 

rr rc\ ^.nxTA 
^JLlT ), niKIN A 


MM AA£Q1Q 


riomo sapiens serine jpr cysxeine^ proteinase inniDuor, ciaae 15 ^ovaiDunnnj, 

mpm U Pr q ^QPPPTNTR^^ mPMA 


NMJ)06220 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 

QntirYrrv+Pin qcp Qn+ifr^mcin^ mpml^pr 7 fQT?PPTMA7\ mP\TA 

oiiLipruicinasc, anuirypsui^, iiiciiiucr z ^oDisriiNnxj, iiixvin/\ 


MM 00691 5 
INlVl_UUOZ 1 J 


rxuiiiu sapiens serine ^ur oysieiney proteinase lnmuuoT, oiduc a ^aipna-i 
antiproteinase, antitrypsin), member 4 (SERPINA4), mRNA 


MM 006091 


xiumo Sapiens oeieiea in lympnocyuc leuiLCinia, z u z iiix\j.n/\ 


NM 005887 


Homo sapiens deleted in lymphocytic leukemia, 1 (DLEU1), mRNA 


\T\yf AA££AQ 


U/mtia (Indiana ATDnna pLno T ma Q*D mamUav 1 / A TDOD 1 \ __T)XT A 

nomo sapiens A l rase, Class i, type oi5, memoer i (AiroDi), nuviNA 


NM UUjzjz 


Homo sapiens lipnAl (crilAlj, mKJNA 


XTK>T A AC AO/1 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 10 TSERPINB 10^ mRNA 


NM 004779 


Homo sapiens CCR4-NOT transcription complex, subunit 8 (CNOT8), mRNA 


NM_004155 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 9 (SERPINB9), mRNA 


NM_004568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERPHSFB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNM1), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 
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JNM UUUZ14 


xiomo sapiens jaggea 1 {Aiagiue synurome ) {jjwjlj, uusisrs. 


JNM UUIJ4/ 


nomo sapiens aiacyigiyceroi jcroase, tneta ^1 lvku) \^u\jr%x^j } miviNA 


NMJ)03454 


Homo sapiens zinc finger protein 200 (ZNF200), mRNA 


JNM_UUj3i4 


Homo sapiens ubiquitin-activating enzyme El (A1S9T and BN75 temperature 
sensitivity complementing) (UBE1), mRNA 


XTA/T AAA'JC/l 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 7 (SERPINA7), mRNA 


XTA yf A A AO/I C 


Homo sapiens protein phosphatase 3 (formerly 2B), regulatory subunit B (19kD), 
alpha isoform (calcineurin B, type I) 0PPP3R1), mRNA 


xnv>r AAAQA< 
ISM UUUJlO 


Homo sapiens paraoxonase l (rUJNZ), mKiNA 


NM_000928 


Homo sapiens phospholipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 
encoding mitochondrial protein, mRNA 


NMJ)00295 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiprotemase, antitrypsin), member l (oiiKriiNAi), mKJNA 


NM_002640 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member o (oEKrlNrSo), mKJNA 


NMJ)02639 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member d (iSbKrJLlNJDD), mKJNA 


NM_002615 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 

- ^ X_* ^ 1 _ — - * ^- ■ ■In inn ~t am 4~ - - ■ - -1* J - - - * J X*— — -1_ ^— - "1 _ 1 f fl I'll T^TK T I 7 1 \ - - T\ "V T A 

antiplasmin, pigment epithelium derived factor), member 1 (SERPINr 1), mRNA 


IMM_UUZj /D 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
memoer z {otLKrirHSDZ ), mKJNA 


"Nnv/r aaaooa 

JNM_UUUZZU 


rtomo sapiens potassium mwaroiy-recuiymg cnannei, suoiamny j, memoer i 
(KCNJ1), mRNA 


vnvyf nnmoi 

JNJLVL__UUUiy l 


nomo sapiens j-nyoioxymemyi-j-memyigiuiaryi-^oenzyme a lyase 
(hydroxymethylglutaricaciduria) (HMGCL), mRNA 


XNivi_uiFiy /o 


nomo sapiens eryxnrocyie memorane protem Dana n.y ^aemannj ytirDHy), 
mRNA 


JNJVL UUJ040 


nomo sapiens aiacyigiyceroi Kinase, zeta (1U4KU; (Jl/ukz.), mKMA 


JNM UU1.J40 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA 


INM UUJ04/ 


Homo sapiens diacylglycerol kinase, epsilon (64kD) (DGKE), mRNA 




Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
proxem 4 / ) 9 memoer z ^oriKxiiNriz ), mKJNA 


1NM_UU 101/4 


nomo sapiens a i rase, n+ uanspornng, lysosomal ^vacuolar proton pumpj 


NMJ)00488 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade C (antithrombin), 

mpmhpT 1 ^PPPTMPl^ ml? "MA 


lNiVl UZ 1 1 JO 


riuiiiu bdpiens nypoineucai proLciu {L?jy t iinio.zj, iiiiuna 


INM UUUo/3 


nomo sapiens msunn-iuce growtn iacxor i receptor ^iurr ii\/, iuivina 


NM 000605 


Homo sapiens interferon, alpha 2 (IFNA2), mRNA 


INM UZ104/ 


U/N-m/<k onm'on n f T A A A/CO/C nana nrA^iol /VTA A A£0/C\ mP\IA 

riomo sapiens jsjlaauozo gene proouci ^JviAAUozoj, mruNA 


XJ\jC AO 1 c 


U Amn coniann VTA A AO A/C rrotia nrA/liint /VTA A AO/CiT\ -mPXTA 

nomo sapiens jsjlaauzoo gene proauct ^jsjlaauzooj, nuuNA 


xtn yr A0 1 1 AQ 

jnm uzi iuy 


Homo sapiens thymosin, beta 4, A cnromosome ( i Mod4a;, mKJNA 


NM 021642 


HVvmA ^anipriQ Fr froompnt Af ToO 1 aw affinitv TTa recentor for (CDU} 
(FCGR2A), mRNA 


NM 021240 


Homo sapiens testis-specific protein (LOC58524), mRNA 


NM 021189 


Homo sapiens hypothetical protein FIJI 0698 (LOC57863), mRNA 


NM_021129 


Homo sapiens pyrophosphatase (inorganic) (PP), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KIAA0153 protein (KIAA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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INJV1_UZ101 j 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 6 
[tnj i oj, mtxiN a 


MM 012334 


Homo sapiens myosin X (MYO10), mRNA 




riomo sapiens aeietea in azoospermia z {UALZ), itikjna 


NM 020364 


Homo sapiens deleted in azoospermia 3 (DAZ3), mRNA 


NM 017445 


Homo sapiens H2B nistone ianuly, member a (H2BFS), mRNA 


NM_02U32 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, beta 
isoform (calcineurin A beta) (PPP3CB), mRNA 


NM_021016 


Homo sapiens pregnancy specific beta-1 -glycoprotein 3 (PSG3), mRNA 


NM 015705 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA 


NMJ)21572 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative 
function) (ENPP5), mRNA 


xm vr lot/* 

NM__021216 


Homo sapiens endothelial zinc finger protein induced by tumor necrosis factor 

_ /Tj7rrp\ — -T>XTA 

alpha (hZMl), mKNA 




Homo sapiens catenin (cadherin-associated protein), delta 2 (neural plakophilin- 
reiatea arm-repeat protein; vL/HNinuzj, mKiNA 


NM_021185 


Homo sapiens hypothetical protein DKFZp434A1022 (DKFZP434A1022), 

—-DMA 


NM 018955 


Homo sapiens ubiquitin B (UBB), mRNA 




Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA 


NM 014621 


Homo sapiens homeo box D4 (HOXD4), mRNA 


NM 0006 18 


Homo sapiens insulin-like growth factor 1 (somatomedia C) (IGF1), mRNA 


NM 021571 


Homo sapiens ICEBERG caspase-1 inhibitor (ICEBERG), mRNA 


XTX S f\(\f\t\AC 

NM 000045 


Homo sapiens arginase, liver (ARG1), mRNA 


NM_005692 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


\t» j r\t\ f\r\f\ 

NMJ)01090 


Homo sapiens ATP-bindmg cassette, sub-family F (GCN20), member 1 
(ABCFl), mRNA 


NM_002858 


Homo sapiens ATP-bmding cassette, sub-family D (ALD), member 3 (ABCD3), 
mRNA 


XTX tT t\f\\ 1 

NM_001172 


Homo sapiens arginase, type EE (ARG2), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_001117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 
(ADCYAP1), mRNA 


NM 004036 


Homo sapiens adenylate cyclase 3 (ADCY3), mRNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA 


XTTV X f\f\£lAC A 

NM 006454 


Homo sapiens Mad4 homolog (MAD4), mRNA 


NM_002355 


Homo sapiens mannose-6-phosphate receptor (cation dependent) (M6PR), 
mRNA 


NM U142o/ 


Homo sapiens pM5 protem (PM5), mRNA 


NMJ)04102 


Homo sapiens fatty acid binding protein 3, muscle and heart (mammary-derived 
growth inhibitor) (r ABP3), mRNA 


NM UUU134 


Homo sapiens fatty acid binding protein 2, intestinal (FABP2), mRNA 


1N1V1 wjjjH 


riomo sapiens jun u proio-oncogene ^juiNUj, mi\JN/\. 


NM_005159 


Homo sapiens actin, alpha, cardiac muscle (ACTQ, mRNA 


NM 019848 


Homo sapiens Protein P3 (P3), mRNA 


NM_003948 


Homo sapiens cyclin-dependent kinase-like 2 (CDC2-related kinase) (CDKX2), 
mRNA 


NM_021131 


Homo sapiens protein phosphatase 2A, regulatory subunit B' (PR 53) (PPP2R4), 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (IFNA17), mRNA 


NM 002339 


Homo sapiens lymphocyte-specific protein 1 (LSP1), mRNA 
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NM 001166 


Homo sapiens baculo viral IAP repeat-containing 2 (BIRC2), mRNA 


NM_003399 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 2, membrane-bound 
(XPNPEP2), mRNA 


NM 000541 


Homo sapiens S-antigen; retina and pineal gland (arrestin) (SAG), mRNA 


NM 013262 


Homo sapiens myosin regulatory light chain interacting protein (MIR), mRNA 


NM 005393 


Homo sapiens plexin B3 (PLXNB3), mRNA 


NM_021098 


Homo sapiens calcium channel, voltage-dependent, alpha 1H subunit 
(CACNA1H), mRNA 


NM 021257 


Homo sapiens neuroglobin (NGB), mRNA 


NM 021253 


Homo sapiens ring finger protein 23 (RNF23), mRNA 


NM 021247 


Homo sapiens protamine 3 (PRM3), mRNA 


NM 021242 


Homo sapiens hypothetical protein STRAIT1 1499 (STRATH 1499), mRNA 


NM 021238 


Homo sapiens TERA protein (TERA), mRNA 


NM 021223 


Homo sapiens myosin light chain 2a (LOC58498), mRNA 


NM 021221 


Homo sapiens G5b protein (G5B), mRNA 


NM 021210 


Homo sapiens MUM2 protein (MUM2), mRNA 


NM 021208 


Homo sapiens EST-YD1 protein (EST-YD1), mRNA 


NM 021200 


Homo sapiens PH domain containing protein in retina 1 (PHRET1), mRNA 


NM_021199 


Homo sapiens CGI-44 protein; sulfide dehydrogenase like (yeast) (CGI-44), 
mRNA 


NM 021198 


Homo sapiens nuclear LIM interactor-interacting factor (NLI-IF), mRNA 


NM 021193 


Homo sapiens homeo box D12 (HOXD12), mRNA 


NM 021192 


Homo sapiens homeo box Dl 1 (HOXD1 1), mRNA 


NM 021188 


Homo sapiens clones 23667 and 23775 zinc finger protein (LOC57862), mRNA 


NM 021184 


Homo sapiens G4 protein (G4), mRNA 


NM 021177 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM2), mRNA 


NM 021174 


Homo sapiens p30 DBC protein (LOC57805), mRNA 


NM 021167 


Homo sapiens hypothetical protein WUGSC:H RG083M05.2 (LOC57798), 
mRNA 


NM 021159 


Homo sapiens RAP1, GTP-GDP dissociation stimulator 1 (RAP1GDS1), mRNA 


NM 021155 


Homo saniens CD209 antieen (CD209} mRNA 


NM 021147 


Homo saniens uracil -DN A elvcosvlase 2 fUNG2^ mRNA 


NM_021140 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, X 
chromosome fLFTJO mRNA 


NM_021139 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B4 (UGT2B4), 
mRNA 




Homo ^aniens TNF TPPf*ntrir-flC!RonifltpH factor 1 frK A"P2i mRNA 


NM_021137 


Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) 
(TNFAIP1 , mRNA 


NM 021 136 


Homo saniens reticnlon 1 fRTNl i nYRNA 

XX\JXXi\J oapi^liS IbUwlilUll X v 111 1 J j lUlvliA 




T-Tomo ^aTvipn^ rihoQomal nrntpin Sfi lrinncp QOlcD nolvnprvriHp 9 fRPSfilCA?^ 

mRNA 


NM 021 m 


Homo saoien^ rinonnrlpaQp T O x V-olityoisoadenvlate ffvnthpta^p-dpnpTin'pTtti 

(RNASEL), mRNA 


NM 021130 


Homo sapiens peptidylprolyl isomerase A (cyclophilin A) (PPIA), mRNA 


NM__021120 


Homo sapiens discs, large (Drosophila) homolog 3 (neuroendocrine-dlg) 
(DLG3), mRNA 


NM 004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRIP1 1), mRNA 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TRIP 12), mRNA 


NM_004745 


Homo sapiens discs, large (Drosophila) homolog-associated protein 2 
(DLGAP2), mRNA 


NM 004687 


Homo sapiens myotubularin related protein 4 (MTMR4), mRNA 
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NM 004348 


Homo sapiens runt-related transcription factor 2 (RUNX2), mRNA j 


NM_021096 


Homo sapiens calcium channel, voltage-dependent, alpha 11 subunit 
(CACNA1I), mRNA 


NM 021105 


Homo sapiens phospholipid scramblase 1 (PLSCR1), mRNA 


NM 002957 


Homo sapiens retinoid X receptor, alpha (RXRA), mRNA 


NM 006268 


Homo sapiens requiem, apoptosis response zinc finger gene (REQ), mRNA 


NM_001106 


Homo sapiens activin A receptor, type KB (ACVR2B), mRNA 


NM 001616 


Homo saniens activin A recentor tvne II (ACVR2^ mRNA 


NM 001105 


Homo sapiens activin A receptor, type I (ACVR1), mRNA 


NM 005570 


Homo saniens lectin mannose-hindinp 1 fLMANl^ mRNA 


NM 021083 


Homo sapiens Kell blood group precursor (McLeod phenotype) (XK), mRNA 


NM 013258 


Homo saniens arvontosis-associated sneclc-lilce nrotein containing a dARD 
CASO mRNA 


NM 006518 


Homo saniens small nroline-rich orotein 2C fSPRR2CTl mRNA 


NM 006507 


Homo saniens reeerieratint* islet-derived 1 beta foancreatic stone orotein 

XlVlllv OUUlVllO 1 V C WXX vX U llilg XOXV^ I X ¥ V/VX A l/VUt 1L/U11V1VUUV OLV/XXV/ L/XV/LV/XXXj 

Dancreatic thread nrotein^ (TIEGIB^ mRNA 


NM 006563 


Homo sapiens Kruppel-like factor 1 (erythroid) (KLF1), mRNA 


NM 006258 


Homo sapiens protein kinase, cGMP-dependent, type I (PRKG1), mRNA 


NM 006353 


Homo saniens hieh-mobilitv frrotrn /nonhistone chromosomal^ orotein 17-liVe *\ 

X JLV/1XXW O tX M X V/XXO XXXI—XX X XXV/ 1/ XXX L V gl VUL/ 1 XXV/XXXXXO LV/XXV/ VXU VlXJVtfWllHM J L/X V/ IV/ XXX X / Xxxvv/ 

(HMG17L3), mRNA 


NM 005987 


Homo sapiens small proline-rich protein 1A (SPRR1 A), mRNA 


NM 005952 


Homo saniens metallothionein IX fMTlXi mRNA 


NM_005950 


Homo sapiens metallothionein 1G (MT1G), mRNA 


NM 005699 


Homo saniens interleukin 18 binding nrotein (IL18BP^ mRNA 


NM 004618 


Homo saniens tonoisomerase fDNA^ HI aloha fTOP3A^ rnRNA 

XXV1UV OCXk/XV/XXQ tvpvlQVllXWl UOw ^X^Xlixy J-U. tXX^/Xlt* ^ X. V- /X h/i lyj X XXX. XX ^ X Xs 


NM001136 


Homo sapiens advanced glycosylation end product-specific receptor (AGER), 
mRNA 


NM 000866 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor IF (HTR1F), mRNA 


NM 000637 


TTomo sanipn^ ohitatlrione rpHnntaQp ffirSlv^ mli MA 

J. A Will w dCX^/lWlxO gl LxKllllx Ullw l&UUvUlob ^VJ UX\ y j lxXJ.vJ.ilx 


NM 000636 


Homo saniens stineroxide dismutase 1 mitochondrial fSOT)2^ mPNA 

iiuiuu oa^/iv/ixo cj v-ij-/ v/i V//V1VJ.L/ vuoxixutoov/ uxiiuviivjiiui icxi ^ovyjL/««y, iiixvi ix». 


NM 000635 


Hnmn Qflniens reonlatorv factor "X 0 rinflnpncpQ HT A pIaqq TT pYnrpQcirvn^ 
x.x.v_/iiivj oapivTiio l v/guicuvji y lq.\*iaji yv, l, ^11111 uciiv/V/o nLA viaoo jll v/AJji v/ooiuny 

(RFX2 1 mRNA 


NM 000629 


Homo sapiens interferon (alpha, beta and omega) receptor 1 (IFNAR1), mRNA 




Unmn carvipnc tiitrip fwiHp cvnthscp OA. ffnHnpilVlp l1Pn^ll'OPvtPQ^ rKTOSO A^ 

XXUI11U oapiCIio lilU.lv/ UAiUw ojfllUlaoC x.A ^lilUUUlUlv/, llCpaLUL/jrlV/d^ V_/ijZ»xA. ^, 

mRNA 


NMJ)03998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
Wnl05^ rMFKBH mRNA 


NM 000621 


Homo sapiens 5-hydroxylryptamine (serotonin) receptor 2A (HTR2A), mRNA 




ilUIIlU b dpi Clio IllUlv/ UA1UC ayULudoC 1 ^ncuruiiaiy ^rNvj/OJL J } H1XnJ.N/\ 




XiUIIlU bapiCIlb lniCIlCIULx, galiUIla ^ITINnJ^, 111XvJ.>/\ a 


NM_000617 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 

trnnvmoT+Rrc^ mprnVipr 9 fQT pi 1 A9^ m"RT\JA 


NM 000616 


Homo sapiens CD4 antigen (p55) (CD4), mRNA 


NM 000611 


Hnmn saniens ODSQ anriirpn nl 8-90 fantijypn identifipd bv monoclonal 

AAvlllVS OAUlWllO \^skS -J ~S cUlUKv/ll U i Q 6 v luUUgvll iUVllllJLlv/vi \Jj AXXV/XXVJL/lvFllCxl 

antibodies 16.3A5, EJ16, EJ30, EL32 and G344) (CD59), mRNA 


NMJ)00610 


Homo sapiens CD44 antigen (homing function and Indian blood group system) 
(CD44),mRNA 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (NOS3), mRNA 


NMJ)00597 


Homo sapiens insulin-like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 
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MM 000585 

1X1V1 UuUJOJ 


TTnmn Qnnipnc. intprlpulrin 1 5 AT 1 5^ TnRNA 


NM 000586 


TTnmn c^flTvipriQ lntprlpiilcin 2 ^TT 2^ nriRNfA 

J.JAJ1JJ.U OQjJlfcllo 1111A>1 1WUIVIJL1 X* til <fc« ^ j llUMiili 


NM_000577 


Homo sapiens interleukin 1 receptor antagonist (EL1RN), rnRNA 


NM 000576 
1N1VX \J\J\JJ /O 


JtlOmU SapiCUS lniCilCUKin I, UCla yiXu ID lilX\±yr\ { 


mm 000574 


Wr\mn cotviptic Hppqv afrplprntiTiCT fnrtnr ffw pnirmlpmpnt ff" T T)55 {"YfiTTipr Y\\r\r\A 
nUIHU SapiCIlS UCL-ay aOOClClallllg lal/lUI 1UI VUUipiCIIlCllL ^L/JJ, V/lUillCI U1UUU 

orniin cvcfpirA /DAIT^ ttTRNA 

glUU^ ojrOlviliy \l*/xVl /, 1 i JLL VJl ^ A 


NM 000572 


Homo sapiens interleukin 10 (IL10), mRNA 


XJM 000570 


xiuiuu sapiens ri* lTagmeni oj. lgvj, iuw aiuiuiy jlllu, rci/cpiur lur ^i-'iuj 1 
(FCGR3B), mRNA 


xjm 000567 

1NJ.VJL UUUjO / 


nomu sapiens v^-rvacuve protein, uciiu dAiii-ieiaicu. ^v^ivr ) y iilivin/\ 


xtm 0005/^ 


xiomo sapiens rc nagmenx ox igu, mgn aiuniiy ia, receptor ior ^v_/Jjd*+j 
(FCGR1A), mRNA 


xim noo56A 


nomo sapiens lnieneuKin j receptor, aipna ^uujivrvjj nuviN/v 


xtm nno^£i 


xiomo sapiens giuiamionc o-iraiisierase mi ^uo x nil), uuuna 


iNJVl_UUUjJJ 


Homo sapiens doublecortex; lissencephaly, X-linked (doublecortin) (DCX), 

ml? XT A 


in jvi_u uuzy o 


nomo sapiens pyruvate Kinase, liver ano Jvt>^ j\_liv^, nuciear gene encouing 

Tr*iif"^r*Vir\TiH"ri ol nTntpin mT?XJ A 


NM 000259 


Homo sapiens myosin VA (heavy polypeptide 12, myoxin) (MY05A), mRNA 


XJM 000595 


xiomo Sapiens puuioaiuin lnwaruiy-rccLiiying cnannci, bUDiarniiy j, mcmDci 1 1 
HCrNTin mRNA 


NM 021090 


TTnnnn QnniPTiQ mvnti iVil i1 ^fin rpl ntpH Timtpin "\ fhA'VWT&'W nVRNA 


NM 021077 


Homo sapiens neuromedin B (NMB), mRNA 


NM 021068 


Homn Qat^ipTiQ intprfprnTi alnVia 4 rrP"NA4.^ mPNA 
xxvjuiu oajJi^iio iiiiwii&iv/ii, dip lid *t \xx i > Xtrr j , iiuvi^i*. 


NM 00651? 


T-TriTYin cqt^iptiq cpnim atnvlrtiH AA prtncHtii'Hvp Ad^ mRNA 
IXU111VJ oapidio oCl uill aliiyiuiu f\rt, UV/ilallLUU VC \%jr\s\rr J 9 UlXVJ-ixi. 


NM_006607 


Homo sapiens pituitary tumor-transforming 2 (PTTG2), mRNA 


NM 021 075 


Unmn canipnc "NATYfT HpV»\/f1 , rrtO'PTiQCP ^nVtinniTinTip^ "flavn^TntpiTi ^ ^10VT^ 
nuiIlU oapiCIlo Ly r\un UCUyuiUgCIlaaC ^UUIL^UIXIUIIC^ llaVUpiUlClIl J \L \JA±Jj 

(NDUFV3), mRNA 


NM 005051 


xiomu oapicno mc miiu uiiuiiciii in ^ivli ixij, iiix\_ln/\ 


XJM 0001^0 


nomo Sapiens reunosonisis \^a.-iuik.cu, juvctuic^ i ^xxui ) y uixviN a. 


NM_005597 


Homo sapiens nuclear factor I/C (CCAAT-binding transcription factor) (NFIC), 

mTJNA 

nlJKJNA 


NM 005268 


Homo sapiens gap junction protein, beta 5 (connexin 31.1) (GJB5), mRNA 


JNM_UU4zoo 


Homo sapiens co factor required for Spl transcriptional activation, subunit 6 

/"TT\rT\\ /TDCD/r\ m D\TA 
\f /KUJ ^L/KorOJ, TiTKlNA 


NM_004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 
complex, class II antigen-associated) (CD74), mRNA 


INM UUZ/OU 


Homo sapiens protein kinase, Y-linked (PRKY), mRNA 




Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 


NM_002167 


Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix 

nrrt+Piti /TTl3\ ml? XT A 


JNM UUzUzo 


nomo sapiens iamesyitransierase, ^aaa dox, oeta ^riN I-dj, mtuNA 


NM 003491 


TTnirio QaniPTiQ N-flrptvltrfin^fprflQp VinmnlnortfS pprpvi<:iflp ARD1 ^ART*)1^ 
iiuiuu oapi^iio i>-aot'ijriuaiioit'iaot/j iivjiiicriw^ ui o. ^titvioiou aj\l/i ^aiwI /, 

mRNA 


NM 001770 


Homo sapiens CD 19 antigen (CD 19), mRNA 


NM 001664 


Homo sapiens ras homolog gene family, member A (ARHA), mRNA 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NM_003841 


Homo sapiens tumor necrosis factor receptor superfamily, member 10c, decoy 
without an intracellular domain (TNFRSF10C), mRNA 


NM 003455 


Homo sapiens zinc ringer protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 
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NM 003316 


Homo sapiens tetratricopeptide repeat domain 3 (1TC3), mRNA 


NM_003166 


Homo sapiens sulfotransferase family, cytosolic, 1A, phenol-oreferrine member 
3(SULTlA3),mRNA 


NM_003117 


Homo sapiens spenn adhesion molecule 1 (PH-20 hyaiuronidase, zona pellucida 
binding) (SPAM1), mRNA 


NM 002222 


Homo sapiens inositol 1,4,5-triphosphate receptor, tvpe 1 (TTPRl) mRNA 


NM_001532 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 2 
(SLC29A2), mRNA 


NM 001437 


Homo sapiens estrogen receptor 2 (ER betal fESR2) T mRNA 


NM 001331 


Homo sapiens catenin (cadherin-associated protein), delta 1 (CTNND1), mRNA 


NM 001307 


Homo sapiens claudin 7 (CLDN7), mRNA 


NM_001194 


Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 
channel 2 (HCN2), mRNA 


NM 001175 


Homo sapiens Rho GDP dissociation inhibitor (GDI) beta (ARHGDIB), mRNA 


NM 000936 


Homo sapiens pancreatic lipase (PNLIP), mRNA 


NM 000641 


Homo sapiens interleukin 1 1 (ELI 1), mRNA 


NM 000640 


Homo sapiens interleukin 13 receptor, alpha 2 (IL13RA2), mRNA 


NM 000615 


Homo sapiens neural cell adhesion molecule 1 (NCAM1), mRNA 


NM 000609 


Homo sapiens stromal cell-derived factor 1 (SDF1), mRNA 


NM 000600 


Homo sapiens interleukin 6 (interferon, beta 2) (IL6), mRNA 


NM 000599 


Homo sapiens insulin-like growth factor bindine orotein 5 fTGFRP^ nYRNA 


NM 000590 


Homo sapiens interleukin 9 (IL9), mRNA 


NM 000584 


Homo sapiens interleukin 8 (IL8), mRNA 


NM 000581 


Homo sapiens glutathione peroxidase 1 (GPX1), mRNA 


NMJ)00560 


Homo sapiens CD53 antigen (CD53), mRNA 


NM_000528 


Homo sapiens mannosidase, alpha, class 2B, member 1 (MAN2B1) mRNA 


NM 000404 


Homo sapiens galactosidase, beta 1 (GLB1), mRNA 


NM_001275 


Homo sapiens chromogranin A (parathyroid secretory protein 1) (CHGA), 
mRNA 


NM 006768 


Homo sapiens BRCA1 associated protein (BRAP), mRNA 


NM_003469 


Homo sapiens secretogranin II (chromogranin C) (SCG2), mRNA 


NMJ>12326 


Homo sapiens microtubule-associated protein, RP/EB family member 3 
(MAPRE3), mRNA 


NM 021057 


Homo sapiens interferon, alpha 7 (IFNA7), mRNA 


NM 021062 


Homo sapiens H2B histone family, member F (H2BFF), mRNA 


NM 021063 


Homo sapiens H2B histone family, member B (H2BFB), mRNA 


NM 021065 


Homo sapiens H2A histone family, member G (H2AFG), mRNA 


NM_004146 


Homo sapiens NADH dehydrogenase (ubiQuinone^ 1 beta subcomnlex 7 (\ 8VD 
B18) (NDUFB7), mRNA 


NM_001746 


Homo sapiens calnexin (CANX), mRNA 


NM 003661 


Homo sapiens apolipoprotein L (APOL), mRNA 


NM 021052 


Homo sapiens H2A histone familv. member A (H2AFA > ) mRNA 


NMJ)20988 


Homo sapiens guanine nucleotide bindine nrotein (G nroteirrt alnhfl aotivatina 
activity polypeptide O (GNAOl), mRNA 


NMJ)00133 


Homo sapiens coagulation factor DC (plasma thromboplastic component, 
Christmas disease, hemophilia B) (F9), mRNA 


NM 000130 


Homo sapiens coagulation factor V (proaccelerin, labile factor) (F5), mRNA 


NM 001993 


Homo sapiens coagulation factor HI (thromboplastin, tissue factor) (F3), mRNA 


NM 020689 


Homo sapiens sodium calcium exchanger (NCKX3), mRNA 


NM 021033 


Homo sapiens RAP2A. member of RAS oncogene family (RAP2A), mRNA 


NM__021023 


Homo sapiens complement factor H related 3 (FHR-3), mRNA 


NM 021026 


Homo sapiens ret finger protein-like 1 (RFPL1), mRNA 
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NM 021008 


Homo sapiens suppressin (nuclear deformed epidermal autoregulatory factor- 1 


NM 020993 


Homo sapiens B-cell CLL/lymphoma 7A (BCL7A), mRNA 




nomo sapiens cancer/ testis antigen z ii^i/wjzj, niiviNrv 


XNM UZ1UUU 


iiAtviA conipnc nitiiitarv t^^TrlAr-tr^l•nQfflT , TniTlO , % CP' \'\ 'CiW mRNA 

Xi.UIllU SdpieilS pilUlUUjr IU1UU1~U ailoivji llli-l-lg J \x x. xvjjy, iiuxi^x^ 


NM 020997 


Homo sapiens left-right determination, factor B (LEFTB), mRNA 


NM U21U14 


Homo sapiens synovial sarcoma, a. oreaKpomt j ^ooaj j, mj\i>i/\ 


XT* K AO 1 A 1 C 

NM UzIUIj 


no mo sapiens synovial sarcoma, .a oreaKpomi j j, iiuvi>/\ 


NM_UzlUU/ 


nomo sapiens souium cnannei, Yoitage-gaica, type il, aipna & pui/pcpuuo 
(SCN2A2), mRNA 


NM_UzlUlz 


nomo sapiens potassium mwaruiy-rcuiiiynig uxiaiinei, suuicuiiiiy j, niemuei 1^, 

^JSA^INJ IZy, iriiVlN^A. 


NM uzuyyj 


TJnmn cortipnc Viantno-lnlrm-rplatpH nrntPlTl fiTPR^ TTlRNA 
XlOinU SapivIlS IlapiUglUUill IClaiCU. piwitill ^xiXAvyj uuvin 


JNJVL__UUUj4 / 


T-Tr»-mn oar^ipnc enprtrtn Viptn PTvfhrnrvtir rinrlllHp^ <!rjhet*OCVtOsis clinical tVDe T) 
^ui IDj, IliXvL ixV 


iNiVl UU/Uj^ 


T4nmn canipnc mitfltivp mirlpar nrofpin nTRTRFH2122^ mRNA 
X1UII1U oa.pi Clio p Li I a LI V & Ullvical piwi-vlli ^u\uju. u** it*** uu\im 


INM UUUZU 


TTo-mn ci»r»ipr»c rncpin lnnncp 9 Hptfl nnlvnPTitlde ^(^SNFC2B^ mRNA 


vrxif A.119^9 

INJVl_Ul.>ZjZ 


W/\Tnn canipnc P.tvnp ^mlpium HpnpnHpnt rarhnhvdrate-recopTiition domain^ 
Ipptin Qimprfflmilv memher S rPT>FPSF5^ mRNA 


iNivi \jz.\jy i o 


TTrvmn cnnipriQ nmvlfiQP alnha 9R* nancreatic fAMY2B^ mRNA 


1N1V1 UZUOjO 


"HVvmn cnrtipxiQ 7inr finapr nrntHn 97S f7^NF275^ mRNA 


XNJV1 KjJaj D 6 * l 


iIaivia ca-nipTiQ anti-l^nllprian TinTmnn p tpc entor tvne TT TAMHR2^ mRNA 


xnvyf 090074 
INIVI 


Womo Qariipnq PFGP1 nrAtpin iTFGPn mRNA 

X1U111VJ oapiCUo V/1-/VJA A piV/lwlil l^\-rfJ-fVJX l^/j llULvi^^i. 


TsJA/T 0906R1 
INIVI UZvUO 1 


TTnmn QaT>ipn<j TTT01 8 rrroteirj iTrr018^ mRNA 

xlUlUU aapiciio xiivio piv^ivm ^iAXViv>y, iaxavx^xv 


NM_020676 


Homo sapiens lipase protein (LOC57406), mRNA 


XlX/f A7A<77 
JNM UZUO/Z 


nomo sapiens oivu-iypc caiuium uiiiuuig piuicni rvit i^juv/v-^j /*twz./, iiuvi^x^. 


JNJyl UZU001 


Unmn conipnc Qpfivafinn-itiHiiPpH PvHrlinp HpamiTiaQR ^ ATr*!r)A i TTlRN A 
XIOHIU ocipiCilo atyll Vallvll UlUllwcti wjf uuuiv uvaJ.iuiiao& ^-rvj.vyx-'xvy, iiuvi'in 


TSTAyT 090£^7 
JN1VL UZUOD / 


xiomo Sapiens zinv linger pruicm jut ^zji^jl 1 jut^, iium^a 


XTX/T 090£5A 


T-Tnmn cnnipnc opntrin/^T TMO-Qnp ri fic nrnteasp fSENP7^ mRNA 


iNJVI UZUO^fO 


TTnmr* canipriQ rPQPrvpH ( A^f^T 'K\ TTlR^JA 
int/iiiu Sapiens leoci vcu. i^/Tajv^j-rjyj iiixvi^ik. 


XTA/f 09AAAO 


xiomo sapiens ivr *rz nuniuiug ^xvr*tz,y, uuuia 


NM 020639 


Homo sapiens ankvrin repeat domain 3 (ANKRD3), mRNA 


NM_UzUtuz 


Homo sapiens a lipase, n^j-xransporuiig, lysosomal, nonudutiyu^ auiyessuiy 
proxem i d \i\ i r oin iuj, miviN/i. 


JNJVl UZU040 


Homo sapiens iwisicu gasiruiauuii ^iovj^, inxsj^rv. 


INM uioy/u 


Homo sapiens vj proiem-coupicu rcccpiur o«? ^vji ixojj, iluvi^jtv 


MM 003901 


Homo sapiens sphingosine-l-phosphate lyase 1 (SGPL1), mRNA 


VTKVT A 1 /IT IV) 

NM U14ZyZ 


Homo sapiens enromooox nomoiog o ivdjyoj, mi\iN/\ 


NM UUo/Jj 


Homo sapiens nomeo dox az (iiuaaz j, mjviN/v 


NM_U 1 yu4 1 


Ua«ma nMv>«A«%n m«vti1n«> f a nr/xVa n r Aft A Hmo pi nop T nAllflnP r*VlQin T*PIP9CP TflPlrt'TC 

Homo sapiens similar to proKaryouc-iype cioss i pepuue v/iiam leiease xa^iuia 

^VJUj4j 10J, nu\TN/\ 


NM UI44Zo 


Homo sapiens ngnijuncxion proiem j ^zona occiuuens 07 \i J - rj /? nuvLN/v 


NM 020466 


Homo sapiens hypothetical protein (1J12208.2 (DJ12208.2), mRNA 




WnmA QanipnQ hvnAthptieal nrotein dJ462023 2 A0J462O23 ,2\ mRNA 
xiuiiiv Sapiens ii_y |juviieii woi pivjit<jjix .4, yi/jTUAVA./ iuivai* i, 


NMJ)20425 


Homo sapiens hypothetical protein DKFZp586E1923 (DKFZP586E1923), 
mRNA 


NM 020424 


Homo sapiens hypothetical protein A-21 1C6.1 (LOC57149), mRNA 


NM 020317 


Homo sapiens hypothetical protein dJ465N24.2.1 (DJ465N24.2.1), mRNA 


NM 020315 


Homo sapiens hypothetical protein dJ37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC57019), mRNA 


NMJH9897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
mRNA 
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NM 019605 


Homo sapiens hypothetical protein (DJ667H12.2), mRNA 


NM 019601 


Homo sapiens Sushi domain (SCR repeat) containing (BK65 A6.2), mRNA 


NM 018433 


Homo sapiens putative zinc finger protein (LOC55818), mRNA 


NM 019095 


Homo sapiens hypothetical protein (LOC54675), mRNA 


NM 019089 


Homo saniens hairv and enhancer of split (Drosophila) homolog 2 (HES2), 
mRNA 


NM 018982 


Homo sapiens hypothetical protein (DJ167A19.1), mRNA 


NM 018974 


Homo sapiens unc93 (C.elegans) homolog A (UNC93 A), mRNA 


NM 014499 

111'* V 1.T » ^ 


Homo sapiens putative purinergic receptor (P2Y10), mRNA 


NM 020530 


Homo sapiens oncostatin M (OSM), mRNA 


NM 020529 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, alpha (NFKBIA), mRNA 


NM 014204 


Homo sapiens BCL2-related ovarian killer (BOK), mRNA 


NM 020527 


Homo sapiens HUG1 gene (HUG1), mRNA 


NM 006093 


Homo sapiens proteoglycan 3 (PRG3), mRNA 


NM.020533 


Homo sapiens mucolipin 1 (MCOLN1), mRNA 


NM 007345 


Homo sapiens zinc linger protein 236 (ZNF236), mRNA 


NM 002217 

I> 1VJL \)\}L,L. 1 1 


Homo saniens nre-alnha f&lobulnri inhibitor H3 oolvoeDtide nTIH3\ mRNA 


NM 01R693 

IN1VJ. \J 1 OU7J 


Homo saniens vitilieo-associated orotein VI 1 -1 fVTl 1Y mRNA 

X. XV/ XX IV/ OCXl^XWXXu V ft till&v UuvvVlUlvy pivVVUi t x a. a. ^ ▼ * «*■ ** J y 1AJA ^ ~* *■ 


NM 006777 

1N1V1 \J\J\J III 


Homo saniens TCaiso (ZNF-kai so^ mRNA 


NM 020436 


Homo saniens similar to SALL1 (sal (DrosonhilaVlike (LOC57167V mRNA 


NM 020142 


Homo saniens NADH'ubiauinone oxidoreductase MLRO subunit homoloe 
(LOC56901) mRNA 


NM 020123 


Homo sapiens endomembrane protein emp70 precursor isolog (LOC56889), 
mRNA 


NM 018845 


Homo sapiens stromal cell protein (LOC55974), mRNA 


NM 018842 


Homo sapiens insulin receptor tyrosine kinase substrate (LOC55971), mRNA 


NM 018841 


Homo sapiens G-protein gamma-12 subunit (LOC55970), mRNA 


NM 018839 


Homo sapiens p47 protein (LOC55968), mRNA 


NM 016352 


Homo sapiens carboxypeptidase A3 (LOC51200), mRNA 


NM 016302 


Homo sapiens protein x 0001 (LOC51 185), mRNA 


NM 014332 


Homo sapiens small muscle protein, X-linked (SMPX), mRNA 


NM 018948 


Homo sapiens Gene 33/Mig-6 (MIG-6), mRNA 


NM 014587 


Homo sapiens SRY (sex determining region Y)-box 8 (SOX8), mRNA 


NM 005745 


Homo sapiens accessory proteins BAP31/BAP29 (DXS1357E), mRNA 


NM 001 0Q4 


Homo saniens ami! ori de-sensitive cation channel 1 neuronal (depending 
(ACCN1), mRNA 


NM 019609 


Homo sapiens metallocarboxypeptidase CPX-1 (CPX-1), mRNA 


INM U loo z f4 


TIrvmr\ camVnc "R_f»Rll rpp entnr-a ccnri ateH nrntein RAP20 fR AP7Q^ mRNA 

nUIIlU b dpi CI ICS D-tClI ICL/CpiUI-aooUV/lalCLl piUlClll DAI £*7 ^UAl IXUVJ-^^T. 


TvTX/f H17^7? 
JNIVL Ul / j i L 


Wrvmo cQnipnc C\ t\tc\\(*\y\-cc\\w\\(*(\ reoentnr VinaQe 7 fCrPT? 1C7^ ml?*WA 


INIVL U10415 


Xxomo Sapiens oionc j'i-fOj^i'r ^luv^j 17 j t iiLi\±\r\ 


VTAyT A 1 /CI H 1 

MM UloJUl 


jtiomo sapiens pruicin a \j\j\j t r l i otj, niivi>/x 


JNM.__U1 j jo / 


Uama carti'pnc iiKimrinnl-rvtnphrrYme n reHnptnse ronmleY (1 9 VF)^ rHSPCOSl^ 
XxUIIlU od.pi Clio UUiUUIIlUl~l/jr lUvlliUliiC t» ICviUwUlov \s\jiliyi^A. yt tkXJ) \jLX\Ji. \^>\J~> 1 /, 

mRNA 


NM_020469 


Homo sapiens ABO blood group (transferase A, alpha 1-3-N- 
acetylgalactosaminyltransferase; transferase B, alpha 1-3-galactosyltransferase) 
(ABO), mRNA 


NM 020445 


Homo sapiens actin-related protein 3-beta (ARP3BETA), mRNA 


NM 020435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NM 020379 


Homo sapiens 1,2-alpha-mannosidase IC (HMIC), mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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NM 020406 


Homo saoiens nolvcvthemia rubra vera 1: cell surface receptor (PRV1), mRNA 


mu 090177 


Homo saniens cvsteinvl leukotriene CvsLT2 receptor; cDNA PSEC0146 from 
clone PLACE1006979 (LOC57105), mRNA 


NM 020355 


Homo sapiens HRPAP20 short form (LOC57090), mRNA 


NM 020350 


Homo sapiens ATRAP protein (ATRAP), mRNA 


NM 020380 


Homo sapiens AF15ql4 protein (AF15Q14), mRNA 


NM 020368 


Homo sapiens disrupter of silencing 10 (SAS10), mRNA 


NM 020344 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
member 2 (SLC24A2), mRNA 


NM 020396 


Homo sapiens BCL2-like 10 (apoptosis facilitator) (BCL2L10), mRNA 


NM 020384 


Homo sapiens claudin 2 (CLDN2), mRNA 


NM 007260 


Homo sapiens lysophospholipase II (LYPLA2), mRNA 


NM 000390 


Homo sapiens choroideremia (Rab escort protein 1) (CHM), mRNA 


NM 001994 


Homo sapiens coagulation factor Xm, B polypeptide (F13B), mRNA 


NM 000129 


Homo sariiens coagulation factor XIIL Al DolvoeDtide (F13A1), mRNA 


NM 000505 


Homo sapiens coagulation factor XII (Hageman factor) (F12), mRNA 


NM 000S04 


Homo saniens eoapulation factor X fF10^ mRNA 


NM 00SS09 

l^llVl VV/JJV/7 


Homo saniens Dmx-like 1 fDMXLl^ mRNA 


NM 001100 


Homo saniens core nromoter element bindint? nrotein fCOPEB i mRNA 


NM 0190R0 


Homo s aniens ATP-bindins cassette sub-farnilv B fMDR/TAP^ member 10 
(ABCBIO^ nuclear eerie encoding mitochondrial rjrotein. mRNA 


NM_007188 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 8 
( ARfTftR i nuclear eene encoding mitochondrial nrotein. mRNA 


NM_005689 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 
( h^kC^K(\\ nuclear *>ene encoding" mitochondrial nrotein mRNA 




Homo saniens carbonic anhvoVase TX f(~!A9^ mRNA 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 




TTnm/\ cqtyiptic pnTlvifiip nnVivrrpnce aiT ii'Al VI mliNA 
X1UII1U oapiUlo l/alLrUllJV alLxLj KM. aou yVLL ^vA ^ liuviirv 


NM 001217 


Homo sapiens carbonic anhydrase XI (CA1 1), mRNA 




TTrtmrv canipnc 05110111111 onH infrROTin V^iTininCT nrAtein Mj^JA— nenennenr nrorein 

nUIIlU odUlCIlo L/dlLlUiil CUIU UllCglUU UUlUlllg piV/Ldli ^J-/l>xi.^it'|JvllUt'Ill piui^ui 

kinase interacting protein) (SIP2-28), mRNA 


INJVL_U 1 0 / jH 


Untnn canipnc nQ-ir^rl V»nY (TPnP ^ /HR 1 1 (TP CTlPPlflP apflVatm* nTDtPITI^ 

XlOmO Sapieno pairCU QUA gCDC J ^O-vCll llllCagC opcvillv a^/UVatui piULcmy 
^inAJ y, IlllUin 


INJVl UvUOo / 


Unmn canipnc ^l_cif1pnf\cr\/11irtTnr»pvcteinp VivHrnlase ( AHPYl mRNA 


XTA/f 00/1489 


Wrnnri ca-niens TTT^P-N-apptv1-nlnha-T)-fya1aptosamine"nolvDentide N- 

acetylgalactosaminvltransferase 3 (GalNAc-T3) (GALNT3), mRNA 


>JM 00A481 


U/Ntnn caniens TTTlP-N-acervl-alnha-Tl-o'alflrtosamine'nolvrjentide N- 
acetvlffalactosaminvltransferase 2 ^GalNAc-T2 , ) CGALNT2), mRNA 


NM 000S19 


Hnmo saniens palactosamine rN-acetvlV6-sulfate sulfatase fMorauio sYndrome. 
mucopolysaccharidosis type IV A) (GALNS), mRNA 


NM 000403 


Homo sapiens galactose-4-epimerase, UDP- (GALE), mRNA 


NM 090310 


Homo saniens MAX bindine: rjrotein fMNT» mRNA 


NM 006250 


Homo sapiens proline-rich protein HaeHl subfamily 1 (PRH1), mRNA 


NM 005164 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 2 (ABCD2), 
mRNA 


NM 020300 


Homo sapiens microsomal glutathione S-transferase 1 (MGST1), mRNA 


NM 000728 


Homo sapiens calcitonin-related polypeptide, beta (CALCB), mRNA 


NM 020127 


Homo sapiens tuftelin 1 (TUFT1), mRNA 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NM_020203 


Homo sapiens matrix, extracellular phosphoglycoprotein with AS ARM motif 
(bone) (MEPE), mRNA 



448 



WO 03/074654 



PCT/US03/05028 



NM 020231 


Homo saoiens x 010 nrotein (MDS010). mRNA 


NM 070132 


Homo qaniens Iv^onhosDhatidic acid acvltTansferase-fiammal (LPAAT- 

XX will v OAU 1 wllO lJOvUllvtil/llHUuiv uviu uv^ i u uuux vi uu v 1 *• 

pammal ^ mRNA 


NM 020246 


Homo sapiens cation-chloride cotransporter-interacting protein (LOC56996), 
mRNA 


NM 020243 


Homo sapiens mitochondrial import receptor Tom22 (LOC56993), mRNA 


NM 020240 


Homo sapiens non-kinase Cdc42 effector protein SPEC2 (LOC56990), mRNA 


NM 0701 R4 
xnivi uz u i o*t 


Unmn cnnien«! anripnt fion^prved domain nrotein 4 fLOC56939i mRNA 


NM 090178 

INIYI V/Zv I/O 


Wnmo canipriQ f^arhonifi anh vdrase-rel ated "nrotein 10 rLOC56934i mRNA 


NM 020155 


Homo sapiens chromosome 11 hypothetical protein 0RF4 (LOC56834), mRNA 


NM 070170 
iNivi uzu i / y 


Unwin cQ-niprtc T«N5 nrntpin fFNS^ mBNA 


NM 070 1R7 
INJV1 UZU 10/ 


TTnmn carripnQ HP1 7 nrotein fDCI 2 1 mRNA 

jLiUiiiU do pi Clio JL/V-s 1 Z> piUIXyXLL ^i/v>l^j llXXvli.ii. 


INiVL_UZUl JO 


u nm A cam'pnc rnrpl TTOP-o^lapto^p'N-arptvlffalanto^arnine-alnha-R beta 1 3- 
galactosyltransferase (C1GALT1), mRNA 


vrxyf 000^7 


u nrnn canipTic ATP-hiri<iinor ras^ptfp onh-familv P fCFTR/MRP^ member 8 

nUIIlU aaUlCIlo /\x x -UliilXllig i/aoovllv, ouu xaxiiiijr v/ \\^x xxvitxxxa mviuuw u 

f ARCC8} rtiRNA 


"MM 000374 
xnxvx uuuj / *t 


TTnmn sanipns irronornrivrinoffen decarboxylase fURODi mRNA 


NM 007877 


TTomo Qanien^ ra«3-related C3 hotulinum toxin substrate 2 frho familv. small GTP 
bindine nrotein Rac2) fRAC2). mRNA 


NM 004152 

1MVX UvtI 


Homo sapiens ornithine decarboxylase antizyme 1 (0AZ1), mRNA 


NM_002527 


Homo sapiens neurotrophin 3 (NTF3), mRNA 


NM 0072QS 

1> xVx__V V/ZZ 7 J 


ffntrin QarnprtQ laminin recentor 1 (ffl\zT) ribosomal nrotein SA^ (X,AMRl^ 
mRNA 


NM 002293 


Wnmn QanipriQ laminin oamma 1 (forrnerlv LAMB2^ HLAMCl^ mRNA 


NM_002292 


Homo sapiens laniinin, beta 2 Oaminin S) (LAMB2), mRNA 


NM 007700 


XxUIIlU odpiCIlo lallillllil, aipila *t ^Xj/\lVlrV,*T_/ 3 lllxvl^-tv 


NM 006192 


Homo sapiens paired box gene 1 (PAX1), mRNA 


iNivi uiyoyo 


xiomo Sapiens un r\. polymerase epMiun piz auuuiiii ^jtiz^j iiiisjn/\ 


NM_000583 


Homo sapiens group-specific component (vitamin D binding protein) (GC), 

mJvlNA 


NM_019891 


Homo sapiens endoplasmic reticulum oxidoreductin 1-Lbeta (ER01-L(BETA)), 

ml? XT A 


NM_006705 


Homo sapiens growth arrest and DNA-damage-inducible, gamma (GADD45G), 


NM_001924 


Homo sapiens growth arrest and DNA-damage-inducible, alpha (GADD45 A), 

ml? XT A 




TJ/\m/\ canimc cn1nf*» r*orr%f»T fbrnilv 71 ffxrnnnir* union frjin cnnrf pt\ mpmbpr S 
xxOmO oapiCUb oUlUlC Carrier lalxxliy 4,1 ^UigalilU aixiuil uauopui icijj uic-iiiuci 0 

(SLC21A8),mRNA 




xiomo sapiens lesns-specmc oiiKyr 111 muui L/unuiiiuiig pruiciii ^lu^juj *■*■)> 
mRNA 


■KTKJf Al QC/10 


nomo sapiens poiassium voiiage-gaiea cnannei, Jvv^i-iiKe suDiamiiy, mcmocr j 
(KCNQ5), mRNA 


rsM_uizzoi 


xiomo sapiens poiassium voiiage-gaieQ cnannei, onai-reiaieu suoiamiiy, memocr 
2 (KCND2), mRNA 


NM 019857 


Homo sapiens CTP synthase II (CTPS2), mRNA 


NM.019839 


Homo sapiens seven transmembrane receptor BLTR2; leukotriene B4 receptor 
BLT2 (BLTR2), mRNA 


NM_005757 


Homo sapiens C3H-type zinc finger protein; similar to D. melanogaster 
muscleblind B protein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 7 
JABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NM 004683 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 


Homo sapiens interleukin-1 homolog 1 (IL-1H1), mRNA 


NM 018950 I 


Homo sapiens major histocompatibility complex, class I, F (HLA-F), mRNA 


NM 019610 


Homo sapiens hypothetical protein 669 (LOC56267), mRNA 


NM 000523 


Homo sapiens homeo box D13 (HOXD13), mRNA 


NM 019607 


Homo sapiens hypothetical protein FIJI 1267 (FIJI 1267), mRNA 


NM_019604 


Homo sapiens class-I MHC-restricted T cell associated molecule (CRTAM), 
mRNA 


NM 012328 


Homo sapiens microvascular endothelial differentiation gene 1 (MDG1), mRNA 


NM 013303 


Homo sapiens fetal hypothetical protein (HSU84971), mRNA 


NM 013298 


Homo sapiens hypothetical protein (HSU79252), mRNA 


NM 013386 


Homo sapiens hypothetical protein (DKFZp586G0123), mRNA 


NM 013313 


Homo sapiens hypothetical protein (AF060862), mRNA 


mu 0191 16 


Homo <;aniens similar to ubiauitin bindine nrotein fUBPH). mRNA 


NM 018961 


Homo sapiens ubiquitin associated and SH3 domain containing, A (UBASH3A), 
mRNA 


NM 018968 


Homo sapiens syntrophin, gamma 2 (SNTG2), mRNA 


NM 018967 


Homo sapiens syntrophin, gamma 1 (SNTG1), mRNA 


NM 018969 


Homo sapiens super conserved receptor expressed in brain 3 (SREB3), mRNA 


NM 018964 i 


Homo sapiens solute carrier family 37 (glycerol-3 -phosphate transporter), 
member 1 (SLC37A1), mRNA 


NM 018945 


Homo sapiens phosphodiesterase 7B (PDE7B), mRNA 


NM 019066 


Homo sapiens MAGE-like 2 (MAGEL2), mRNA 


NM 019060 


Homo sapiens NICE-1 protein (NICE-1), mRNA 


NM 019099 


Homo sapiens hypothetical protein (LOC55924), mRNA 


NM 019003 


Homo sapiens spindlin-like (LOC54466), mRNA 


NM 018952 


Homo sapiens homeo box B6 (HOXB6), mRNA 


NM 018951 


Homo sapiens homeo box A10 (HOXA10), mRNA 


NM 018942 


Homo sapiens homeo box (H6 family) 1 (HMX1), mRNA 


NM 019109 


Homo sapiens beta- 1,4 mannosyltransferase (HMT-1), mRNA 


NM 019052 


Homo sapiens HCR (a-helix coiled-coil rod homologue) (HCR), mRNA 


NM 018985 


Homo sapiens hypothetical protein (HCGIV.9), mRNA 


NM 019096 

111"! VX^VXX/ 


Homo sapiens GTP binding protein 2 (GTPBP2), mRNA 


NM 018949 


Homo sapiens G protein-coupled receptor 14 (GPR14), mRNA 


NM 019048 

X i XTA \J X *J \J^\ w 


Homo sapiens hypothetical protein (FLJ20752), mRNA 


NM 019086 


Homo sapiens hypothetical protein FLJ20674 (FLJ20674), mRNA 


NM 019040 

X i XTX, \J X ^ V w V 


Homo sapiens hypothetical protein (FU20498), mRNA 


NM 018988 


Homo sapiens hypothetical protein (FU20330), mRNA 


NM 019005 


Homo sapiens hypothetical protein (FU20323), mRNA 


NM 019027 


Homo sapiens hypothetical protein (FLJ20273), mRNA 


NM 019008 


Homo sapiens hypothetical protein (FLJ20232), mRNA 


NM 019000 


Homo sapiens hypothetical protein (FLJ20152), mRNA 


NM 019087 


Homo sapiens hypothetical protein FLJ20051 (FLJ20051), mRNA 


NM 018996 


Homo sapiens hypothetical protein (FLJ20015), mRNA 


NM 019021 


Homo sapiens hypothetical protein (FLJ20010), mRNA 


NM 019018 


Homo sapiens hypothetical protein (FU1 1 127), mRNA 


NM 019084 


Homo sapiens hypothetical protein FLH0895 (FLJ10895), mRNA 


NM 019070 


Homo sapiens hypothetical protein (FLJ10432), mRNA 


NM 019088 


Homo sapiens hypothetical protein F23 149 1 (F23149 1), mRNA 


NM 019002 


Homo sapiens ETAA16 proteiir(ETAA16), mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2), mRNA 


NM 018973 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 3 (DPM3), 
mRNA 
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NM 018959 


Homo sapiens DAZ associated protein 1 (DAZAP1), mRNA 


NM 019098 


Homo sapiens cyclic nucleotide gaiea cnannei oexa o ^unudj;, nuuN/v 


NM 018958 


Homo sapiens chromosome 15 open reading frame 2 (C150RF2), mRNA 


NM 000379 


Homo sapiens xanthene dehydrogenase (XDH), mRNA 


NM 000552 


Homo sapiens von wille brand, lactor (V Wrj, mKJNA 


NM_000362 


Homo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, 
pseudomflammatory) (TlMPi), mRNA 


NM .003255 


Homo sapiens tissue inhibitor of metalloproteinase 2 (TIMP2), mRNA 


NM 003001 


Homo sapiens succinate dehydrogenase complex, subunit C, integral membrane 
protein, 15kD (SDHC), nuclear gene encoding mitochondrial protein, mRNA 


NM_003000 


Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur (Ip) 
(SDHB), nuclear gene encoding mitochondrial protein, mRNA 


NM 006745 


Homo sapiens sterol-C4-metnyl oxidase-like (aC4MUL), mKJNA 


NM_006860 


Homo sapiens putative GTP-binding protein similar to KAY/KArs il, (KA * JL.J, 

TT XT A 

mRNA 


NM_000531 


Homo sapiens omitnine carDamoyiiransierase ^ l \^) t nuciear gene cncotung 
mitocnonunai protein, miviN a 


NM 000607 


Homo sapiens orosomucoid 1 (ORM1), mRNA 


NM 00253o 


Homo sapiens occiuom vuv^ujnj, mtuNA 


NM 0023 Ul 


xlomo sapiens lactate aenyurogenase v> ^jlx-ti^, uanownpi vaiiaiu i, uuuxn 


NM 017448 


Homo sapiens lactate aenyurogenase ^/ ^jul/xiv,/J, uanscnpi vandni z-, uuvl>i/\ 


NM OUUoyz 


Homo sapiens KaniKrem piasma ^neicner iacior^ i ^ i ri\ r>ij, iiuvina 


NM 002193 


Homo sapiens inhibin, beta B (activin AB beta polypeptide) (INHBB), mRNA 


XTX K A AT 1 A 1 

NM 002191 


Homo sapiens inniDin, aipna ^unha;, iiunin a 


NM_002015 


Homo sapiens forkhead box 01 A (rhabdomyosarcoma) (FOXOl A), mRNA 


NM 004473 


Homo sapiens torlcheaa box bl (tnyroia transcription ractor i) (rUAruj, miviNA 


NM 000804 


Homo sapiens tolate receptor 3 (gamma) (rULKJj, mKJNA 


NM 000803 


Homo sapiens folate receptor 2 (ietal) (rULKz), mKJNA 


-v t"x r f\r\ An At> 

NM 004742 


TT - * — — TT ATI ^. _ _ _ _ * J j " 1 /TT A T A T) 1 \ — TTXT A 

Homo sapiens BA11 -associated protein 1 (BAlArl), mKJNA 


NM 004925 


Homo sapiens aquaporin 3 (AQP3), mRNA 


NM_007182 


Homo sapiens Ras association (RalGDS/AF-6) domam family 1 (RASSF1), 
mRNA 


NMJ) 18941 


Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 

. i , 3 _ i • \ ff~\T xTO\ __TT XT A 

mental retardation) (CLN8), mRNA 


NM 016936 


Homo sapiens ubinuclem 1 (UBN1), mKNA 


NM 012406 


Homo sapiens rK domain containing 4 (rKL/M4), mKJNA 


NM 018728 


Homo sapiens myosin 5C (MYU5C), mKNA 


NM_0 17540 


Homo sapiens hypothetical protem JJJNxZipjiSoHUozj ^ujvrz,pjooiiuDzj;, 
mKNA 


NM UIodjI 


Homo sapiens zinc linger protein \L,rr)> rnxuNA 


XTTV It A 1 TC AO 

NM 017503 


Homo sapiens surieit z toUKrzj, mKJNA 


XTX K A 1 Oil 1 A 

NM 018419 


Homo sapiens oKY (sex determining region x j-dox is {ous^io), uuuna 


NM 018427 


Homo sapiens kjna polymerase i transcnpiion iacior jsj\in j vi^rxrojj iiuvln/\ 


KIM 


Wnmn Qanipns hvnntiiptiral nrntein PR02955 HPR02955), mRNA 


NM 018525 


Homo sapiens hypothetical protein PR02369 (PR02369), mRNA 


NM 018520 


Homo sapiens hypothetical protein PR02268 (PR02268), mRNA 


NM 018605 


Homo sapiens hypothetical protein PR01777 (PR01777), mRNA 


NM 018573 


Homo sapiens hypothetical protein PRO1068 (PRO1068), mRNA 


NM_018572 


Homo sapiens hypothetical protein PRO1051 (PRO1051), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO0971 (PRO0971), mRNA 


NM 018592 


Homo sapiens hypothetical protein PRO0800 (PRO0800), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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NM 018699 


Homo sapiens PR domain containing 5 (PRDM5), mRNA 


NM_0 17534 


Homo sapiens myosin, heavy polypeptide 2, skeletal muscle, adult (MYH2), 
mRNA 


NMJH8461 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS026 (MDS026), mRNA 


NM 018559 


Homo sapiens lipopolysaccharide specific response-7 protein (LSR7), mRNA 


NM 018694 


Homo sapiens HSVI binding protein (LOC55913), mRNA 


NM 018663 


Homo sapiens 22kDa peroxisomal membrane protein-like (LOC55895), mRNA 


NM 018640 


Homo sapiens neuronal specific transcription factor DAT1 (LOC55885), mRNA 


NM 018639 


Homo sapiens CS box-containing WD protein (LOC55884), mRNA 


NM 018449 


Homo sapiens AD-012 protein (LOC55833), mRNA 


NMJH8658 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 16 
(KCNJ16),mRNA 


NM 018671 


Homo sapiens hypothetical protein (IRO039700), mRNA 


NM 018439 


Homo sapiens hypothetical protein IMPACT (IMPACT), mRNA 


NM 017521 


Homo sapiens FEV protein (HSRNAFEV), mRNA 


NM 017526 


Homo sapiens leptin receptor gene-related protein (HSOBRGRP), mRNA 


NM 017513 


Homo sapiens metaphase chromosome protein 1 (HSMCR30), mRNA 


NM 017532 


Homo sapiens p65 protein (HSAJ2425), mRNA 


NM 018682 


Homo sapiens hypothetical protein HDCMC04P (HDCMC04P), mRNA 


NM 018680 


Homo sapiens hypothetical protein HDCGC21P (HDCGC21P), mRNA 


NM 018428 


Homo sapiens hepatocellular carcinoma-associated antigen 66 (HCA66), mRNA 


NM 017528 


Homo sapiens putative methyltransferase (HASJ4442), mRNA 


NM 017964 


Homo sapiens hypothetical protein FLJ20837 (FU20837), mRNA 


NM 017952 


Homo sapiens hypothetical protein FLJ20758 (FLJ20758), mRNA 


NM 017936 


Homo sapiens hypothetical protein FLJ20707 (FLJ20707), mRNA 


NM 017933 


Homo sapiens hypothetical protein FU20701 (FLJ20701), mRNA 


NM 017931 


Homo sapiens hypotheticalprotein FU20699 (FLJ20699), mRNA 


NM 017911 


Homo sapiens hypothetical protein FLJ2063 5 (FLJ20635), mRNA 


NM 017898 


Homo sapiens hypotheticalprotein FU20605 (FLJ20605), mRNA 


NM 017888 


Homo sapiens hypothetical protein FU20581 (FU20581), mRNA 


NM 017865 


Homo sapiens hypothetical protein FLJ20531 (FU20531), mRNA 


NM 017855 


Homo sapiens hypothetical protein FU20513 (FU20513), mRNA 


NM 017849 


Homo sapiens hypothetical protein FLJ20507 (FLF20507), mRNA 


NM 017845 


Homo sapiens hypothetical protein FLJ20502 (FU20502), mRNA 


NM 017842 


Homo sapiens hypothetical protein FLJ20489 (FU20489), mRNA 


NM 017820 


Homo sapiens hypotheticalprotein FLJ20433 (FU20433), mRNA 


NM 017806 


Homo sapiens hypothetical protein FU20406 (FU20406), mRNA 


NM 017800 


Homo sapiens hypothetical protein FLJ20393 (FLJ20393), mRNA 


NM 017795 


Homo sapiens hypothetical protein FLJ20378 (FLJ20378), mRNA 


NM 017794 


Homo sapiens hypothetical protein FU20375 (FLJ20375), mRNA 


NM 017768 


Homo sapiens hypothetical protein FLJ20331 (FU2033 1), mRNA 


NM 017757 


Homo sapiens hypothetical protein FLJ20307 (FLJ20307), mRNA 


NM 017749 


Homo sapiens hypothetical protein FU20294 (FU20294), mRNA 


NM 017733 


Homo sapiens hypothetical protein FU20265 (FLJ20265), mRNA 


NM 017732 


Homo sapiens hypothetical protein FLJ20262 (FLJ20262), mRNA 


NM 017730 


Homo sapiens hypothetical protein FLJ20259 (FU20259), mRNA 


NM 017723 


Homo sapiens hypothetical protein FLJ20245 (FLJ20245), mRNA 


NM 017720 


Homo sapiens hypothetical protein FLJ20234 (FU20234), mRNA 


NM 017715 


Homo sapiens hypothetical protein FLT20216 (FLJ20216), mRNA 


NM 017667 


Homo sapiens hypothetical protein FLJ20097 (FLJ20097), mRNA 


NM 017652 


Homo sapiens hypothetical protein FLJ20070 (FU20070), mRNA 
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NM 017635 | 


Homo sapiens hypothetical protein FLJ20039 (FLT20039), mRNA 


MM 017632 


Homo sapiens hypothetical protein FLJ20036 (FLT20036), mRNA 


NM 017624 


Homo sapiens hypothetical protein FU20019 (FTJ20019), mRNA 


NM 017623 


Homo sapiens hypothetical protein FLJ20018 (FLJ20018), mRNA 


NM 018390 | 


Homo sapiens hypothetical protein FIJI 1323 (FIJI 1323), mRNA 


NM 018382 


Homo sapiens hypothetical protein FIJI 1 292 (FLJ1 1292), mRNA 


NM 018337 ! 


Homo sapiens hypothetical protein FIJI 1 137 (FIJI 1 137), mRNA 


NM 018320 


Homo sapiens hypothetical protein FIJI 1099 (FIJI 1099), mRNA 


NM 018317 


Homo sapiens hypothetical protein FIJI 1082 (FIJI 1082), mRNA 


NM 018301 


Homo sapiens hypothetical protein FIJI 1016 (FIJI 1016), mRNA 


NM 018295 


Homo sapiens hypothetical protein FIJI 1000 (FIJI 1000), mRNA 


NM 018291 


Homo sapiens hypothetical protein FLJ10986 (FLT10986), mRNA 


NM 018290 


Homo sapiens hypothetical protein FLT10983 (FLJ10983), mRNA 


NM 018280 


Homo sapiens hypothetical protein FLJ10945 (FLJ10945), mRNA 


NM 018266 


Homo sapiens hypothetical protein FLJ10902 (FLF10902), mRNA 


NM 018263 


Homo sapiens hypothetical protein FLJ10898 (FLJ10898), mRNA 


NM 018249 


Homo sapiens hypothetical protein FLJ10867 (FU10867), mRNA 


NM 018233 


Homo sapiens hypothetical protein FLJ10826 (FLJ10826), mRNA 


NM 018202 


Homo sapiens hypothetical protein FU10747 (FU10747), mRNA 


NM 018194 


Homo sapiens hypothetical protein FU10724 (FLJ10724), mRNA 


NM 018191 


Homo sapiens hypothetical protein FLJ10716 (FLJ10716), mRNA 


NM 018134 


Homo sapiens hypothetical protein FLJ10547 (FLT10547), mRNA 


NM 018131 


Homo sapiens hypothetical protein FLJ10540 (FLJ10540), mRNA 


NM 018124 


Homo sapiens hypothetical protein FLJ10520 (FLJ10520), mRNA 


NM 018114 


Homo sapiens hypothetical protein FLJ10496 (FLJ10496), mRNA 


NM 018107 


Homo sapiens hypothetical protein FLJ10482 (FLJ10482), mRNA 1 


NM_0 18098 


Homo sapiens hypothetical protein FU10461 (FLJ10461), mRNA 


NM 018085 


Homo sapiens hypothetical protein FLJ10402 (FLJ10402), mRNA 


NM 018079 


Homo sapiens hypothetical protein FLJ10379 (FLJ10379), mRNA 


NM 018063 


Homo sapiens hypothetical protein FLJ10339 (FU10339), mRNA 


NM 018062 


Homo sapiens hypothetical protein FU10335 (FU10335), mRNA 


NM 018059 


Homo sapiens hypothetical protein FLJ10324 (FLJ10324), mRNA 


NM 018053 


Homo sapiens hypothetical protein FU10307 (FLJ10307), mRNA 


NM 018046 


Homo sapiens hypothetical protein FLJ10283 (FU10283), mRNA 


NM 018006 


Homo sapiens hypothetical protein FLJ10140 (FLJ10140), mRNA 


NM 018004 


Homo sapiens hypothetical protein FLJ10134 (FU10134), mRNA 


NM 017999 


Homo sapiens hypothetical protein FLJ101 11 (FLJ101 1 1), mRNA 


NM 017992 


Homo sapiens hypothetical protein FLJ10083 (FLJ10083), mRNA 


NM 017991 


Homo sapiens hypothetical protein FLF10081 (FU10081), mRNA 


NM 017979 


Homo sapiens hypothetical protein FLJ10043 (FLJ10043), mRNA 


NM 017975 


Homo sapiens hypothetical protein FLJ10036 (FLJ10036), mRNA 


in ivi \s 1 1 y / j 


Homo saniens hvnothetical Drotein FU10034 (FLJ10034), mRNA 


NM 017610 


Homo sapiens hypothetical protein DKFZp761D081 (DKFZp761D081), mRNA 


NM 018457 


Homo sapiens DKFZp564J157 protein (DKFZP564J157), mRNA 


NM_017590 


Homo sapiens hypothetical protein DKFZp434K0920 (DKFZp434K0920), 
mRNA 


NMJH7566 


Homo sapiens hypothetical protein DKFZp434G0522 (DKFZp434G0522), 
mRNA 


NMJ)17612 


Homo sapiens hypothetical protein DKFZp434E2220 (DKFZp434E2220), 
mRNA 


NM 018641 


Homo sapiens chondroitin 4-O-sulfotransferase 2 (C4S-2), mRNA 


NM 018659 


Homo sapiens cytokine-like protein C17 (C17), mRNA 
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NM 018656 


Homo sapiens bladder cancer overexpressed protein (BL0V1), mRNA 


NM 018702 


Homo sapiens double-stranded RNA specific adenosine deaminase (ADAR3), 
mRNA 


NM 014160 


Homo sapiens HSPC070 protein (HSPC070), mRNA 


NM 004288 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains, binding 
protein (PSCDBP), mRNA 


NM 004060 


Homo sapiens cyclin Gl (CCNG1), mRNA 


NM 006521 


Homo sapiens transcription factor binding to IGHM enhancer 3 ( TJf £3), mRNA 


NM 007035 


Homo sapiens keratocan (KERA), mRNA 


NM 000546 


Homo sapiens tumor protein p53 (Li-Fraumeni syndrome) (TP53), mRNA 


NM 003015 


Homo sapiens secreted frizzled-related protein 5 (SFRP5), mRNA 


NM 003012 


Homo sapiens secreted frizzled-related protein 1 (SFRP1), mRNA 


NM 017414 


Homo sapiens ubiquitin specific protease 18 (USP18), mRNA 


NM 016525 


Homo sapiens ubiquitin associated protein (UBAP), mRNA 


NM 017442 


Homo sapiens toll-like receptor 9 (TLR9), mRNA 


NM 016917 


Homo ^aniens nolvmerase (DNA directed), aloha (POLA). mRNA 


NM 016Q/J1 


Homo saniens NADPH oxidase 4 (NOX4V mRNA 


NM 017433 


Homo sapiens myosin IHA (MY03 A), mRNA 


MM 01£Q4£ 

1N1V1 U 1 0>*tO 


Unrnn cam' pirn iimntional adhesion molecule (JAMV mRNA 


INlVl UUjjjO 


Wrtmn cnni pnc innoitnl^TTivoVI Tor 4^-TnononhosT)hatase 1 fEMPAO. mRNA 


MM 017410 


Womo Qflnien*! homeo box C13 fHOXC13") mRNA 


MM 017400 


Homo saniens homeo box C10 ( HOXC 1 0). mRNA 


MM 015Q99 


Homo ^aniens NADfP^ dependent steroid dehvdroeenase-like; H105e3 
(H105E3),mRNA 


NM 004129 


Homo sapiens guanylate cyclase 1, soluble, beta 2 (GUCY1B2), mRNA 


NM 017423 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 7 (GalNAc-T7) (GALNT7), mRNA 


NM 016947 


Homo sapiens G8 protein (G8), mRNA 


NM 017434 


Homo sapiens dual oxidase 1 (DUOX1), mRNA 


MM 012141 


Homo saniens tuftelin-interactinff Drotein (TIP39). mRNA 


MM 017418 


Homo ^aniens deleted in esonhaeeal cancer 1 (DEC1). mRNA 


MM 016Q2Q 


Homo sapiens chloride intracellular channel 5 (CLIC5), mRNA 


MM 017411 

1N1V1 Ul /tl J 


Homo <;aTvipn<i anelin* nentide lieand for APJ recentor TAPELIN). mRNA 


MM 000477 


Homo cnmpnQ fllHnmiti ^ AT.R^ mRNA 

XilHllU odpivllo atuulllill y^^Tj»fjjy, iiiaxa^i^k 


NM__007235 


Homo sapiens exportin, tRNA (nuclear export receptor for tRNAs) (XPOT), 

mRNA 


MM 0045RS 


Wnmn cnnipnQ rptinoir arid recentor resnonder Ttazarotene induced^ 3 
(RARRES3), mRNA 


MM 009 1 ^4 


Unmn csmipnc Vipmp OYVcrpriflSe rdeevclitlQ'^ 2 fHMOX2^ mRNA 


NM 002100 


Homo sapiens glycophorin B (includes Ss blood group) (GYPB), mRNA 




Un—n n atl j Dt . r »1 x »/» rti^Vt /\t*i r» A ^inr»1n/1pc AAM Wort/1 ormir*^ (CvWA.} mRNA 

xiomo sapiens giycopnonn s\ ^lnuiuuca ivhn uiuuu giuup^ ii iuiMin. 


NM 005708 


Homo sapiens glypican 6 (GPC6), mRNA 




Unmrv nonion c- fiKrv-kti A/*fin Ipiipitip tioVi tran CTnpmKriiTiP nrofpiTi 1 fFT.RTI 1 
JIOUIO Sapiens HDruIlCUUil icuuuic iiuii uaiioixivXiiUKLuw piuiwiii i j_axx iy, 

mRNA 


NM 001304 


Homo sapiens carboxypeptidase D (CPD), mRNA 


NMJ13410 


Homo sapiens adenylate kinase 3 (AK3), nuclear gene encoding mitochondrial 
protein, mRNA 


NMJ)02161 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant short, 
mRNA 


NM013417 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant long, 
mRNA 


NM 015836 


Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2), 
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mini ear ppne encodine - mitochondrial protein, lllRNA 


XNlYx vv*ty7A 


Homo sapiens methyl CpG binding protein 2 (Rett syndrome) (MECP2), mRNA 


"MM 00^096 

1N1VL Uuj7aU 


Homo ^aniens methvl-OoG bindine domain protein 3 (MBD3), mRNA 


NM 006150 


Homo saniens LIM domain onlv 6 (LM06). mRNA 


NM 013431 

A^IAVX \J A J"T«J X 


Homo sapiens killer cell lectin-like receptor subfamily C, member 4 (KLRC4), 
mRNA 


NM 001427 

A 'I ATA W A~A» / 


Homo sapiens engrailed homolog 2 (EN2), mRNA 


NM 001426 

A ~ ATX Uu 


Homo sapiens engrailed homolog 1 (EN1), mRNA 


NM 003445 

JL ^ 1Y1 \J\J *J V I 


Homo sapiens zinc ringer protein 155 (pHZ-96) (ZNF155), mRNA 


NM_016220 


Homo sapiens zinc linger protein (ZFD25) (ZFD25), mRNA 


NM 015855 


Homo sapiens Wilms tumor associated protein (WTT-1), mRNA 


NM 015873 


Homo saniens vi 11 in-like fVTLIA mRNA 


NM 016379 


Homo sapiens variable charge protein on X with eight repeats (VCX-8r), mRNA 


NM ft1fi37R 


Homo ^aniens variable charee nrotein on X with two repeats (VCX-2r). mRNA 


ATA/1 A1 <4'J7 


Homo Qaniens tubulin gamma 2 fITJBG2V mRNA 


>JM 016575 


Homo ^aniens TU 12B1-TY nrotein (TU12B1-TY), mRNA 


XN1YL 


Homo <?anipn<? K"R AB-7inc tinffer nrotein SZF1-1 fSZFl). mRNA 


MM" 017979 


Wnmn csmipns Qo1ntf» carrier familv 21 (organic anion transporter), member 1 1 
(SLC21A1 1), mRNA 


Knv>T H 1^0*7 A 
JNM UlJy/O 


TT/vmn canip-nc nntfltivp QPPTPfpH TYrotpin fSTGI 1^ mRNA 
JxOinO od-piCIlo pUuXLlVC acwvlw iynJiw>Aii ^uavji Ay, aaaxxaia^x 


ANjyi_uiozz*f 


TTnmo QnnipnQ SH3 ATiH PX domain-containinff nrotein SH3PX1 fSH3PXiy 
mRNA 


NM 016976 


Homo ^aniens serum/fflucocorticoid reeulated kinase 2 (SGK2), mRNA 


NM 015884 


Homo sapiens S2P protein (S2P), mRNA 


NM 016756 


Homo ^aniens RU2S fRU2> mRNA 


"MM 016791 


Homo QflnipTiQ tvne C elvconrotein fRHCGV mRNA 

XXUIaJLU odJJlL'llo XVI 1 LjrLSw V/ gljr vV/pA uivaaa ^AVLAVViyj iiuvi'* 


tsjm ni sono 

JNlVl__vl Ji'UU 


Homo Qanipns Tiho^nhatidvlserine-snecific nhosnholinase Al alpha (PS-PLA1), 
mRNA 


>JM 016577 


Homo Qnnipns nininriti 2 (NTNJ2 1 mRNA 

XIAJaIIU Odpiwild lUliJUJLllA A» ^A^IXAl J Af^j AAAA VA ui 


XTM 016641 
INiVl v 1 00*+ 1 


Homo ^aniens membrane interactinB nrotein of RGS16 (M1R16), mKNA 


XJM 014710 
1MJLVL vmjLy 


Homo ^flnipns inteffral inner nuclear membrane nrotein fMANll. mRNA 


>JM 016940 


i-Trvmn ni pn q m pi an om a an ti ffen familv E 1 cancer/testis sn ecific fMAGEE 1 ) , 
mRNA 


NM 016153 


Homo saniens LW-1 fLW-l\ mRNA ! 


NM 016551 


Homo sapiens seven transmembrane protein TM7SF3 (TM7SF3), mRNA 


NM 016590 


Homo saniens ATPase aminonhosnholinid transporter-like, Class I, type 8A, 
member 2 CATP8A2) mRNA 


NM 016432 


Homo sapiens synoretin (LOC51749), mRNA 


MM 016769 
JNJV1 UIOjOZ 


Homo QanipnQ crhrplin nrpnur^or fT.OC51738\ mRNA 


XTM 016970 
JNJV1 UIOz/U 


Homo ianien«; TCninnel-lilce factor rLOC51713\ mRNA 


NM 016243 


Homo sapiens cytochrome b5 reductase 1 (B5R.1) (LOC51706), mRNA 


XTNVT Oi£T11 

1NM UlOZJl 


IX/vmrk cqtii<»tic Tif»mr% lilrp Irinacp C\ 0^^1701 i mRNA 
rLOmO S dpi CI lb IicmO'-ll&.C AlUaaC ^LUV/J I / vi;, uixvx'NiT. 


NM UlOZZj 


tTnmrv canipnc PVifj hmp TTTn nrotpin fT OP5l698^ mRNA 

XaOITIU odpiCilO AVlLL^ LjPC XXXil piULCill L\SSVJy tAAAXAIA^k. 


NM 016219 


Homo sapiens alpha 1,2-mannosidase (LOC51697), mRNA 


NM 016217 


Homo sapiens hHDC for homolog of Drosophila headcase (LOC51696), mRNA 


NMJH6199 


Homo sapiens U6 snRNA-associated Sm-like protem LSm7 (LOC51690), 
mRNA 


NM 016171 


Homo sapiens prothymosin al4 (LOC51685), mRNA 


NM 016447 


Homo sapiens MAGUK protein p55T; Protem Associated with Lins 2 
(LOC5 1678), mRNA 


NM 016126 


Homo sapiens HSPC034 protein (LOC51668), mRNA 


NM 016118 


Homo sapiens NY-REN- 18 antigen (LOC51667), mRNA 
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XTTV/f f.1£A*7Q 


Uftrnn cam'pnc PflT 1 _1Q nrntpm fi mRNA 

__orno Sapiens v^oi'in;* pruicin ^jlfWv/J iujA-y> uuvii-r- 


JNM UloUoz 


TJnmn catviVnc P<TT 19R TlTfltpitl fi OPS 1647^ mRNA 

xiomo Sapiens v_aji-izo pruicm ^JL.wv-/Jiut/y, uuviirv 


JNM UIOUj/ 


Jtiomo Sapiens v^vji-izu pruicm ^Lu^jio*rt^ iiiivi^n 


INM UlOlOO 


TTrtrnr* conipnc PHT-I 1 Q nrntpin fi DPS1 64^ mRNA 

xiomo Sapiens vaji-i iy pruicm ^luuj i utj /, iiuxrx/_ 


XTA/T A1 £ ft/17 


Uatvia conipnc PPT-1 1 ft nrntpin fi OPS1 mRNA 

xiomo Sapiens v^vji-i iu pruicm ^Luv^jioj^j) iiuviirv 


JNM UloUlO 


UnTYiA can^pnc PPT_£Q nrntpin fi flP^ 1 690/. mRNA 

Xiomo Sapiens v_aji~o> pruicm ^lv^/v^j ivLyj) iiiixtn-tv 


JNMUloUUo 


Unmn e_ni~nc PPT-ftft nrntpin fi OPS 1 fv?.V. mRNA 

xiomo Sapiens v_/vji ou pruicm ^iAy^jiuz»u^, uuvtn/- 


iNM uijyyj 


Tj«mrt comonc If runnel J i Vp fantnr 1 ^ fl^T "PI ^ mRNA 

xiomo Sapiens jsiuppewiKc iacior i j ^i_i_>r a jj, uu\iyr\. 


XTKjT A1 coca 

rsM uisy&u 


Uatwa miotic TJX/fPI 0 nrntpin fi* OP^I f»1 7^ mRNA 

xiomo sapiens Jtiivix i y pruicm 101 / ) t ujj\x*r\ 


JNM UlJiOo 


u Amn oom'pnc PfJT-^ft nrntpin fi OPS 161 1^ mRNA 
xiomo Sapiens i_ajj.-jv pruicm ^i_a^^»j iui i ) y iiu\j.>/\ 


JNM UJj^4i 


Wnmn eanipnc PfrT-1 1 nrntpin fi OPSInftn^ mRNA 

Xiomo Sapiens i»aji-i i pruicin ^LUvyj iuv/U/, iiiin_.i_- 


XTAyf ni<IQ^7 

JNM UID^J/ 


u nTT1 A canipnQ Cd\J\(\ nrntpin fi OPS 1604^ mRNA 

X1UII1U bdpiCIiO V^VJI^U ^JlUieiXl ^LrVV/JlVVt^j i___\_.T|_r_ 


NM 015929 


Homo sapiens lipoyltransferase (LOC51601), mRNA 


NM 015921 


Homo sapiens divalent cation tolerant protein CUTA (LOC51596), mRNA 


NM 015908 


Homo sapiens arsenate resistance protein ARS2 (ARS2), mRNA 


NM 015875 


Homo sapiens unnamed HERV-H protein (LOC51581), mRNA 


NM 015874 


Homo sapiens H-2K binding factor-2 (LOC5 1580), mRNA 


NM 016283 


Homo sapiens adrenal gland protein AD-004 (LOC51578), mRNA 


NM 016644 


Homo sapiens mesenchymal stem cell protein DSC54 (LOC51334), mRNA 


NM 016643 


Homo sapiens mesenchymal stem cell protein DSC43 (LOC51333), mRNA 


NM 016642 | Homo sapiens beta V spectrin (BSPECV), mRNA 


NM 016638 


Homo sapiens SRp25 nuclear protein (LOC51329), mRNA 


NM 016637 


tt 1 rw /^\/*^_" i ij^oN __.T>XT A 

Homo sapiens ncaml (LOC5 1328), niRNA 


NM 016633 


Homo sapiens EDRF protein (LOC51327), mRNA 


NM 016625 


Homo sapiens hypothetical protein (LOC51319), mRNA 


NM 016622 


Homo sapiens hypothetical protein (LOC5 1318), mRNA 


NM 016621 


Homo sapiens hypothetical protein (LOC51317), mRNA 


NM_016609 


Homo sapiens hBOlT for potent brain type organic ion transporter (LOC5 1310), 
mRNA 


NM 016606 


Homo sapiens SGC32445 protein (LOC51308), mRNA 


NM_016591 


Homo sapiens core 2 beta-l,6-N-acetylglucosammyltransferase 3 (LOC51301), 
mRNA 


NM 016585 


Homo sapiens testicular haploid expressed gene (THEG), mRNA 


NM 016573 


Homo sapiens Gem-interacting protein (LOC51291), mRNA 


NM_016568 


Homo sapiens G-protein coupled receptor S ALPR; somatostatin and angiotensin- 
like peptide receptor (LOC5 1289), mRNA 


NM 016566 


Homo sapiens pparl (LOC51288), mRNA 


NM 016563 


Homo sapiens Ris (LOC51285), mRNA 


NM 016548 


Homo sapiens golgi membrane protein GP73 (LOC51280), mRNA 


NM 016499 


Homo sapiens hypothetical protein (LOC5 1259), mRNA 


NM 016490 


Homo sapiens hypothetical protein (LOC51252), mRNA 


NM 016466 


Homo sapiens hypothetical protein (LOC5 1239), mRNA 


NM 016459 


Homo sapiens hypothetical protein (LOC5 1237), mRNA 


NM 016449 


Homo sapiens hypothetical protein (LOC51233), mRNA 


NM 016440 


Homo sapiens VRK3 for vaccinia related kinase 3 (LOC51231), mRNA 


NM_016427 


Homo sapiens transcription elongation factor (SHI) elongin A2 (TCEB3L), 
mRNA 


NM 016423 


Homo sapiens zinc finger protein 219 (ZNF219), mRNA 


NM_016361 


Homo sapiens LPAP for lysophosphatidic acid phosphatase (LOC51205), 
mRNA 


NM 016353 


Homo sapiens rec (LOC51201), mRNA 


NM 016349 


Homo sapiens susceptibility protein NSG-x (LOC5 1 198), mRNA 
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XpV/f 016141 


Homo sapiens pancreas-enriched phospholipase C (LOC51 196), mRNA 


iN 1V1 VlOjArJ 


Homo sat>iens cvclin-E binding protein 1 (LOC51 191), mRNA 


"NfM 016317 


Homo saniens neutral sohineomvelinase (LOC51 190), mRNA 


lNivi v i u*>ou 


Homo saniens carbonvl reductase (LOC5 1181), mRNA 


01696Q 


Homo saniens lvmnhoid enhancer binding factor- 1 (LOC51 176), mRNA 


\TN/f 016945 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR2 
CLOC5 1170), mRNA 


lsIA/T 01694.1 


Homo saniens endomucin-1 (X.OC5 1 169), mRNA 


MM 016930 


Homo saniens flavohemonrotein b5+b5R (LOC5 1 167), mRNA 


>JM 016991 

1N1V1 V 1 U^ii L 


Homo saniens dvnactin o62 subunit (LOC5 1 164), mRNA 


NM 016915 


Homo saniens NEU1 nrotein (LOC5 1 162), mRNA ! 


mu 016910 


Homo sapiens g20 protein (LOC5 1161), mRNA 


vnu 016161 

1N1V1 vlOlOl 


Homo saniens alnha-1 4-N-acetYlKlucosaminvltransferase (LOC5 1 146), mRNA 


>JM 016123 


Homo sapiens putative protein kinase NY-REN-64 antigen (LOC51 135), mRNA 


"MM 016190 


TTomo ^aniens nutative rine zinc fineer nrotein NY-REN-43 antigen 
(LOC51132) mRNA 


NM 016033 

JN IVl V 1 UvJ J 


Homo saniens CGI-90 Drotein (LOC51115), mRNA 


NM 016032 


Homo sapiens CGI-89 protein (LOC51 1 14), mRNA 


NM 016030 


Homo saniens CGI-87 Drotein (LOC5 1112), mRNA 


NM 016098 


Homo sapiens CGI-85 protein (LOC5 1111), mRNA 


NM 016027 


Homo sapiens CGI-83 protein (LOC5 1110), mRNA 


NM 016099 


Homo saniens CGI-78 nrotein (LOC51 107), mRNA 


NM 016018 


Homo sapiens CGI-72 protein (LOC5 1 105), mRNA 


NM 016013 


Homo saniens CGI-65 nrotein (LOC5 1 103), mRNA 


NM 016011 

1N1V1 V I \J\J 1 1 


Homo sapiens CGI-63 protein (LOC5 1 102), mRNA 


NM 016006 


Homo sapiens CGI-58 protein (LOC5 1099), mRNA 


NM 015QQ9 


Homo saniens CGI-45 nrotein (LOC51094), mRNA 


NM 015982 


Homo sapiens germ cell specific Y-box binding protein (LOC51087), mRNA 


NM 015963 


Homo sapiens CGI-36 protein (LOC51078), mRNA 


NM 015959 


Homo sapiens CGI-31 protein (LOC51075), mRNA 


NM 01 5950 

IN JV1 UIJ7JU 


Homo saniens CGI-22 nrotein (LOC51069), mRNA 


NM 015938 


Homo saniens CGI-07 nrotein (LOC51068), mRNA 


NM 015916 


Homo saniens hypothetical nrotein (LOC51063), mRNA 


NM 015914 


Homo sapiens hypothetical protein (LOC51061), mRNA 


NM 015910 


Homo sapiens hypothetical protein (LOC5 1057), mRNA 


INM UlOyUl 


Wrvmr* conipnc nnVnnwn f[ OC51 055^ mRNA 


XTA/f A1 CQQ1 

JNM UIjoVj 


Unmn cani'pnc rkr**nrnnrr»1flf*ti , n~T*plftflQi'n<y Tlfifntide C\jOC5 1052V mRNA 


VTNyT A1 <QC7 

NM_UIOoo/ 


UrtTYirt eamanc r*ntQfiv<» -nprovicniTip mipmViodv Tvrotem 175 1 (LOC51051). 

XlOlnU SapiCIlo PUUILIVC pClUAl&UlIIG ilUl/iUUlrUy yiuiviii l i i. yuws>/ */, 

rrVRNA 


XTA/f A1 CQQO 

NM UIjooU 


ITrvmn canine "RTH-liVp 14-1 (T 0051047^ mRNA 


NM U1D5// 


Wn-mft ca-nipnc TCmrmpl-flQQfiniated box OTOtein (X.OC5 10451. mRNA 


xnvvf m ^S£l 
JNJYL UIOoOj 


Wnmn 5nnif*n«: ciirfartflnt nrotein B fLOC5 10411 mRNA 


iNJVl_Ui3oj*t 


Hntnri canipnc rptinnir nniH rprpntor-heta associated onen readinc frame 
(LOC5 1036), mRNA 


NM 015849 


Homo sapiens pancreatic elastase IIB (LOC51032), mRNA 


NM 016075 


Homo sapiens CGI-145 protein (LOC51028), mRNA 


NM 016074 


Homo sapiens CGI-143 protein (LOC51027), mRNA 


NM 016063 


Homo sapiens CGI-130 protein (LOC51020), mRNA 


NM 016048 


Homo sapiens CGI-111 protein (LOC51015), mRNA 


NM 016044 


Homo sapiens CGI-105 protein (LOC51011), mRNA 


NM 015947 


Homo sapiens CGI-1 8 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CGI-121 protein (LOC51002), mRNA 
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NM 015948 


Homo sapiens CGI- 19 protein (LOC51000), mRNA 


NM 016040 


Homo sapiens CGI-100 protein (LOC50999), mRNA 


NM 016571 


Homo sapiens lengsin (LGS), mRNA 


NM 015868 


Homo sapiens NK-receptor (KIR-023GB), mRNA 


NM 016281 


Homo sapiens STE20-like kinase (JDC), mRNA 


NM 016358 ! 


Homo sapiens iroquois homeobox protein 4 (ERX4), mRNA 


NM 016291 


Homo sapiens mammalian inositol hexakisphosphate kinase 2 (DP6K2), mRNA 


NM 015848 


Homo sapiens cytokeratin 2 (HUMCYT2A), mRNA 


NM 016506 


Homo sapiens hypothetical protein (HSPC252), mRNA 


NM 016498 


Homo sapiens hypothetical protein (HSPC242), mRNA 


NM 016460 


Homo sapiens hypothetical protein (HSPC192), mRNA 


NM 016390 


Homo sapiens hypothetical protein (HSPC109), mRNA 


NM 016091 


Homo sapiens HSPC025 (HSPC025), mRNA 


NM 016522 


Homo sapiens neiirotrimin (HNT), mRNA 


NM 016258 


Homo sapiens high-glucose-regulated protein 8 (HGRG8), mRNA 


NM 016173 

X ™ XYX \J X \J X / 


Homo sapiens HEMK homolog 7kb (HEMK), mRNA 


NM 016516 


Homo sapiens tumor antigen SLP-8p (HCC8), mRNA 


NM 016540 


Homo sapiens G protein-coupled receptor 72 (GPR72), mRNA 


NM 012196 


Homo sapiens G antigen 8 (GAGE8), mRNA 


NM 015898 


Homo sapiens HTV-1 inducer of short transcripts binding protein (FBI1), mRNA 


NM 016357 


Homo sapiens epithelial protein lost in neoplasm beta (EPLIN), mRNA 


NM 016718 

1 >AVX V 1 VJx« 1 o 


Hnmn saniens nolvmerase fDN A -directed i kanoa fPOLlO mRNA 


NM 016240 


Homo saniens CSR1 nrotein (CSR1 1 mRNA 


NM 016073 


Homo saniens CGI- 142 CCGI-142i mRNA 


NM 016315 

1 1 1VA \J 1 UJ 1 */ 


Homo saniens CED-6 nrotein (CED-61 mRNA 


NM 016620 

i > 1V1 Vj 1 VJULv 


Homo saniens hvnothetical nrotein (RM-005^ mRNA 


NM 015896 


Homo saniens HI .11 nrotein rBLui mRNA 


NM 016426 


Homo sapiens G-2 and S-phase expressed 1 (GTSE1), mRNA 


NM 01SQ9R 

rNlYX V A jyttO 


Hrvmo saniens anHroffpn-indncpd nrostatp nroliferarivp shutoff associated nrotein 
CAS3, mRNA 


NM 016238 


Homo saniens ananhase-nromotini? comnlex subunit 7 (APC7 1 mRNA 


NM 016376 


Homo sapiens ANKHZN protein (ANKHZN), mRNA 


NM 016287 


Unrnn saniens adpnvlate kinase 3 alnha likp f AICT 3T 1 mRNA 


NM m MS^ 


Wnmo ^aniens SH3 nrotein (AF3P21 1 mRNA 


NM 016614 


Homo ^aniens TRAF and TNF recentor-associated nrotein fAD022i mRNA 


NM 01S36S 


Homo Qanipns Alnort svndromp mpntal retardation midface hvnonlasia and 
pllintocvtosis chromosomal region t?ene 1 ( AMM^ECRl V mRNA 


NM 007126 


Homo sapiens valosin-containing protein (VCP), mRNA 


NM 001 OSQ 

XNIVX WivJ/ 


Homo saniens tachvkinin rpcentor 3 fTACR3^ mRNA 


NM 005963 


Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MYH1), 

mRNA 


NM 00^^61 


HrtTtin campns Ivsosomal-acsoriatpd mpmWranp nrotein 1 rT^AMTIi mRNA 




TTrvrvirt cQTiipnc vitamiTi A rpcnAnciv^* /*vfr\cVp1ptrvn TplatpH TTWA i TnPjNfA 
Xxumi/ otipiciio viuuiiiii r\ iCopuiiaiVC, ujiuoaxvICUJxx lgiaiwu vy x\y, ixxcvx^irx. 


NM 000854 

1 1 1VJL WVU*/" 


Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA 


NM 002046 


Homo sapiens glyceraldehyde-3-phosphate dehydrogenase (GAPD), mRNA 


NM_001953 


Homo sapiens endothelial cell growth factor 1 (platelet-derived) (ECGF1), 
mRNA 


NM_000927 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 
fABCBl),rnRNA 


NM 015686 


Homo sapiens TED protein (TED), mRNA 


NM 014070 


Homo sapiens STG protein (STG), mRNA 


NM 014069 


Homo sapiens SPR1 protein (SPR1), mRNA 



458 



WO 03/074654 



PCT7US03/05028 



NM 014068 


Homo sapiens SEEK1 protein (SEEK1), mRNA 


NM 014051 


Homo sapiens PTD01 1 protein (PTD01 1), mRNA 


NM 014109 


Homo sapiens PRO2000 protein (PRO2000), mRNA 


NM 014107 


Homo sapiens PR01992 protein (PR01992), mRNA 


NM 014095 


Homo sapiens PRO1600 protein (PRO1600), mRNA 


NM 014084 


Homo sapiens PRO0806 protein (PRO0806), mRNA 


NM 014130 


Homo sapiens PRO0483 protein (PRO0483), mRNA 


NM 014082 


Homo sapiens PRO0397 protein (PRO0397), mRNA 


NM 014125 


Homo sapiens PRO0327 protein (PRO0327), mRNA 


NM 014081 


Homo sapiens PRO0297 protein (PRO0297), mRNA 


NM 014037 


Homo sapiens NTT5 protein (NTT5), mRNA 


NMJ) 15367 


Homo sapiens MIL1 protein (MIL1), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 014060 


Homo sapiens MCT-1 protein (MCT-1), mRNA 


NM 014892 


Homo sapiens KIAA1 116 protein (KIAA1 116), mRNA 


NM 014968 


Homo sapiens KIAA1 104 protein (KIAA1 104), mRNA 


NM 014915 


Homo sapiens KIAA1074 protein (KIAA1074), mRNA 


NM 014911 


Homo sapiens KIAA1048 protein (KIAA1048), mRNA 


NM 014965 


Homo sapiens KIAA1042 protein (KIAA1042), mRNA 


NM 014947 


Homo sapiens KIAA1041 protein (KIAA1041), mRNA 


NM 014923 


Homo sapiens KIAA0970 protein (KIAA0970), mRNA 


NM 015310 


Homo sapiens KIAA0942 protein (KIAA0942), mRNA 


NM 015057 


Homo sapiens KIAA0916 protein (KIAA0916), mRNA 


NMJ) 14944 


Homo sapiens KIAA091 1 protein (KIAA091 1), mRNA 


NM 014961 


Homo sapiens KIAA0871 protein (KIAA0871), mRNA 


NM_014941 


Homo sapiens KIAA0852 protein (KIAA0852), mRNA 


NM 015376 


Homo sapiens KIAA0846 protein (KIAA0846), mRNA 


NM014715 


Homo sapiens KIAA07 1 2 gene product (KIAA07 1 2), mRNA 


NM 014871 


Homo sapiens KIAA0710 gene product (KIAA0710), mRNA 


NM 014799 


Homo sapiens hephaestin (HEPH), mRNA 


NMJ) 14678 


Homo sapiens KIAA0685 gene product (KIAA0685), mRNA 


NM 014011 


Homo sapiens KIAA0671 gene product (KIAA0671), mRNA 


NM 014741 


Homo sapiens KIAA0652 gene product (KIAA0652), mRNA 


NM 014662 


Homo sapiens KIAA0645 gene product (KIAA0645), mRNA 


NM 014838 


Homo sapiens KIAA0637 gene product (KIAA0637), mRNA 


NM 014774 


Homo sapiens KIAA0494 gene product (KIAA0494), mRNA 


NM 014870 


Homo sapiens KIAA0478 gene product (KIAA0478), mRNA 


NM_014856 


Homo sapiens KIAA0476 gene product (KIAA0476), mRNA 


NM 014864 


Homo sapiens KIAA0475 gene product (KIAA0475), mRNA 


NM 014857 


Homo sapiens KIAA0471 gene product (KIAA0471), mRNA 


NM 014812 


Homo sapiens KIAA0470 gene product (KIAA0470), mRNA 


NM 014826 


Homo sapiens KIAA045 1 gene product (KIAA045 1), mRNA 


NM 014675 


Homo sapiens KIAA0445 gene product (KIAA0445), mRNA 


NM 014751 


Homo sapiens KIAA0429 gene product (KIAA0429), mRNA 


NM 014724 


Homo sapiens KIAA0426 gene product (KIAA0426), mRNA 


NM 014684 


Homo sapiens KIAA.0373 gene product (KIAA0373), mRNA 


NM 014809 


Homo sapiens KIAA03 19 gene product (KIAA03 19), mRNA 


NM 014727 


Homo sapiens KIAA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KIAA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 
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NM 015153 


Homo sapiens KIAA0244 protein (KIAA0244), mRNA 


NM 014747 


Homo sapiens KIAA0237 gene product (KIAA0237), mRNA 


NM 014873 


Homo sapiens KIAA0205 gene product (KIAA0205), mRNA 


NM 014846 


Homo sapiens KIAA0196 gene product (KIAA0196), mRNA 


NM 014738 


Homo sapiens KIAA0195 gene product (KIAA0195), mRNA 


NM 014640 


Homo sapiens KIAA0173 gene product (KIAA0173), mRNA 


NM 014666 


Homo sapiens KIAA0171 gene product (KIAA0171), mRNA 


NM 014641 


Homo sapiens KIAA0170 gene product (KIAA0170), mRNA 


NM_0 14737 


Homo sapiens Ras association (RalGDS/AF-6) domain family 2 (RASSF2), 
mRNA 


NM 014770 


Homo sapiens KIAA0167 gene product (KIAA0167), mRNA 


NM 014739 


Homo sapiens KIAA0164 gene product (K1AA0164), mRNA 


NM J) 14865 


Homo sapiens chromosome condensation-related SMC-associated protein 1 
(KIAA0159),mRNA 


NM 014748 


Homo sapiens K1AA0064 gene product (KIAA0064), mRNA 


NM 014876 


Homo sapiens KIAA0063 gene product (KIAA0063), mRNA 


NM 014764 


Homo sapiens DAZ associated protein 2 (DAZAP2), mRNA 


NM 014875 


Homo sapiens KIAA0042 gene product (KIAA0042), mRNA 


NM 014642 


Homo sapiens KIAA0036 gene product (KIAA0036), mRNA 


NM 015340 


Homo sapiens leucyl-tRNA synthetase, mitochondrial (KIAA0028), mRNA 


NM 014634 


Homo sapiens KIAA0015 gene product (KIAA0015), mRNA 


NM 014783 


Homo sapiens KIAA0013 gene product (KIAA0013), mRNA 


NM 014008 


Homo sapiens JM1 protein (JM1), mRNA 


NMJH4066 


Homo sapiens HT002 protein; hypertension-related calcium-regulated gene 
(HT002), mRNA 


NM 014154 


Homo sapiens HSPC056 protein (HSPC056), mRNA 


NM 014153 


Homo sapiens HSPC055 protein (HSPC055), mRNA 


NM_014150 


Homo sapiens HSPC052 protein (HSPC052), mRNA 


NM 014149 


Homo sapiens HSPC049 protein (HSPC049), mRNA 


NM 014029 


Homo sapiens HSPC022 protein (HSPC022), mRNA 


NM 014027 


Homo sapiens HSPC018 protein (HSPC018), mRNA 


NM 014019 


Homo sapiens HSPC009 protein (HSPC009), mRNA 


NM 015372 


Homo sapiens hypothetical protein (HSN44A4A), mRNA 


NM 015343 


Homo sapiens hypothetical protein (HSA01 1916), mRNA 


NMJH4063 


Homo sapiens src homology 3 domain-containing protein HJP-55 (HIP-55), 
mRNA 


NM 014052 


Homo sapiens GW128 protein (GW128), mRNA 


NM 014888 


Homo sapiens predicted osteoblast protein (GS3786), mRNA 


NM 014030 


Homo sapiens G protein-coupled receptor kinase-interactor 1 (GUI), mRNA 


NM 014077 


Homo sapiens DKFZP586O0120 protein (DKFZP5 8600120), mRNA 


NM 015425 


Homo sapiens DKFZP586M0122 protein (DKFZP586M0122), mRNA 


NM 015456 


Homo sapiens DKFZP586B0519 protein (DKFZP586B0519), mRNA 


NM 015393 


Homo sapiens DKFZP564O0823 protein (DKFZP564O0823), mRNA 


NM 015421 


Homo sapiens DKFZP564K2062 protein (DKFZP564K2062), mRNA 


NM 015415 


Homo sapiens DKFZP564B167 protein (DKFZP564B167), mRNA 


NM 015527 


Homo sapiens DKFZP434P1750 protein (DKFZP434P1750), mRNA 


NM 015458 


Homo sapiens DKFZP434K171 protein (DKFZP434K171), mRNA 


NM 015599 


Homo sapiens N-acetylglucosamine-phosphate mutase (AGM1), mRNA 


NM 015434 


Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 


NM 015699 


Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 


Homo sapiens hypothetical protein (CL640), mRNA 


NM 015702 


Homo sapiens hypothetical protein (CL25022), mRNA 
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NM 015703 


Homo sapiens CGI-96 protein (CGI-96), mRNA 


NM 015380 


Homo sapiens CGI-51 protein (CGI-51), mRNA 


NM 014143 


Homo sapiens B7-H1 protein (B7-H1), mRNA 


NM 014062 


Homo sapiens ART-4 protein (ART-4), mRNA 


NM 014596 


Homo sapiens zinc ribbon domain containing, 1 (ZNRD1), mRNA 


NM 014519 


Homo sapiens zinc finger protein 232 (ZNF232), mRNA 


NM 014437 


Homo sapiens zinc/iron regulated transporter-like (ZIRTL), mRNA 


NM 015363 


Homo sapiens zinc finger, imprinted 2 (ZIM2), mRNA 


NM 014232 


Homo sapiens vesicle-associated membrane protein 2 (synaptobrevin 2) 
(VAMP2), mRNA 


NM_014233 


Homo sapiens upstream binding transcription factor, RNA polymerase I (UBTF), 
mRNA 


NM 014235 


Homo sapiens ubiquitin-like 4 (UBL4), mRNA 


NM 014383 


Homo sapiens testis zinc finger protein (TZFP), mRNA 


NM 014547 


Homo sapiens tropomodulin 3 (ubiquitous) (TMOD3), mRNA 


NM_0 14548 


Homo sapiens tropomodulin 2 (neuronal) CTMOD2), mRNA 


NM 014464 


Homo sapiens tubulointerstitial nephritis antigen (TIN-AG), mRNA 


NM 014258 


Homo sapiens synaptonemal complex protein 2 (S YCP2), mRNA 


NM 014370 


Homo sapiens serine/threonine kinase 23 (STK23), mRNA 


NM 014264 


Homo sapiens serine/threonine kinase 18 (SIX 18), mRNA 


NM 014467 


Homo sapiens sushi-repeat protein (SRPUL), mRNA 


NM 014230 


Homo sapiens signal recognition particle 68kD (SRP68), mRNA 


NM 014320 


Homo sapiens putative heme-binding protein (SOUL), mRNA 


NM 014426 


Homo sapiens sorting nexin 5 (SNX5), mRNA 


NM 014311 


Homo sapiens single-strand selective monofunctional uracil DNA glycosylase 
(SMUG1), mRNA 


NM 014270 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 9 (SLC7A9), mRNA 


NM_014252 


Homo sapiens solute carrier family 25 (mitochondrial carrier; ornithine 
transporter) member 15 (SLC25A15), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 014251 


Homo sapiens solute carrier family 25, member 13 (citrin) (SLC25A13), mRNA 


NM 014442 


Homo sapiens sialic acid binding Ig-like lectin 8 (SIGLEC8), mRNA 


NM 014521 


Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA 


NM 014554 


Homo sapiens sentrin/SUMO-specific protease (SENP1), mRNA 


NM 014563 


Homo sapiens spondyloepiphyseal dysplasia, late (SEDL), mRNA 


MM 014191 


TTnmn ^aniens sodium channel voltage j?ate<L tvoe VTEL aloha nolvnentide 
CSCN8A) mRNA 


NM 014139 


Homo sapiens sodium channel, voltage-gated, type XH alpha polypeptide 
(SCN12A), mRNA 


NM 014363 


Homo sapiens spastic ataxia of Charlevoix-Saguenay (sacsin) (SACS), mRNA 


NM 014285 


Homo sapiens homolog of Yeast RRP4 (ribosomal RNA processing 4), 3-5- 
exoribonuclease (RRP4), mRNA 


NM_014496 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 6 (RPS6KA6), 
mRNA 


NM 014245 


Homo sapiens ring finger protein 7 (RNF7), mRNA 


NM 014372 


Homo sapiens ring finger protein 1 1 (RNF1 1), mRNA 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP-binding protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBX1), mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), mRNA 


NM 014488 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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NM 014353 


Homo sapiens RAB26, member RAS oncogene family (RAB26), mRNA 


NM 014410 

111"! V X » i4V 


Homo sapiens clusterin-like 1 (retinal) (CLUL1), mRNA 


NM 015725 


Homo sapiens photoreceptor outer segment all-trans retinol dehydrogenase 
(PRRDH), mRNA 


NM_005973 


Homo sapiens papillary renal cell carcinoma (translocation-associated) (PRCC), 
mRNA 


NM 014337 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 2 (PPLL2), mRNA 


NM 014348 


Homo sapiens similar to rat integral membrane glycoprotein POM121 
(POM121Ll),mRNA 


NM 015720 


Homo saniens endoelvcan fPODLX2^ mRNA 


NM 014386 


Homo saoiens oolvcvstic kidnev disease 2-like 2 (PKD2L2) mRNA 

XJLV/Xliw uUpiviiw r y J «»*V JXIVU1VJ uiwvUWV xxxvw y-* x.^m.i^ i ttwjj aiuv 


NM 014190 


Homo carriers FRNA-2 co-activator H OOkTfi (olOO^ mRNA 


NM 014121 


Homo ^anieriQ oriffin recognition comnlex subunit 6 Yveast homoloffVHke 
(ORC6L), mRNA 


NM 014566 


Homo saoiens olfactorv recentor familv 1 subfamilv D member 5 fORlD5^ 
mRNA 


NM 014565 


Homo sapiens olfactory receptor, family 1, subfamily A, member 1 (OR1A1), 
mRNA 


NM 014352 


Homo sapiens POU transcription factor (OCT1 1), mRNA 


NM 014581 


Homo sapiens odorant-binding protein 2B (OBP2B), mRNA 


NM 014582 


Homo sapiens odorant-binding protein 2A (OBP2A), mRNA 


NM 014142 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 5 
(NUDT5), mRNA 


NMJ)14502 


Homo sapiens nuclear matrix protein NMP200 related to splicing factor PRP19 
(NMP200), mRNA 


NM 014328 


Homo sapiens nesca protein (NESCA). mRNA 


NM_0 14222 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8 
(19kD, PGIV) (NDUFA8), mRNA 


NM 015678 


Homo sapiens neurobeachin (NBEA), mRNA 


NM 014461 


Homo sapiens contactin 6 (CNTN6), mRNA 


NM 014520 


Homo sapiens MYB binding protein (P160) la (MYBBP1 A), mRNA 


NM 014221 


Homo sapiens mature T-cell proliferation 1 (MTCP1), mRNA 


NM 005927 


Homo sapiens microfibrillar-associated protein 3 (MFAP3), mRNA 


NM 014623 


Homo sapiens male-enhanced antigen (ME A), mRNA 


NM 014462 


Homo sapiens Lsml protein (LSM1), mRNA 


NM 014622 


Homo sanipn^ 1o*;<: ofhetero7Vffo^itv 1 1 chromosomal region 2 ffene A 
(LOHllCR2A),mRNA 


NM 014240 


Homo sapiens L1M domains containing 1 (LIMD1), mRNA 


NM 014564 


Homo sapiens LIM homeobox protein 3 (LHX3), mRNA 


NM 014553 


Homo <;anien<! LBP nrotein CI BP-9^ mRNA 


NM 014387 


Homo sapiens linker for activation of T cells (LAT), mRNA 


NM 014379 


Hnmr* caniPTic npurnnnl Tints <SQiiirn oVinntipl Jtlnha ciiriiTmt fTCVrt 1 1 mRNA 


NM014514 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, short 
cytoplasmic tail, 1 (KIR3DS1), mRNA 


NM014513 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 5 (KIR2DS5), mRNA 


NMJH4512 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 1 (KIR2DS1), mRNA 


NM_014511 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 3 (KIR2DL3), mRNA 


NM014219 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 2 (KIR2DL2), mRNA 
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NM_014218 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 1 (KIR2DL1), mRNA 


NMJH4765 


Homo sapiens translocase of outer mitochondrial membrane 20 (yeast) homolog 
(KIAA0016),mRNA 


NMJH4406 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 3-like (KCNMB3L), mRNA 


NMJH4407 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M beta member 3 (KCNMB3), mRNA 


NM 014216 


Homo sapiens inositol 1,3,4-triphosphate 5/6 kinase (ITPK1), mRNA 


NM 014425 


Homo sapiens inversin (INVS), mRNA 


NM 014214 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 2 (LMPA2), mRNA 


NM_014271 


Homo sapiens interleukin 1 receptor accessory protein-like 1 OL1RAPL1) 
mRNA 


NM 014339 


Homo sapiens interleukin 17 receptor (IL17R), mRNA 


NM 014443 


Homo sapiens interleukin 17B (IL17B), mRNA 


NM 014333 


Homo sapiens immunoglobulin superfamily, member 4 (IGSF4), mRNA 


NM 014262 


Homo sapiens hypothetical protein B (HSU47926), mRNA 


NM 014424 


Homo sapiens heat shock 27kD protein family, member 7 (cardiovascular) 
(HSPB7), mRNA 


NM 014473 


Homo sapiens putative dimethyladenosine transferase (HSA9761), mRNA 


NM 015370 


Homo sapiens hypothetical protein (HS747E2A), mRNA 


NM 015371 


Homo sapiens hypothetical protein (HS322B1A), mRNA 


NM 014345 


Homo sapiens endocrine regulator (HRIHFB2436), mRNA 


NM 014255 


Homo sapiens transmembrane protein 4 (TMEM4), mRNA 


NM_014257 


Homo sapiens CD209 antigen-like (CD209L), mRNA 


NM 014213 


Homo sapiens homeo box D9 (HOXD9), mRNA 


NM 014620 


Homo sapiens homeo box C4 (HOXC4), mRNA 


NM 014212 


Homo sapiens homeo box CI 1 (HOXC1 1), mRNA 


NM 014260 


Homo sapiens HLA class II region expressed gene KE2 (HKE2), mRNA 


NM 014356 


Homo sapiens HGC6.2 protein (HGC6.2), mRNA 


NM 014354 


Homo sapiens HGC6. 1 . 1 protein (HGC6. 1.1), mRNA 


NM_014571 


Homo sapiens hairy/enhancer-of-split related with YRPW motif-like (HEYL) 
mRNA 


NM_0 14606 


Homo sapiens hect domain and RLD 3 (HERC3), mRNA 


NM_0 15726 


Homo sapiens H326 (H326), mRNA 


NMJU4619 j 


Homo sapiens glutamate receptor, ionotropic, kainate 4 (GRIK4), mRNA 


NM 014626 


Homo sapiens G protein-coupled receptor 58 (GPR58), mRNA 


NM 014627 


Homo sapiens G protein-coupled receptor 57 (GPR57), mRNA 


NM 014498 


Homo sapiens type II Golgi membrane protein (GPP130), mRNA 


NM 014373 


Homo sapiens putative G protein-coupled receptor (GPCR150), mRNA 


NM 014236 


Homo sapiens glyceronephosphate O-acyltransferase (GNPAT), mRNA 


NMJ)15710 


Homo sapiens glioma tumor suppressor candidate region gene 2 (GLTSCR2) 
mRNA 


NMJH5711 


Homo sapiens glioma tumor suppressor candidate region gene 1 (GLTSCR1), 
mRNA 


NM 015715 


Homo sapiens group m secreted phospholipase A2 (GIH-SPLA2), mRNA 


NM_014291 


Homo sapiens glycine C-acetyltransferase (2-amino-3-ketobutyrate coenzyme A 
ligase) (GCAT), mRNA 


NMJH4364 


Homo sapiens glyceraldehyde-3-phosphate dehydrogenase, testis-specific 
(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lymphocyte G0/G1 switch gene (G0S2), mRNA 


NM 014489 


Homo sapiens FGF receptor activating protein 1 (FRAG1), mRNA 
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NM_014585 


Homo sapiens solute carrier family 11 (proton-coupled divalent metal ion 
transporters), member 3 (SLC1 1 A3), mRNA 


NM 014344 


Homo sapiens putative secreted ligand homologous to fjxl (FJX1), mRNA 


NM 014439 


Homo sapiens Interleukin-1 Superfamily z (FILl(ZETA)), mRNA 


NM 014440 


Homo sapiens Interleukin-1 Superfamily 1 (FILlfEPSILON)), mRNA 


NM 014438 


Homo sapiens Interleukin-1 Superfamily e (FTL1), mRNA 


NM 014210 


Homo sapiens ecotropic viral integration site 2A (EVI2A), mRNA 


NM 014355 


Homo sapiens enolase alpha, lung-specific (ENOIB), mRNA 


NM 014600 


Homo sapiens EH-domain containing 3 (EHD3), mRNA 


NM 014601 


Homo sapiens EH-domain containing 2 (EHD2), mRNA 

r a — i u 


NM 014503 


Homo sapiens down-regulated in metastasis (DRIM), mRNA 


NM 014549 


Homo sapiens DKFZp434P211 protein (DKFZP434P211), mRNA 


NM_014388 


Homo sapiens novel putative protein similar to YIL091C yeast hypothetical 84 
kD protein from SGA1-KTR7 (DJ434014.5), mRNA 


NM_014618 


Homo sapiens deleted in bladder cancer chromosome region candidate 1 
(DBCCR1), mRNA 


NM 014392 


Homo sapiens neuron-specific protein (D4S234E), mRNA 


NM 004389 


Homo sapiens catenin (cadherin-associated protein), alpha 2 (CTNNA2), mRNA 


NM 014343 


Homo sapiens claudin 15 (CLDN15), mRNA 


NM 014887 


Homo sapiens hypothetical protein from BCRA2 region (CG005), mRNA 


NM 014207 


Homo sapiens CD5 antigen (p56-62) (CD5), mRNA 


NM 014335 


Homo sapiens chromosome 15 open reading frame 3 (C150RF3), mRNA 


NM 014206 


Homo sapiens chromosome 11 open reading frame 10 (CllorflO), mRNA 


NM 014453 


Homo sapiens putative breast adenocarcinoma marker (32kD) (BC-2), mRNA 


NM 014382 


Homo sapiens ATPase, Ca+H- transporting, type 2C, member 1 (ATP2C1), 
mRNA 


NMJ) 14570 


Homo sapiens ADP-ribosylation factor GTPase activating protein 1 
(ARFGAP1), mRNA 


NM 014278 


Homo sapiens heat shock protein (hspl 10 family) (APG-1), mRNA 


NM 014495 


Homo sapiens angiopoietin-like 3 (ANGPTL3), mRNA 


NMJ)04037 


Homo sapiens adenosine monophosphate deaminase 2 (isoform L) (AMPD2), 
mRNA 


NM 014324 


Homo sapiens alpha-methylacyl-CoA racemase (AMACR), mRNA 


NM 014476 


Homo sapiens alpha-actinin-2-associated LIM protein (ALP), mRNA 


NM 014423 


Homo sapiens ALL1 fused gene from 5q31 (AF5Q31), mRNA 


NM 014590 


Homo sapiens endogenous retroviral family W, env(C7), member 1 (syncytin) 
(ERVWEl), mRNA 


NM 014486 


Homo sapiens neuronal thread protein (AD7C-NTP), mRNA 


NM_014384 


Homo sapiens acyl-Coenzyme A dehydrogenase family, member 8 (ACAD8), 
mRNA 


NM 014274 


Homo sapiens Alu-binding protein with zinc finger domain (ABP/ZF), mRNA 


MM 01/1/1/1/1 


UAtnn QflnierK pammfl tiiVnilin rtna ennnVle'x tvrotein (76d &ene^ f76PV mRNA 


NMJ)07082 


Homo sapiens RAB, member of RAS oncogene family-like 2A (RABL2A), 
mRNA 


NM_013412 


Homo sapiens RAB, member of RAS oncogene family-like 2A (RABL2A), 
transcript variant 1, mRNA 


NM_005036 


Homo sapiens peroxisome proliferative activated receptor, alpha (PPARA), 
mRNA 


NMJ)00793 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 2, 
mRNA 


NMJH3989 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 1, 
mRNA 
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xnv>r AA/ini 
NM UU4iidJ 


JtiOmO Sapiens Dv^LrZ-aSSOClalCu aulaliUgvIlC l J y iiu\r%£\ 


NM 000156 


Homo sapiens guanidinoacetate N-methyltransferase (GAMT), mRNA 


MM UUz/oZ 


riomo sapiens pregnancy speciuc Dcia~i"giyi/upiuicui o ^rouuj, imviN-rt. 


xr\>r ahccti 
NM UUjj23 


Homo sapiens nomeo oox ah ^xiaj.a/\i l), iiijvin/\ 


MM UU/UjU 


UAwin ranianc Twrtto-tri 'Hrrr\C1Tlf» r\rmCT»VlHT51CP YF k r*.f*r\\~r\T tvnf* T f PT'PRHT^ TtVRNA 

riomo sapiens protein lyru&inc piiuopiiaiooc, icuvpiui ijpc, ± iixvi;, uuu^a 


NM 006249 


Homo sapiens proline-rich protein BstNI subfamily 3 (PRB3), mRNA 


NM 005529 


Homo sapiens neparan suuaie proteoglycan z iperiecanj yxiorKj&j, iiu\x\t\ 


NMJ)05187 


Homo sapiens core-Dinaing iacior, runt aomain, aipna suounix uansiocaiea 10, 
3 (CBFA2T3), mRNA 


NM_005565 


TT _n_ ■tti _n_ -n _n. i.tun UivM^liAAf rfa mrf An/\lin m*Afairt / f xH / /l 0 1 _/"*/"\Y"l T0 1 Till"! CT 

Homo sapiens lympnocyie cyiosonc proiem z ^oxiz aomain-cuniaiiung 
leukocyte protein of 76kD) (LCP2), mRNA 


NM 002298 


TT * ■ 1 _ . _ . 1- - 1 — milAnnlin m-nfain 1 if nloctlftt if f W 1 1 TTI I? XI A 

Homo sapiens lympnocyte cyiosonc proiem i ^-piasnnj ^Li/ri^ nu\iN/\ 


NM 005190 


Homo sapiens cyclin C (CCNC), mRNA 


NM_005415 


Homo sapiens solute earner lamily ZU (pnospnate transporter,}, memoer i 
(SLC20A1), mRNA 


NM 001040 


Homo sapiens sex hormone-binding globulm (bHHu), mKJNA 


NM_002777 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
granulomatosis autoanugen) (PRTM3), mRNA 


NM 005199 


Homo sapiens cholinergic receptor, nicotinic, gamma polypeptide (CHRNG), 
mRNA 


NMJH3936 


Homo sapiens olfactory receptor, family 12, subfamily D, member 2 (OR12D2), 
mRNA 


NMJH3937 


Homo sapiens olfactory receptor, family 11, subfamily A, member 1 (OR11A1), 
mRNA 


NM_0 13940 


Homo sapiens oltactory receptor, family 1U, suDtamiiy H, memoer i ^ukiuhji;, 
mKJNA 


XTTV K A1 1 C\ A 1 

NM__013941 


Homo sapiens onaciory recepior, iamiiy iu, suoianuiy memoer i ^vjiviu^i^, 
mRNA 


NM_013938 


Homo sapiens onaciory recepior, iamiiy iu, suoianuiy n, memoer j y\jts*i\jtijj 9 
rnKJNA I 


NM_013939 


Homo sapiens onaciory recepior, iamiiy iu, suoiamny n, memoer z ^ivionxy, 
mRNA 


NM 013452 


Homo sapiens variable charge, X chromosome (VCX), mRNA 


NM 013437 


Homo sapiens potential tumor suppressor (ST7), mRNA 


NM 013440 


Homo sapiens paired irnmunoglobulin-like receptor beta (PELR(BETA)), mRNA 


NM_0 13439 


Homo sapiens paired irnmunoglobulin-like receptor alpha (PILR(ALPHA)), 
mRNA 


NM 013446 


Homo sapiens makorin, ring finger protein, 1 (MKRN1), mRNA 


NM 007267 


Homo sapiens expressed m activated T/LAK lymphocytes (LAK-4F), mKJNA 


NMJH3450 


Homo sapiens bromodomain adjacent to zinc finger domain, 2B (BAZ2B), 
mRNA , 


NM_0 13448 


Homo sapiens bromodomam adjacent to zinc imger domain, 1 A (bAZl A), 
mRNA 


XTA/f A AAA 31 


Homo sapiens Air-Dinuuig caabcuc, buu-iainiiy u ^/\jujL/y, inciiiuci i i v njjv-'i-'i/, 
mRNA 


NM 002593 


Homo sapiens procollagen C-endopeptidase enhancer (PCOLCE), mRNA 


NM 004504 


Homo sapiens HIV-1 Rev binding protein (HRB), mRNA 


NMJ)04131 


Homo sapiens granzyme B (granzyme 2, cytotoxic T-lymphocyte-associated 
serine esterase 1) (GZMB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BDC), mRNA 
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NM UUU*fo/ 


TJnmn canipnc aTvlciilfatacp A TARSAL TTlRNA 
Homo Sapiens <u yiSUllalaoC -TV. \r\s\xjr\ji *ii*%j.i*t. 


NM_ UUhjJ* / 


TTnmn canipnc email nnrlpar WhAAUclp/vnTOteiTl D2 DOiVDCTDtlQC 1 lo.5kD J 
Homo bap lCIlo oil Jill 1 iiuuicai i luuuuvibu^i w wui j/vij|/vpMww V a^j-^ y 

(SNRPD2), mRNA 


XTA/T AAA 1 OA 


tT Atv1 A canipnc t^oitaH Kat arpnP 0 A l TTlRNA 
XlOmO Sapiens pairCU DUA gCUC 7 ^JT jr\J\JJi 


KTNyf A1 3310 
JNM \JLjjjV 


u Amrt co-nipnc NA/TP7 rWA/TP7^ mRNA 

XTOIIIU oaplCiia INIVJJ-*/ ^TNlVJJ-r/ UXLVI^It. 




XJr*rr^/\ eonipnc ventral QTitPTinr hnmpnnnv 9 (V AX2 1 TTlRNA 
XlOIuO Sapiens VCnual alllCIiui iiuiiiculnja v. y • r *-' v W> 1A - U - VJ - ^ * *■ 


JNM UIZZjj 


u nnin canipnc trancVptnlacp-like 1 fTFCTLl 1 mRNA 


NM UlZZOo 


u nT « n cnnipnc cimilar to varpinia virus Hindi!! K4L ORF (HU-K4) mRNA 

riOHiO Sapiens SUimai IU vavvll.ua y n uo immi 1 1 xvtxj v^j.v* ****** « » 


JNM UUZU 1 / 


UrtTMA ronionc Ui*i<*«rl 1f»i lVpmia vinic intporatinn 1 fFT .Hi taRNa 

xiomo Sapiens menu, leukemia virus uiiogiauuu * ^ri^xi^, uuvun. 


JNM uuo/oy 


xiomo Sapiens jljivi aomain umy h ^i-.iviw*tj, a*uvl>*t. 


TvT\;f AAOOAO 


TJr\mn ca-nipTic In'llpr rpll Ipptfn-liVp rpcentnr suhfaTTiilv C member 2 0CLRC2\ 


mm 005317 


Unmn Qnnipn<j oranTvme M nvmDhocvte met-ase 1^ fGZMM^. mRNA ' 


NM 004417 
INIYX UU*t*t1 / 


Wnmn canipAS dual snecificitv Ahosnhatase 1 fDUSPl\ mRNA 


xjm 01919S 
JNM UIZIZj 


Unmn canipnc rV»Alinproic recentAT* muscariTiic 5 ( CHRM5\ mRNA 




Unmn saniPTis AarhAuvl reductase 3 (CBR3^ mRNA 


TJA/T 013343 

JNM UlJOHj 


Wrvmn canipns NAG-7 nrAtPin fNAG-7^ TTlRNA 


JNM UIjjH** 


HVymn cnniPTiQ IpiiAiAe 7iAAPT-1ilce nroteiu fLZLPV mRNA 

X1UIX1U oajJldlo ICUvUlv Z<l|JjJwi iiivw piuivui yx-tts i_ /* y t iiuu^i ». 


JNM \)Ij/.dO 


Unmn canipnc liVp mmiQp hrain nrotPlA K46 fK46L.^ mRNA 


vrA/f A1 33RO 
JNM UIjjOU 


TTnmn ennipne rrinr fin apr nrAtpiu 728 rZNF228 > ) mRNA 


KTKA 013369 
JNM UIjjOZ 


Unmn canipnc Tinp finapmrotpin 995 ^7NF22S^ mRNA 


JNM \)13jjo 


TTnTnn conipnc »?inr fin o-pr nrntpin 994 f 77vTF994^ mRNA 

xiomo Sapiens zinii linger pruiciii ^Zr*+ ^iOiir^iz.'T^, iiuvi^rx 


XIA/T A13361 
JNM UIjjOI 


Wnmn canipnc -zinn fincrpr nrntpin 993 l7NF993 i mRNA 
xiomo sapiens /lmik* iixigci piuicm ^z_u.^x *^^>-j /» iiuviixi. 


TsCTv/f 013360 


u nmn canipnc yinn finder nrAtein 999 f2T s JF222^ mRNA 

XXUlllU dapi vilO £riliv Xillgwi piULVlll X#^<*> ^*^i.~ A ^<*-*- / j UUVilil 


NMJH3359 


Homo sapiens zinc finger protein 221 (ZNF221), mRNA 


JNM UIjZjU 


XTrvrv»r\ eo-rti^Tio TinP fin npr nrntpin 91 5 I '/ M K9 1 Si TTIkNA 
XlOmU Sapiens ZtlllU llllgCl piuiwll ^ZjIij. iiu.vi.^^x 


NM 013249 


Homo sapiens zinc finger protein 214 (ZNF214), mRNA 


NM UUzDO 


U™a nonipne 7 i n r fin af»r nrntpin 1 80 HTR71 6R^ ^ZNFl 80^ mRNA 

xiomo sapiens zuiv imgcr pioicm iou ^xm liuo^ ^z^iij. ioujj hixviixt. 


XTAvT mini 
NM UlJJ/1 


JriOraO sapiens lnierieuKin iy ^uui!/^, ixii\j.>i/\ 


XTTV if All/1 AO 

NM U1j4Uj 


Homo sapiens zineoin ^ZjIin j, nu\iN/\ 


NM UliJ/o 


Uatoa com'pnc nrp R 1\mm^APVfp CTPnP 3 /'A/PT? PR^^ mRNA 

rioroo sapiens pre-J3 lyrnpnocyie gene j ^ vriviyDj^, iiiivln/\ 


NM U13//U 


XJ/N*Mr\ ronionc faefpe or\^/*ifi/» nrnfpOCP ^0 / > FQP^0^ mRNA 

xiomo sapiens testes-specinc proteose dkj ^lorjuj, mixji>i/\ 


NM.013381 


Homo sapiens thyrotropin-releasing hormone degrading ectoenzyme ( l'KHDE), 
rruviN/A. 


NM__U1jJ1j 


UAmn conionc trQticmpmVQnp nnncnVintncp xxn'tn tpnein nnmnlotrv frPTTR 1 

xiomo sapiens uansinemDrane pnospuaiaav wiui iviioiij u\jin\ji\j^y ^ir i*~>)y 

mPNA 
WJSSSI\ 


xjajt 013353 
JNM 


Horn a canipnc tronomAdulm 4 frnusclei rTMOD41 mRNA 

1 1VJ il lv/ oapidlo LLUpU*llW**l*l*** ~ ^lliujviw J ^ * » T *v/*y^ y j **xxv*i* *. 


xj\yf 013300 
INM UIjj^U 


Unnin canipnc trancmpmhrane ATTVtein 2 (^TMEM^^ mRNA 


NM 013319 


Homo sapiens transitional epithelia response protein (TERE1), mRNA 


NM 013254 


Uawa cowo*ip TA\T7 1viii/1i«rr Ivinao** 1 /TT^tT 1 ^ mRNA 

xiomo sapiens i an Jv-Dinoing Kinase i ^loxvi;, niivL>/\ 


NM_013309 


xiomo sapiens solute carrier iamiry ju ^zmc Lransporier^, mciiiuci *t ^ox-rv^jv/vt^, 
nlKJNA 


NM 013356 


Homo sapiens monocarboxylate transporter 3 (SLC16A8), mRNA 


NM 013257 


Homo sapiens serurn/giucocorticoiQ reguiaieo janase-iiKe v oojvlj, nuviN/\ 


NM 013376 


Homo sapiens CDK4-binding protein p34SEIl (SEIi), mRNA 


NM 013243 


Homo sapiens seCTetogranin HI (SCG3), mRNA 


NM_013352 


Homo sapiens squamous cell carcinoma antigen recognized by T cell (SART-2), 
mRNA 


NM 013401 


Homo sapiens RAB3A interacting protein (rabin3)-like 1 (RAB3EL1), mRNA 


NM 013237 


Homo sapiens pxl9-like protein (PX19), mRNA 


NMJH3261 


Homo sapiens peroxisome proliferative activated receptor, gamma, coactivator 1 
(PPARGC1 1. mRNA 
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NM 013268 


Homo sapiens placental protein ij \rr ijj, mruN-rv. 


NM 013382 


Homo sapiens putative protein O-mannosyltransferase (POMT2), mRNA 


NM 013232 


Homo sapiens programmed, cell aeatn o {ru^uo), nuuN/\ 


NM 013397 


Homo sapiens over-expressed breast tumor protein jurnrj, mruNA 


NM_013389 


Homo sapiens NrCl (Niemann-rick disease, type 01, gene;-iiKe 1 ^iNroi-Lij, 
mRNA 


NM 013326 


Homo sapiens colon cancer-associatea protem jviici {iviioi;, nuviN/\ 


NM 013238 


Homo sapiens DNAJ domain-containing (MCJ), mRNA 


NM 013269 


Homo sapiens lectin-like NK cell receptor (1X1 I), mKJNA 


NM_013289 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, long 
cytoplasmic tail, 1 (KIR3DL1), mRNA 


NM 013311 


TT * _ * 1 " _ _ - _ J - . . 1 /TTTTj1\ «mD\T A 

Homo sapiens insulin upstream tactor 1 (iUr 1), mKMA 


NM 013278 


Homo sapiens interleukin 17C (IL17C), mRNA 


NM 013292 


Homo sapiens (clone PWHLC2-24) myosin light cham 2 (HUMMLCZB), 
mRNA 


NM_013288 


Homo sapiens DNA binding protem for surfactant protem t$ (HUMbJJN JJCJ, 
mRNA 


NM_013244 


Homo sapiens UDP-N-acetylglucosamineta-l^-D-mannoside beta-l,4-N- 
acetylglucosammyltransierase IV-homolog (HGN1-1V-H), mKJNA 


NM 013264 


Homo sapiens gonadotropin-regulated testicular RNA helicase (GRTH), mRNA 


NM_013281 


Homo sapiens fibronectin leucine rich transmembrane protein 3 (FLRT3), 
mRNA 


NMJH3231 


Homo sapiens fibronectin leucine rich transmembrane protein 2 (FLRT2), 
mRNA 


NM 013241 


Homo sapiens FH1/FH2 domain-containing protein (FHOS), mRNA 


NM_0 13342 


Homo sapiens TCF3 (E2A) fusion partner (in childhood Leukemia) (irrij, 
mRNA 


NM_013246 


Homo sapiens cardiotrophin-like cytokine; neurotrophic 1/B-cell stimulating 
factor-3 (CLC), mRNA 


NM_013372 


Homo sapiens cysteme knot supertarmly 1, rJJVlr antagonist i ^Kior ir>i;, 
mRNA 


NM 013327 


Homo sapiens CGI-56 protem (CCjI-joj, mKJNA 


NM__013230 


Homo sapiens CD24 antigen (small cell lung carcinoma cluster 4 antigen; 
(CD24), mRNA 


NM 013276 


Homo sapiens carbohydrate kmase-like (CAKKX^ ? mKJNA 


NM 013399 


Homo sapiens chromosome lo open reading trarne D ^looriDj, uikina 


NM 006765 


Homo sapiens Putative prostate cancer tumor suppressor (N33), mRNA 


NM 006792 


Homo sapiens mortality factor 4 (MORr4), mKJNA 


NM_000397 


Homo sapiens cytochrome b-245, beta polypeptide (chronic granulomatous 
disease) (CYBB), mRNA 


NM 005098 


Homo sapiens musculin (activated B-cell tactor- 1; (iviouj, rnKXNA 


NMJ)06144 


Homo sapiens granzyme A (granzyme 1, cytotoxic T-lymphocyte-associated 
senne esterase 3) (GZMA), mKJNA 


INiYL UUZU4/ 


IT/vmr* caniPTIC alvfvl-tPM A QVTlfhptaQP rfiA , RS , T TTlRNA 
rlOmO SapiCIlo giyuyi-LIvJLN/x ayiiUJlClaac ^VJ/viVkj^, iiixvii". 


NM 004405 


Homo sapiens distal-less homeo box 2 (DLX2), mRNA 


NM 004371 


Homo sapiens coatomer protein complex, subunit alpha (COP A), mRNA 


NM 005181 


Homo sapiens carbonic anhydrase HI, muscle specific (CA3), mRNA 


NM 001663 


Homo sapiens ADP-ribosvlation factor 6 (ARF6), mRNA 


NM 001662 


Homo sapiens ADP-ribosylation factor 5 (ARF5), mRNA 


NM 001660 


Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA 


NM 001658 


Homo sapiens ADP-ribosylation factor 1 (ARF1), mRNA 


NM 000492 


Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 
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ViinHma raccpttp fQuh-familv P member 7i (CKllO. mRNA 


mm 00^5 ao 


WrtTTir» canimc r»VincnVin1inaQP A 9 otautj VI fcvtosolic calcium-indenendenn 
H>T A2Gn' i mRNA 


MM 004004 


Hatha ^aniens. t*an iunction Drotein beta 2. 26kD (connexin 26) (GJB2), mRNA 


MM 00^1 QR 


PTrimn QanipnQ chAline kinase-like fCHKL\ mRNA 


MM 019489 


TJattia canien*; zinc fineer nrotein 281 (ZNF281 ). mRNA 


mm oi99<i6 

XNIVI UIZZjO 


WnmA oanipnQ 7inc ftnper -nrotein 212 (ZNF212i mRNA 




TTnmn ccmipnc tvrA^inp 3-mAnooxvffenase/frvntonhan 5-monooxv2CH3.se 
activation nrotein eamma DolvDentide fYWHAG), mRNA 


MM 0199S5 


TTomo «3aniens 5-3 1 exoribonuclease 2 0CRN2). mRNA 


019474 

XNIVX V 1 Art / *T 


Homo sapiens uridine monophosphate kinase (UMPK), mRNA 


KM 019473 


Homo sapiens thioredoxin, mitochondrial (TXN2), mRNA 


NM 012466 


Homo sapiens tetraspanin TM4-B (TM4-B), mRNA 


MM 01946S 


TTomn saniens tolloid-like 2 (TLL2^ mRNA 

Xi villi. U odLyiwiio lAJiiuiu liAv y j. i-ii— j j X.1X1.V-L 1 


MM 01 9464 


TTomo <5anien<! tolloid-like 1 fTLLl'i mRNA 

J.1VJI1H/ oCLL/lv/iXO lUllUlu 1UVV *. I M—tA—/ J 7 *i.*J.VL^*i 


MM 0199Q0 


Homo QamVn^ toimled-like kinase 1 fTLICl^ mRNA 


MM 0194S^ 


TTomo «5anien<? SFP7 homoloe (TIC) mRNA 


NMJ)12454 


Homo sapiens T-cell lymphoma invasion and metastasis 2 (TIAM2), mRNA 


JNiVL UIZZjI 


TI/vrv»r» coni f*r\ C fT"*3T»cr*T""iTYfl r\T\ TQ ftoT A TT11 irvr'nOTinTI fll f 1 H AlvTl TTllvNA 
XIOIIIO o«piCIlo Uoilol/IipilUll lavlAJi a.j imiuviiujiiuiiai ^AA^Tavx^, xiixvli^v 


NM 012451 


Homo sapiens synaptogyrin 4 (SYNGR4), mRNA 


XTN X A 1 O /I A Q 

iNM_Ulz44o 


riomo sapiens signal uansauccr aiiu auuvaiui ui uaiioLiipuuii jd ^oinijo^, 
mRNA 


XTTVif A 10/1 AT 

INM Ul/44/ 


xiomo sapiens siroinai anngcn j ^oi swjj j, iiijvln^v 




xiomo sapiens sponam z, exuacciiuiar xnaurix proicin ^or \jn^, j, iiuvln/\ 


JNM U1Z44J 


xiomo sapiens sperm associated antigen o ^ojt/vvjoj, iiuvin/v 


XTWT AT50AA 


xiomo sapiens soiure earner ianuiy / ^L»aiioiut» aiiiiusj aviu uaiiapuiici, y > 
system), member 8 (SLC7A8), mRNA 


XTA/T Alll/ll 

iNM_UlZZ43 


xiomo sapiens soiuie earner iamny jd ^ui^r-iN-aceiyigiucobainxiic ^uuxr- 


MM 0 1 9414 


Uf\rr\r\ cam'mc cnlntp parripr familv 17 Ta'niATi/QiiD'ar tran^'nArter^ member 5 
xiomo sapiens soiuie earner idiiuiy i / ^aiuuxi/ ougcu uaiiapuxivi^, iix&xixu^x <j 

(SLC17A5),mRNA 


INM U1Z4JZ 


nomo sapiens oni uornd.in, uiiureaicu 1 ^oxi i i j t liixviNrv 


XJKyf A10/1T7 

1NJVI UlZ^Z/ 


xiomo sapiens Kaiiijuein j ^-lx-l,xvj j, iiixviN.r\ 


MM 019916 
JNivl UIZZJO 


xioiiiu sapiens j>ca eouiu un niiuicg iiumuiug i ^o^/ivxxxxy, ixxxvl^^-\ 


XTAyT A17i47A 


TJ/\Tn/> eo i-vip-no n*1^r\or\-ma1 t^Totpin Vinncp 59VF) ■AAlvnentiHe 1 rRPSfiTCOl^ 

riomo sapiens nuosomai proieui 00 Aiiiabc, j^kjl^, puijpvpuuc' i ^x\_i ouxvvi;, 

TTlPMA 


MM 019491 


Unmn cnniPTiQ rparranorpd T -mvc fill! An ^eouence rRLFi mRNA 

XlUiilU OOfJlCllo 1 VP f 1 f 1 ! If^S-* 1 Xj XIX J V XUOIUXX OW^LXWXIWV* ^luai J y li.JXV4.^** 


MM 01 941 5 


Mattia «anipnQ R AD54 S cerevi^iae bomoloff of B (RAD54B 1 mRNA 


NM_012410 


Homo sapiens type I transmembrane receptor (seizure-related protein) (PSK-1), 

mT?M A 


iNiVl uiztuy 


xiomo sapiens pnon gene eompicA, uuwiioixcam \r iwsisji nxixxi^i. 


MTV/T 019409 


WrvTrirt caTvipnc r»QT+npr Af R API t'arfflntin 9 1 fPOR1 1 mRNA 
JtlOmO Sapiens paimci Ul xvrvv^ l ^aiiapiUx J ^x wxvi iixixxxri. 


NM 012400 


Homo sapiens phospholipase A2, group HD (PLA2G2D), mRNA 


NM 012399 


Homo sapiens phosphotidylinositol transfer protein, beta (PiTPNB), mRNA 


NM 012088 


Homo sapiens 6-phosphogluconolactonase (PGLS), mRNA 1 


NM 012395 


Homo sapiens PFTAIRE protein kinase 1 (PFTK1), mRNA 


NM_012391 


Homo sapiens prostate epithelium-specilic Ets transcription factor (PDEF), 
mRNA 


NM 012385 


Homo sapiens p8 protein (candidate of metastasis 1) (P8), mRNA 


NM 012383 


Homo sapiens osteoclast stimulating factor 1 (0STF1), mRNA 


NM 012375 


Homo sapiens olfactory receptor, family 52, subfamily A, member 1 (OR52A1), 
mRNA 
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NM^O 12368 


Homo sapiens olfactory receptor, family 2, subfamily C, member 1 (OR2C1), 1 

mRNA 


NM fi19lfifl 


Hnmn ^aniens olfactorv recentor familv 1. subfamily F. member 8 (OR1F8), 
mRNA 


MM" 019159 


Homo saniens olfactorv recentor familv 1. subfamily A, member 2 (OR1 A2). 
mRNA 


MM" 019751 


Homo saniens olfactorv recentor familv 10, subfamily J, member 1 (OR10J1), 
mRNA 


NMJH2345 


Homo sapiens nuclear fragile X mental retardation protein interacting protein 1 
(NUFIPli mRNA 


NM 019^44 


Homo saniens neurotensin recentor 2 (NTSR2), mRNA 


NM 012343 


Homo sapiens nicotinamide nucleotide transhydrogenase (NNT), mRNA 


mm 012342 


Homo sapiens putative transmembrane protein (NMA), mRNA 


NM 012337 


Homo sapiens nasopharyngeal epithelium specific protein 1 (NESG1), mRNA 


NM ft19Hfl 


Hnmn Qanipns Viisfone acetvl transferase fMORFV mRNA 


IN 1V1 \J 1 Z-UI>*t 


Untnn «wmipn^ maior intrinsic nrotein of lens fiber flVHP\ mRNA 


NM_012214 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
arprvlohirosaminvltransferase isoenzyme A (TVIGAT4A). mRNA 


NM 012213 


Homo sapiens malonyl-CoA decarboxylase (MLYCD), mRNA 


NM 019195 
IN1V1 Ui/OZJ 


TTnmn cnniVn^ miprnhihiilp-a^sociated nrotein RP/EB familv. member 1 
(MAPRE1), mRNA 


NM 01911 R 


HnmA canipnc Ipnrinp Tinnpr-FF-hand containing transmembrane nrotein 1 
(LETM1), mRNA 


XTM 019^17 


u nrn rt conipnc IpnriTip TiTYnpr Hnwn-rpoiilated in cancer 1 fLDOCl^ mRNA 


NM 019114 


HnTYin cnnipnc ViUpt cfW immiiTiotTlohiilin-lilce recentor. two domains, short 
rvtnnlfljjmir tail A flCTR2DS4^ mRNA 


\tu ni9iii 


Unmn canipnc Viller rpll immiinoiylobiilin-lilce recentor two domains, short 

nvtnnla^mif* tail ^ flCrR9DS^ mRNA 


\ru 019119 


Homo saniens killer cell irnmunoelobulin-like recentor* two domains, short 
cytoplasmic tail, 2 (KIR2DS2), mRNA 


NM 01910/7 


Homo saniens differential lv exnressed in adenocarcinoma of the lung 
(KIAA0987), mRNA 


NM 019106 
INIV1 UlZjvu 


Hnmn saniens lifeouard nCTAA0950 > ) mRNA 


NM 019109 


Homo saniens latronhilin fBCIAA0786^ mRNA 


My 0199Q5 


Hnmn Qanipn«; ralrineirrin hindinff nrotein 1 rKXAA033O\ mRNA 


NM 0199RR 


Homo saniens TRAM-like nrotein (TGAA00571 mRNA 


MM 0199R6 


Homo saniens MORF-related eene X (1CIAA00261, mRNA 


NM_0 12283 


Homo sapiens potassium voltage-gated channel, subfamily G, member 2 
nCCNG2^ mRNA 


NM_012282 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1- j 
like (K CNF in mRNA 


MM 01997R 


Homo saniens inteerin beta 1 bindine nrotein (rnelusiri) 2 (TTGB1BP2), mRNA 


NM 012211 


Homo sapiens integrin, alpha 1 1 (TTGA1 1), mRNA 


NM 012277 


Homo sapiens pancreatic beta cell growth factor (INGAP), mRNA 


NM 012275 


Homo sapiens interleukin-1 receptor antagonist homolog 1 (IL1HY1), mRNA 


NM_012259 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 2 (HEY2), 
mRNA 


NM_012258 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 1 (HEY1), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBP1), mRNA 


NM_012087 


Homo sapiens general transcription factor mC, polypeptide 5 (63kD) (GTF3C5), 
mRNA 
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NM 012203 


Homo sapiens glyoxylate reductase/hydroxypyruvate reductase (GRHPR), 
mRNA 


NMJH2202 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 3 
(GNG3), mRNA 


NM 012084 


Homo sapiens Glutamate dehydrogenase-2 (GLUD2), mRNA 


NM 012191 


Homo sapiens putative tumor suppressor (FUS2), mRNA 


NM 012185 


Homo sapiens forkhead box E2 (FOXE2), mRNA 


NM 012183 


Homo sapiens forkhead box D3 (FOXD3), mRNA 


NM_012153 


Homo sapiens Ets homologous factor (EHF), mRNA 


NM_012O80 


Homo sapiens DNA segment, numerous copies, expressed probes (GS1 gene) 
(DXF68SlE) J mRNA 


NM 012148 


Homo sapiens double homeobox, 3 (DUX3), mRNA 


NM 012147 


Homo sapiens double homeobox, 2 (DUX2), mRNA 


NM 012145 


Homo sapiens deoxythYmidylate kinase (thymidylate kinase) (DTYMK), mRNA 


NM 012144 


Homo sapiens dynein, axonemal, intermediate polypeptide, 1 (DNAI1), mRNA 


NMJU2140 


Homo sapiens solute carrier family 25 (mitochondrial carrier; dicarboxylate 
transporter), member 10 (SLC25A10), mRNA 


NM 012137 


Homo sapiens dimethylarginine dimethylaminohydrolase 1 (DDAH1), mRNA 


NM 012134 


Homo sapiens leiomodin 1 (smooth muscle) (LMOD1), mRNA 


NM 012133 


Homo sapiens coatomer protein complex, subunit gamma 2 (COPG2), mRNA 


NM 012132 


Homo sapiens claudin 8 (CLDN8), mRNA 


NM 012131 


Homo sapiens claudin 17 (CLDN17), mRNA 


NM 012130 


Homo sapiens claudin 14 (CLDN14), mRNA 


NM 012129 


Homo sapiens claudin 12 (CLDN12), mRNA 


NM 012127 


Homo sapiens Cipl -interacting zinc finger protein (CIZ1), mRNA 


NMJH2126 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 5 
(CHST5), mRNA 


NM J) 12075 


Homo sapiens Conserved gene telomeric to alpha globin cluster (CGTHB A), 
mRNA 


NM 012122 


Homo sapiens carboxylesterase 3 (brain) (CES3), mRNA 


NMJ)12116 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence c 
(CBLC), mRNA 


NM 012113 


Homo sapiens carbonic anhydrase XIV (CA14), mRNA 


NM 012071 


Homo sapiens BUP protein (BUP), mRNA 


NM 012110 


Homo sapiens cystein-rich hydrophobic domain 2 (CHIC2), mRNA 


NM 012109 


Homo sapiens brain-specific membrane-anchored protein (BSMAP), mRNA 


NM_012107 


Homo sapiens bromodomain containing protein 75 kDa human homolog (BP75), 
mRNA 


NM 012104 


Homo sapiens beta-site APP-cleaving enzyme (BACE), mRNA 


NM 012105 


Homo sapiens beta-site APP-cleaving enzyme 2 (B ACE2), mRNA 


NM 012103 


Homo sapiens ancient ubiquitous protein 1 (AUP1), mRNA 


NM 012102 


Homo sapiens arginine-glutamic acid dipeptide (RE) repeats (RERE), mRNA 


NMJU2099 


Homo sapiens CD3-epsilon-associated protein; antisense to ERCC-1 (ASE-1), 
mRNA 


NM 012098 


Homo sapiens angiopoietin-like 2 (ANGPTL2), mRNA 


NM 012067 


Homo sapiens aldo-keto reductase family 7, member A3 (aflatoxin aldehyde 
reductase) (AKR7A3), mRNA 


NM 012093 


Homo sapiens adenylate kinase 5 (AK5), mRNA 


NM 012066 


Homo sapiens hypothetical protein (20D7-FC4), mRNA 


NM 006276 


Homo sapiens splicing factor, arginine/serine-rich 7 (35kD) (SFRS7), mRNA 


NM 007054 


Homo sapiens kinesin family member 3 A (KJP3 A), mRNA | 


NM 002201 


Homo sapiens interferon stimulated Rene (20kD) (ISG20), mRNA 
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XTTVVT f\f\T)7A 
JNJVL UU/Z/4 


TT/\mrk conipnc r»\/tAcn1if» i»rv1 r*nf*n *7vmp A tlriopster hydrolase fr-TRACT-T^ mRNA 


\T\/f A A/1 174 


Tj nrnn camVnc cnlntp pgrn'pr fflrmlv Q f sodmm/hvdrop'eTi exchanger i isoform 3 

AAUIIIU oopiCIlo OU1ULC UalllCl lollilljf ✓ ^0VLiiuiiJ/iJ.jrviivgV/Ai LAuiiaiigwy, lauiuim ./ 

f<JT PQA^ ttiRNA 


NM 004525 


Homo sapiens low density lipoprotein-related protein 2 (LRP2), mRNA 


MM uujizy 


xioiTio Sapiens squ&iene epuAiuabc [ok^lj&j, huvl^/a. 


JNM UUJOZo 


liOnio Sapiens piaKopniim h ivr *+ », iiuvi>/\ 


INM_Uln / 34 


TJnwtrt nini onr ammf> aviHqca pArtnpr p Antaim'n cr ^ ^vncpiilnr nH riPQinn Tvrntpin 1 1 

nomo sapiens amine oxioabc, cupper ouiiiauimg j v vao^/uiai amicsiuu pimc-iu ij 
(AOC3), mRNA 


NM UUjjZZ 


Jtiomo Sapiens uiDoy nice protein 1^.1 ujljt ij, iiirvLNrv 


INM UUZ/4/ 


TT„ rnA conipno mifAftpn-Q nfitrQTfvl rxrATPITl lrilUlCP /I /TV/f A PT<T 4^ TTlT£T*JA 

rlOmO Sapiens nil lU gCIl-a u 11 Y a LCU- piULCJJl Jvixiaoc t ^ivJi/vr rvny, iuavm-ti. 


NM 002078 


Homo sapiens golgi autoantigen, golgin subfamily a, 4 (GOLGA4), mRNA 


NM_0U6421 


Homo sapiens DreieiQin A-iimiDiieQ guanine nucieonue-excnangG protein 1 
(BIG1), mRNA 


NM 004282 


xlomo sapiens x5\^LZ-associaieo auianogene z ^D/iuz ), nu\j.N/\ 


NM 004304 


Homo sapiens anaplastic lymphoma kinase (Ki-1) (ALK), mRNA 


NM_001626 


Homo sapiens v-akt murine thymoma viral oncogene homolog 2 (AKT2), 
mRNA 


NM 000686 


Homo sapiens angiotensin receptor z (AUiKZj, mKJNA 


NM_006287 


Homo sapiens tissue factor pathway inhibitor (lipoprotein-associated coagulation 
inJiiDitorj ^irrl;, misiNA 


XTA K C\f\(\C\ A A 

NM_000944 


Homo sapiens protein pnospnaiase j ^iormeny zjoj, caiaiync suounii, aipna 
isoform (calcineurin A alpha) (PPP3CA), mRNA 


XTAVT A A 11/11 

NM_UU 1 142 


Homo sapiens ameiogenin cnromosome, ameiogenesis lmpenecia i j 


NM001171 


Homo sapiens ATP-binding cassette, sub-farnily C (CFTR/MRP), member 6 


JNM LKJ/JM 


Homo sapiens muinmerin ^vhvii\in ) y ttaInin a 


XTA/f AftTlCC 

JNM UU/JDj 


Homo sapiens neai shock jvku proiem i , ueia ^r> >, iiijvln/\ 


JNM UU/JD4 


riomo sapiens putative orvo proiem ^vjxvo^, rnr\j\i/\ 


NMJ)07353 


Homo sapiens guanine nucleotide binding protein (G protein) alpha 12 (GNA12), 

_,D XT A 
mKJNA 


NM UU/Joo 


Homo sapiens pnospnonpase az receptor i, ioukjj yrL,x\£,tKij 9 uu\±s/\ 


XTXVT AA*70<A 


Homo sapiens piecKStrm nomoiogy-iiKe aomain, iomiiy a, memuer i 
(PHLDAl), mRNA 


NM UU/304 


Homo sapiens integral type i proiem ytrmD), mrviN/v 


NM UU/i4z 


T T +*.mmwm rnn^%t q« n mmlaAr\At*in |il/ > a tAt*Af A1t^ 1 /Al f X3 1 \ YY\ Yf M A 

Homo sapiens nucieoponn-iiKe protein i ^iNJL<r i ^, nuvi> a 


NM_UU/Jol 


Homo sapiens nidogen 2 (NID2), mRNA 


VTA K A ATI /I 1 

NM_007341 


Homo sapiens an 3 domain Dinamg glutamic aciu-ncn protem ^onor>vjivj, 

mKINA 


JNM UU/j/U 


riomo sapiens repncanon iacior w ^auuvaior j \d\j.jjsu ) \i\r\sj uAj\xy/\. 


JNM UU/j4o 


riomo sapiens acnvanng u onburipiiuii lauiur o * iiu\in/x 


NMJ)04850 


Homo sapiens Rho-associated, coiled-coil cont^ning protein kinase 2 (ROCK2), 
rniviNA 


xTTvf 005574 

1>1VX \J\J J J 1 ^ 


Homo ^aniens T TM domain onlv 2 (rhombotin-like 1 1 (X/M02) mRNA 


NM 006094 


Homo sapiens deleted in liver cancer 1 (DLC1), mRNA 


NM 003658 


Homo sapiens BarH-like homeobox 2 (BARX2), mRNA 


NM 004209 


Homo sapiens synaptogyrin 3 (SYNGR3), mRNA 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIG8), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 


NMJ)05957 


Homo sapiens 5,10-methylenetetrahydrofolate reductase (NADPH) (MTHFR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated 
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channel, subfamily N, member 1 (KCNN1), mRNA 


NM 001563 


Homo sapiens interphotoreceptor matrix proteoglycan 1 (IMPG1), mRNA 


NM 005266 


Homo sapiens gap junction protein, alpha 5, 40kD (connexin 40) (GJA5), mRNA 


NM 001874 


Homo sapiens carboxypeptidase M (CPM), mRNA 


NM 007332 


Homo sapiens ankyrin-like with transmembrane domains 1 (ANKTM1), mRNA 


NM 003313 


Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA 


NM 001494 


Homo sapiens GDP dissociation inhibitor 2 (GDI2), mRNA 


NMJXH607 


Homo sapiens acetyl-Coenzyme A acyltransferase 1 (peroxisomal 3-oxoacyl- 
Coenzyme A thiolase) (ACAA1), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_003145 


Homo sapiens signal sequence receptor, beta (translocon-associated protein beta) 
(SSR2),mRNA 


NM 000852 


Homo sapiens glutathione S-transferase pi (GSTP1), mRNA 


NM 000827 


Homo sapiens glutamate receptor, ionotropic, AMPA 1 (GRIA1), mRNA 


NMJ)05252 


Homo sapiens v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS), 1 
mRNA 


NM 005803 


Homo sapiens flotillin 1 (FLOT1), mRNA 


NM 004459 


Homo sapiens fetal Alzheimer antigen (FALZ), mRNA 


NM 004081 


Homo sapiens deleted in azoospermia (DAZ), mRNA 


NM 004055 


Homo sapiens calpain 5 (CAPN5), mRNA 


NM 004042 


Homo sapiens arylsulfatase F (ARSF), mRNA 


NM 003085 


Homo sapiens synuclein, beta (SNCB), mRNA 


NM 000612 


Homo sapiens insulin-like growth factor 2 (somatomedin A) (IGF2), mRNA 


NM 006995 


Homo sapiens butyrophilin, subfamily 2, member A2 (BTN2A2), mRNA 


NM_005739 


Homo sapiens RAS guanyl releasing protein 1 (calcium and DAG-regulated) 
(RASGRP1), mRNA 


NM 006267 


Homo sapiens RAN binding protein 2 (RANBP2), mRNA 


NM 002882 


Homo sapiens RAN binding protein 1 (RANBP1), mRNA 


NM 003884 


Homo sapiens p300/CBP-associated factor (PCAF), mRNA 


NM_005258 


Homo sapiens GTP cyclohydrolase I feedback regulatory protein (GCHFR), 1 
mRNA I 


NM 001130 


Homo sapiens ammo-terminal enhancer of split (AES), mRNA \ 


NM 001099 


Homo sapiens acid phosphatase, prostate (ACPP), mRNA [ 


NM 005155 


Homo sapiens palmitoyl-protein thioesterase 2 (PPT2), mRNA ! 


NM 006898 


Homo sapiens homeo box D3 (HOXD3), mRNA 


NM_006894 


Homo sapiens flavin containing monooxygenase 3 (FM03), mRNA 


NM 004111 


Homo sapiens flap structure-specific endonuclease 1 (FEND, mRNA 


NM 001828 


Homo sapiens Charot-Leyden crystal protein (CLC), mRNA 


NM_007315 


Homo sapiens signal transducer and activator of transcription 1, 91kD (STAT1), 
mRNA 


NM 005005 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9 (22kD, 
B22) (NDUFB9), mRNA 


NM 003362 


Homo sapiens uracil-DNA glycosylase (UNG), mRNA | 


NM 005221 


Homo sapiens distal-less homeo box 5 (DLX5), mRNA 


NM_000479 


Homo sapiens anti-Mullerian hormone (AMH), mRNA 


NM_005160 


Homo sapiens adrenergic, beta, receptor kinase 2 (ADRBK2), mRNA 


NMJXH619 


Homo sapiens adrenergic, beta, receptor kinase 1 (ADRBK1), mRNA 


NM 001611 


Homo sapiens acid phosphatase 5, tartrate resistant (ACP5), mRNA 


NM 003403 


Homo sapiens YY1 transcription factor (YY1), mRNA 


NM 003793 


Homo sapiens cathepsin F (CTSF), mRNA 


NM 001922 


Homo sapiens dopachrome tautomerase (dopachrome delta-isomerase, tyrosine- 
related protein 2) (DCT), mRNA 
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NM 006412 


Homo sapiens l-acylglycerol-3-phosphate O-acyltransferase 2 (lysophosphatidic 
acid acyltransferase, beta) (AGPAT2), mRNA 


NM_000810 


Homo sapiens gainma-aminobutyric acid (GAB A) A receptor, alpha 5 
(GABRA5), mRNA 


NM_000430 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, alpha 
subunit (45kD) (PAFAH1B1), mRNA 


NM 003006 


Homo sapiens selectin P ligand (SELPLG), mRNA 


mm 002634 


Homo saniens Drohibitin (PHB\ mRNA 


NM_002410 


Homo sapiens mannosyl (alpha-l,6-)-glycoproteinbeta-l,6-N-acetyl- 
fflucosaminvltransferase fMGAT5) mRNA 


NM_002409 


Homo sapiens mannosyl (beta-l,4-)-glycoprotein beta-l,4-N- 
acetvlfflucosaminvl transferase (MGAT3), mRNA 


MM 007408 


Hnmo saniens mannosvl (alnlra-l*6-Vfflvcoi>rotein beta-l,2-N- 
acetylglucosaminyltransferase (MGAT2), mRNA 


NM 002406 


Homo saniens mannosvl falnha-l,3-V£lvconrotein beta- 1 ,2~N- 
acetylglucosaminyltransferase (MGAT1), mRNA 


NM 005923 


Homo sapiens mitogen-activated protein kinase kinase kinase 5 (MAP3K5), 
mRNA 


NM_002225 


Homo sapiens isovaleryl Coenzyme A dehydrogenase (IVD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_001480 


Homo sapiens galanin receptor 1 (GALR1), mRNA 


NM 001992 

1>1YJ. \J\J i77i 


Homo sapiens coagulation factor 11 (thrombin) receptor (F2R), mRNA 


NM 000677 


Homo sapiens adenosine A3 receptor (ADORA3), mRNA 


NM 009 Q6Q 


Hnirifi saniens mi to e en-activated nrotein kinase 12 fMAPK12). mRNA 


NM 001526 


Homo saniens hvnocretin f orexiri) recentor 2 (HCRTR2). mRNA 


NM_003605 


Homo sapiens O-linked N-acetylglucosamine (GlcNAc) transferase (UDP-N- 
acel^lfflucosainine'nolvnentide-N-acetvlelucosaminvl transferase) (OGT), 
mRNA 


NM 000885 


Homo sapiens integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 
receptor) (ITGA4), mRNA 


NM 003197 


Homo sapiens transcription elongation factor B (SHT), polypeptide 1 -like 
(TCEB1L), mRNA 


NM 006183 


Homo sapiens neurotensin (NTS), mRNA 


NM_002524 


Homo sapiens neuroblastoma RAS viral (v-ras) oncogene homolog (NRAS), 
mRNA 


NM 002478 


Homo sapiens myogenic factor 3 (MYOD1), mRNA 


NM 002451 


Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA 


NM 002436 


Homo sapiens membrane protein, palmitoylated 1 (55kD) (MPP1), mRNA 


"MM nfi?^77 

INIVI UUZJ / / 


T4rvmn cnnifms MAS1 nncoaene fMASl^ mRNA 


NM 007105 


Hrtm ft saniens lectin palactoside-bindinc soluble 1 (ffalectin 1) (LGALS1), 
mRNA 


NM 000887 


Homo saniens inteerin alnha X (antieen CD1 1C Cd150), alpha polypeptide) 
(TTGAX), mRNA 


NM_000419 


Homo sapiens integrin, alpha 2b (platelet glycoprotein lib of Ilb/IHa complex, 
antigen CD41B) (TTGA2B), mRNA 


NM_002203 


Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 
0TGA2), mRNA 


NM 003637 


Homo sapiens integrin, alpha 10 (TTGA10), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRM1), mRNA 


NM 000835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GRIN2C), mRNA 
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NM 000834 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2B 
(GRIN2B), mRNA 


NM 000833 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2A 
(GRIN2A), mRNA 


NM 002084 


Homo sapiens glutathione peroxidase 3 (plasma) (GPX3), mRNA 


NM 000805 


Homo sapiens gastrin (GAS), mRNA 


NM 001940 


Homo sapiens dentatorubral-pallidoluysian atrophy (atrophin-1) (DRPLA), 
mRNA 


NM 001219 


Homo sapiens calumenin (CALU), mRNA 


NM 007155 


Homo sapiens zona pellucida glycoprotein 3A (sperm receptor) (ZP3A), mRNA 


NM 007136 


Homo sapiens zinc finger protein 80 (pT17) (ZNF80), mRNA 


NM 007250 


Homo sapiens Kruppel-like factor 8 (KLF8), mRNA 


NM 007167 


Homo sapiens zinc ringer protein 258 (ZNF258), mRNA 


NM 007153 


Homo sapiens zinc ringer protein 208 (ZNF208), mRNA 


NM 007152 


Homo sapiens zinc finger protein 195 (ZNF195), mRNA 


NM_007150 


Homo sapiens zinc finger protein 185 (LIM domain) (ZNF185), mRNA 


NM 007147 


Homo sapiens zinc finger protein 175 (ZNF175), mRNA 


NM 007145 


Homo sapiens zinc finger protein 146 (ZNF146), mRNA 


NM 007127 


Homo sapiens villin 1 (VIL1), mRNA 


NM 007125 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, Y 
chromosome (UTY), mRNA 


NM 007124 


Homo sapiens utrophin (homologous to dystrophin) (UTKN), mRNA 


NM 007122 


Homo sapiens upstream transcription factor 1 (USF1), mRNA 


NM 007120 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B (UGT2B), 
mRNA 


NM 007106 


Homo sapiens ubiquitin-like 3 (UBL3), mRNA 


NM 007118 


Homo sapiens triple functional domain (PTPRF interacting) (TRIO), mRNA 


NM 007117 


Homo sapiens thyrotropin-releasing hormone ( TKH), mRNA 


NM 007218 


Homo sapiens patched related protein translocated in renal cancer (TRC8), 
mRNA 


NM 007233 


Homo sapiens TP53 target gene 1 (TP53TG1), mRNA 


NM 007114 


Homo sapiens TATA element modulatory factor 1 CIMF1), mRNA 


NM 007112 


Homo sapiens thrombospondin 3 (THBS3), mRNA 


NM 007111 

JL^lYl. \J\I /111 


Homo sapiens transcription factor Dp-1 (TFDP1), mRNA 


NM 007109 

liIVJL \J\J 1 IV/ 


Homo sapiens transcription factor 19 (SCI) (TCF19), mRNA 


NM 007108 

1t<1VA \f\J t 1VU 


Homo sapiens transcription elongation factor B (Sill), polypeptide 2 (18kD, 
elongin B) (TCEB2), mRNA 


NM 007105 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 
like antisense (SLC22A1LS), mRNA 


NM 007163 


Homo sapiens solute carrier family 14 (urea transporter), member 2 (SLC14A2), 
mRNA 


NM 007101 


Homo sapiens sarcosine dehydrogenase (SARDH), mRNA 


NM 007165 


Homo sapiens splicing factor 3a, subunit 2, 66kD (SF3A2), mRNA 


NM 007252 


Homo sapiens Retina-derived POU-domain factor-1 (RPF-1), mRNA 


NM 007273 


Homo sapiens B-cell associated protein (REA), mRNA 


NM 007195 


Homo sapiens polymerase (DNA directed) iota (POLI), mRNA 


NM 007284 


Homo sapiens protein tyrosine kinase 9-like (A6-related protein) (PTK9L), 
mRNA 


NM 007196 


Homo sapiens kallikrein 8 (neuropsin/ovasin) (KLK8), mRNA 


NM 007171 


Homo sapiens protein-O-mannosyltransferase 1 (POMT1), mRNA 


NM 007215 


Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit 
(POLG2), mRNA 
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MM UU/Z04 


iisvms\ conipnc «rt1vmio1*»ofiHR lriniiQP V-nhnsnhatase fPNTCP^ mRNA 

jlOlHO SapiCIlS pOiynuClCOtlUC aJIlaaC J -puuayuauio^ v A a^xvi. ) y uuvii/x 


NM 007221 


Homo sapiens polyamine-modulated factor 1 (PMF1), mRNA 


NM UU/loJ 


riomo sapiens piaKopmim j \rrxr jj, iiuvm/x 


NM 007169 


uomo sapiens pnospnauayieinanoioiiiiiic iN-uivuijrAuaiioiwaos> j-tiyax^, uuuin, 


NM_007229 


Homo sapiens protein kinase C and casein kinase substrate in neurons 2 

rn a /~ l OTXT') , \ mD XT A 


NM 007190 


Homo sapiens Sec23 -interacting protein pl25 (P125), mRNA 


NM_007l60 


Homo sapiens ollactory receptor, iamny z, suDiamny xi, memoer j ^ui\znoj, 

. t*> XT A 

mRNA 


NM_007256 


Homo sapiens solute carrier family 21 (organic anion transporter), member 9 

/OT 1 A 0\ mhTJXT A 

(SLC/l Ay), rnKJNA 


NM 007172 


Homo sapiens nucleoponn duku (NUrjuj, rniuN/\ 


NM_007103 


Homo sapiens NADri dehydrogenase (uoiquinonej uavoproiein i 

/XTTYTTT7\M\ ««D\T A 

(NUUr VI J, mKJNA 


NM_0U71ol 


xlomo sapiens miiogen-acuvaiea protein kiiicioc jvjiiooc fuuaa& jmuooc i 

/"A /f ATM XT' 1 \ rWPXTA 

(MAr^rrvl ), rnxuNA 


NM UU/ziU 


riomo sapiens maimosiudoc, dipud, idd&a ijd, iiicuiuci i ^ivirxi^ iuij, nuu^n. 


NM_007164 


Homo sapiens mucosal vascular addressin cell adhesion molecule 1 

(JVLAJJs^ AM 1 ), mrUN/Y 


NM UU/ZlO 


jiomo sapiens aipna iniegnn pinmng pruicui uj ^xvjL/vri.iwi / j f uiiMin. 


NM UU/zli 


iiomo sapiens jivih protein ^jiyih;, nuvrs/\ 


NM UU/lUz 


HOmO Sapiens gUonyialC UyLldoC avUValUI Z<JJ ^LUU^uaiijiiiiy ^vj ^ v^xx^.u^ , nuviin, 


NM 007227 


Homo sapiens G protein-coupled receptor 45 (GPR45), mRNA 


NM UU/Z/S 


riomo sapiens lung cancer canaiaaie ^ruoij, iiiivin/x 


NM 007262 


Homo sapiens RNA-binding protein regulatory subunit (DJ-1), mRNA 


NM_007166 


riomo sapiens ciatnnn assemoiy lympaoia-myeioiQ leuKeirua gene i n j, 
mRNA 


NM 007186 


Homo sapiens centrosomai proiem z jurirzj, mruN/v 


XTTV If AA^COC 

NM 006585 


riomo sapiens cnaperomn containing i i , suounix o ^uieiaj yy>\^ i o mruN/x 


NM 007185 


Homo sapiens trinucleotide repeat containing 4 ^iiNrvu^;, rruuNA 


NM_007220 


Homo sapiens carbonic anhydrase VB, mitochondrial (CA5B), nuclear gene 
encoding mitochondrial protein, mRNA 


•VT» f AA11 

NM_007100 


TT._. -- * - - - A 'I'll l\- „ „ TT 1 n» ni i Ii-Lj-r «vti > 4 < nnlif\ri/1riri1 TJf\ nAtvmloV 

Homo sapiens Air syntnase, rl+ u^sportmg, rmtocnonanai ru complex, 
subumt e (AlrDl), rnKJNA 


NM_00723 1 


Homo sapiens solute earner iamny o ^neurouansiniuer uansporicr j, mcuiucr it 
(SLC6A14), mRNA 


NM 007203 


Homo sapiens A kinase (rKJvA) ancnor protem z ^AivArz^, rnrUN a 


NM 007202 


TT A /TDT3V A\ nnnlinv nrAtoin 1 f\ ( A T/^ A 13 1 (W W»T?XT A 

Homo sapiens A kinase (rKrvA) ancnor protem iu (AKAriuj, rnrUNA 


NM_007168 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 8 

SAT>/~*AQ\ i-rtt>XTA 

(ABL/Ao), rnKJNA 


NM 000506 


Homo sapiens coagulation iactor 11 ^tnromomj \rz.), mruNA 


NM 004343 


Homo sapiens calreticulin (CALR), mRNA 


NM 006736 


Homo sapiens neat snocK protein, neuronal jjinaj-ukb a ^rioji), mruNA 


NM_UUojj3 


TJTrvmn carripnc prvtVirr\iH HifTPrpntintinn anH denucleatinn factor 1 fHFIv-EE)DGl\ 

mRNA 


NM 006984 


Homo sapiens claudin 10 (CLDN10), mRNA 


NMJ)05502 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 1 
(ABCA1), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc ringer protein 24 (KOX 17) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc finger protein 22 (KOX 15) (ZNF22), mRNA 
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NM 006978 


Homo sapiens zinc finger protein 183 (RING finger, C3HC4 type) (ZNF183), 
mRNA 


NM 006953 


Homo sapiens uroplakin 3 (UPK3), mRNA 


NM 006952 


Homo sapiens uroplakin IB (UPK1B), mRNA 


NMJ)06951 1 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II. D. lOOkD (TAF2D), mRNA 


NM_006950 


Homo sapiens synapsin I (SYN1), mRNA 


NM 007056 


Homo sapiens suppressor of white apricot homolog 2 (SWAP2), mRNA 


NM 006949 j 


Homo sapiens syntaxin binding protein 2 (STXBP2), mRNA 


NM_006948 


Homo sapiens stress 70 protein chaperone, microsome-associated, 60kD 
(STCH), mRNA 


NM 006946 


Homo sapiens spectrin, beta, non-erythrocytic 2 (SPTBN2), mRNA 


NM 006945 


Homo sapiens small proline-rich protein 2B (SPRR2B), mRNA 


NM 006944 


Homo sapiens secreted phosphoprotein 2, 24kD (SPP2), mRNA 


NM 007009 


Homo sapiens zona pellucida binding protein (SP38), mRNA 


NM_006940 


Homo sapiens SRY (sex determining region Y)-box 5 (SOX5), mRNA 


NM 007017 


Homo sapiens SRY (sex determining region Y)-box 30 (SOX30), mRNA 


NM 006943 


Homo sapiens SRY (sex determining region Y)-box 22 (SOX22), mRNA 


NM 007084 


Homo sapiens SRY (sex determining region Y>box 21 (SOX21), mRNA 


NM 006942 


Homo sapiens SRY (sex determining region Y)-box 20 (SOX20), mRNA 


NM 006941 


Homo sapiens SRY (sex determining region Y)-box 10 (SOX10), mRNA 


NMJ)06934 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 
member 9 (SLC6A9), mRNA 


NM_006933 


Homo sapiens solute carrier family 5 (inositol transporters), member 3 
(SLC5A3), mRNA 


NMJ)06931 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 
(SLC2A3), mRNA 


NM 006930 


Homo sapiens S-phase kinase-associated protein 1 A (pl9A) (SKP1 A), mRNA 


NM 006925 


Homo sapiens splicing factor, arginine/serine-rich 5 (SFRS5), mRNA 


NM_006924 


Homo sapiens splicing factor, arginine/serine-rich 1 (splicing factor 2, alternate 
splicing factor) (SFRS1), mRNA 


NM 006917 


Homo sapiens retinoid X receptor, gamma (RXRG), mRNA 


NM 006987 


Homo sapiens rabphilin 3A-like (without C2 domains) (RPH3AL), mRNA 


NM_007055 


Homo sapiens polymerase (RNA) m (DNA directed) (155kD) (RPC155), 
mRNA 


NM 006915 


Homo sapiens retinitis pigmentosa 2 (X-linked recessive) (RP2), mRNA 


NM 006914 


Homo sapiens RAR-related orphan receptor B (RORB), mRNA 


NM 006913 


Homo sapiens ring finger protein 5 (RNF5), mRNA 


NM 006911 


Homo sapiens relaxin 1 (HI) (RLN1), mRNA 


NM 007043 


Homo sapiens HTV-1 rev binding protein 2 (HRB2), mRNA 


NM 007033 


Homo sapiens similar to S. cerevisiae RER1 (RER1), mRNA 


NM 007081 


Homo sapiens RAB, member of RAS oncogene family-like 2B (RABL2B), 
mRNA 


NM 006905 


Homo sapiens pregnancy specific beta-l-glycoprotein 1 (PSG1), mRNA 


NM_007016 


Homo sapiens protein similar to E.coli yhdg and R. capsulatus nifR3 (PP35), 
mRNA 


NM 007024 


Homo sapiens PL6 protein (PL6), mRNA 


NM 007030 


Homo sapiens brain-specific protein p25 alpha (p25), mRNA 


NM 006901 


Homo sapiens myosin DCA (MY09A), mRNA 


NM 007075 


Homo sapiens JM5 protein (JM5), mRNA 


NM 007003 


Homo sapiens JM27 protein (JM27), mRNA 


NM 006899 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) beta (IDH3B), mRNA 
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NM_007031 


Homo sapiens heat shock transcription factor 2 binding protein (HSF2BP), 
mRNA 


NM 007011 


Homo sapiens putative transmembrane protein (HS1-2), mRNA 


NM 006896 


Homo sapiens homeo box A7 (HOXA7), mRNA 


NM 007045 


Homo sapiens FGFR1 oncogene partner (FOP), mRNA 


NM 007051 


Homo sapiens Fas (TNFRSF6) associated factor 1 (FAF1), mRNA 


NM 006979 


Homo sapiens HLA class II region expressed gene KE4 (HKE4), mRNA 


NM 007015 


Homo sapiens chondromodulin I precursor (CHM-I), mRNA 


NM_006890 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 7 
(CEACAM7), mRNA 


NM 007018 


Homo sapiens centrosomal protein 1 (CEP1), mRNA 


NM 006889 


Homo sapiens CD86 antigen (CD28 antigen ligand 2, B7-2 antigen) (CD86), 
mRNA 


NM 006982 


Homo sapiens cartilage paired-class homeoprotein 1 (CART1), mRNA 


NM 007058 I 


Homo sapiens calpain 11 (CAPN1 1), mRNA 


NM 006888 


Homo sapiens calmodulin 1 (phosphorylase kinase, delta) (CALM1), mRNA 


NM 007047 


Homo sapiens butyrophilin, subfamily 3, member A2 (BTN3A2), mRNA 


NM 007048 


Homo sapiens butyrophilin, subfamily 3, member Al (BTN3A1), mRNA 


NM 006992 


Homo sapiens B7 protein (B7), mRNA 


NM 006885 


Homo sapiens AT-binding transcription factor 1 (ATBF1), mRNA 


NM 007022 


Homo sapiens putative tumor suppressor (101F6), mRNA 


NM 006697 


Homo sapiens cisplatin resistance associated (CRA), mRNA 


NM_006826 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, theta polypeptide (YWHAQ), mRNA 


NM_006761 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, epsilon polypeptide (YWHAE), mRNA 


NM 006784 


Homo sapiens WD repeat domain 3 (WDR3), mRNA 


NM 006846 


Homo sapiens serine protease inhibitor, Kazal type, 5 (SPINK5), mRNA 


NM_006830 


Homo sapiens ubiquinol-cytochrome c reductase (6.4kD) subunit (UQCR), 
mRNA 


NM_006798 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Al (UGT2A1), 
mRNA 


NM 006757 


Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 


NM 006827 


Homo sapiens transmembrane trafficking protein (TMP21), mRNA 


NM 006853 


Homo sapiens kallikrein 1 1 (KLK1 1), mRNA 


NM 006811 


Homo sapiens tumor differentially expressed 1 (TDE1), mRNA 


NM 006756 


Homo saniens transcrration elongation factor A fSID 1 (TCEAl^ mRNA 


NM 006024 


Homo sapiens Taxi (human T-cell leukemia virus type I) binding protein 1 
(TAX1BP1), mRNA 


NM 006752 


Homo sapiens surfeit 5 (SURF5), mRNA 


NM_006819 


Homo sapiens stress-induced-phosphoprotein 1 (Hsp70/Hsp90-organizdng 
protein) (SHP1), mRNA 


NM 006780 


Homo sapiens SMA3 (SMA3), mRNA 


NMJ)06749 


Homo sapiens solute carrier family 20 (phosphate transporter), member 2 j 
(SLC20A2), mRNA 


NM 006747 


Homo sapiens signal-induced proliferation-associated gene 1 (SIPA1), mRNA 


NM 006873 


Homo sapiens stoned B/TFIIA-alpha/beta-like factor (S ALF), mRNA 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBP1), mRNA 


NM 006871 


Homo sapiens receptor-interacting serine-threonine kinase 3 (RIPK3), mRNA 


NM_006867 . 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA j 
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NMJ)06868 


Homo sapiens RAB31, member RAS oncogene family (RAB3 1), mRNA 


NM_006839 


Homo sapiens inner membrane protein, mitochondrial (mitofilin) (1MMT), 
mRNA 


NM 006812 


Homo sapiens amplified in osteosarcoma (OS-9), mRNA 


NM 006656 


Homo sapiens sialidase 3 (membrane sialidase) (NEU3), mRNA 


NM 006791 


Homo sapiens MORF-related gene 15 (MRG15), mRNA 


NM 006766 


Homo sapiens zinc ringer protein 220 (ZNF220), mRNA 


NM 006804 


Homo sapiens steroidogenic acute regulatory protein related (MLN64), mRNA 


NM_006770 


Homo sapiens macrophage receptor with collagenous structure (MARCO), 
mRNA 


NM_006785 


Homo sapiens mucosa associated lymphoid tissue lymphoma translocation gene 
1 (MALT1), mRNA 


NM 006767 


Homo sapiens leucine-zipper-like transcriptional regulator, 1 (LZTR1), mRNA 


NM_006840 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 5 (LILRB5), mRNA 


NM_006866 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 2 (LILRA2), mRNA 


NM 006863 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 1 (LILRA1), mRNA 


NM 006847 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 4 (LILRB4), mRNA 


NM 006865 

lll'l WWW** 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
TM domain), member 3 (LILRA3), mRNA 


NM 006864 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 3 (LILRB3), mRNA 


NM 006738 


Homo sapiens lymphoid blast crisis oncogene (LBC), mRNA 


NMJ)06762 


Homo sapiens Lysosomal-associated multispanning membrane protein-5 
(LAPTM5), mRNA 


NM 006737 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, long 
cytoplasmic tail, 2 (KIR3DL2), mRNA 


NM_006801 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 1 (KDELR1), mRNA 


NM 006844 


Homo sapiens ilvB (bacterial acetolactate synthase)-like (ILVBL), mRNA 


NM 006858 


Homo sapiens putative T1/ST2 receptor binding protein (EL1RL1LG), mRNA 


NM 006764 


Homo sapiens interferon-related developmental regulator 2 (IFRD2), mRNA 


NM 006831 


Homo sapiens ATP/GTP-binding protein (HEAB), mRNA 


NM 006794 


Homo sapiens G protein-coupled receptor 75 (GPR75), mRNA 


NM 006783 


Homo sapiens gap junction protein, beta 6 (connexin 30) (GJB6), mRNA 


NM_006733 


Homo sapiens FSH primary response (LRPR1, rat) homolog 1 (FSHPRH1), 
mRNA 


NM 006731 


Homo sapiens Fukuyama type congenital muscular dystrophy (FCMD), mRNA 


NM 006730 


Homo sapiens deoxyribonuclease I-like 1 (DNASE1L1), mRNA 


NM 004366 


Homo sapiens chloride channel 2 (CLCN2), mRNA 


NM 006725 


Homo sapiens CD6 antigen (CD6), mRNA 


NM 006806 


Homo sapiens BTG family, member 3 (BTG3), mRNA 


NM 006763 


Homo sapiens BTG family, member 2 (BTG2), mRNA 


NM 006789 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide- 
like 2 (APOBEC2), mRNA 


NM_006793 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 006818 


Homo sapiens ALL 1 -fused gene from chromosome lq (AF1Q), mRNA 


NM 004289 


Homo sapiens nuclear factor (erythroid-derived 2)-like 3 (NFE2L3), mRNA 
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NM 006526 


Homo sapiens zinc finger protein 217 (ZNF217), mRNA 


NM 006523 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P)-like (XPNPEPL), 
mRNA 


NM 006537 


Homo sapiens ubiquitin specific protease 3 (USP3), mRNA 


NMJ)06564 


Homo sapiens G protein-coupled receptor (TYMSTR), mRNA 


NM_006573 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 13b 
(TNFSF13B), mRNA 


NMJ)01561 


Homo sapiens tumor necrosis factor receptor superfamily, member 9 
(TNFRSF9), mRNA 


NM 006528 


Homo sapiens tissue factor pathway inhibitor 2 (TFP12), mRNA 


NM 006520 


Homo sapiens t-complex-associated-testis-expressed 1-like (TCTJilL), mKJNA 


NM 006519 


Homo sapiens t-complex-associated-testis-expressed 1-like 1 (TCTEL1), mRNA 


NMJ)06602 


Homo sapiens transcription factor-like 5 (basic helix-loop-helix) (TCFL5), 
mRNA 


NM 006593 


Homo sapiens T-box, brain, 1 (TBR1), mRNA 


NMJ)06679 


Homo sapiens putative opioid receptor, neuromedin K (neurokinin B) receptor- 
like (TAC3RL), mRNA 


NM 006682 


Homo sapiens fibrinogen-like 2 (FGL2), mRNA 


NM 006558 


Homo sapiens Sam68-like phosphotyrosine protein, T-STAR (T-STAR), mRNA 


NM 006603 


Homo sapiens stromal antigen 2 (STAG2), mRNA 


NM 006717 


Homo sapiens spindlin (SPIN), mRNA 


NM 006542 


Homo sapiens S-phase response (cyclin-related) (SPHAR), mRNA 


NM_006654 


Homo sapiens sue 1 -associated neurotrophic factor target (FGFR signalling 
adaptor) (SNT-1), mRNA 


NM 006622 


Homo sapiens serum-inducible kinase (SNK), mRNA 


NM 006696 


Homo sapiens thyroid hormone receptor coactivating protein (SMAP), mRNA 


NM 006516 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 
(SLC2Al),mRNA 


NM_006632 


Homo sapiens solute carrier family 17 (sodium phosphate), member 3 
(SLC17A3), mRNA 


NM_006517 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 2 (putative transporter) (SLC16A2), mRNA 


NM_006598 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
7 (SLC12A7), mRNA 


NM_006515 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR), 
mRNA 


NM_006664 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 27 
(SCYA21) mRNA 


NM_006514 


Homo sapiens sodium channel, voltage-gated, type X, alpha polypeptide 
(SCNIOAh mRNA 


NM 006559 


Homo sapiens GAP-associated tyrosine phosphoprotein p62 (Sam68) (SAM68), 
mRNA 


NM 006511 


Homo sapiens regulatory solute carrier protein, family 1, member 1 (RSC1 Al), 
mRNA 


NM_006583 


Homo sapiens retinal pigment epithelium-derived rhodopsin homolog (RRH), 
mRNA 


NM 006604 


Homo sapiens ret finger protein-like 3 (RFPL3). mRNA 


NM 006605 


Homo sapiens ret finger protein-like 2 (RFPL2), mRNA 


NM 006505 


Homo sapiens poliovirus receptor (PVR), mRNA 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), mRNA 


NM 006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
fPSMC4),mRNA 
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NM 006587 


Homo sapiens corin (PRSC), mRNA 


NM 006556 


Homo sapiens phosphomevalonate kinase (PMVK), mRNA 


NM 006608 


Homo sapiens putative homeodomain transcription factor (PHT* 1), mRNA 


NM 006661 


Homo sapiens phosphodiesterase 10A (PDE10A), mRNA 


NM 006674 


Homo sapiens MHC class I region ORF (P5-1), mRNA 


NMJ06637 


Homo sapiens olfactory receptor, family 5, subfamily I, member 1 (OR5I1), 
mRNA 


NM_006649 


Homo sapiens serologically defined colon cancer antigen 16 (SDCCAG16), 
mRNA 


NM 002532 


Homo sapiens nucleoporin 88kD (NUP88), mRNA 


NM 006702 


Homo sapiens neuropathy target esterase (NTE), mRNA 


NMJ06693 


Homo sapiens cleavage and polyadenylation specific factor 4, 30kD subunit 
(CPSF4),mRNA 


NM_006669 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 1 (L1LRB1), mRNA 


NM 006533 


Homo sapiens melanoma inhibitory activity (MIA), mRNA 


NM 006500 


Homo sapiens melanoma adhesion molecule (MCAM), mRNA 


NM 006610 


Homo sapiens mannan-binding lectin serine protease 2 (MASP2), mRNA 


NM 006699 


Homo sapiens mannosidase, alpha, class 1A, member 2 (MAN1A2), mRNA 


NMJ)06498 


Homo sapiens lectin, galactoside-binding, soluble, 2 (galectin 2) (LGALS2), 
mRNA 


NM 006547 


Homo sapiens IGF-II mRNA-binding protein 3 (KOC1), mRNA 


NM_006611 


Homo sapiens killer cell lectin-like receptor subfamily A, member 1 (KLRA1), 
mRNA 


NM 006546 


Homo sapiens IGF-II mRNA-binding protein 1 (IMP-1), mRNA 


NM 006665 


Homo sapiens heparanase (HPSE), mRNA 


NM 006497 


Homo sapiens hypermethylated in cancer 1 (HIC1), mRNA 


NM 004667 


Homo sapiens hect domain and RLD 2 (HERC2), mRNA 


NM 006527 


Homo sapiens Hairpin binding protein, histone (HBP), mRNA 


NM 006658 


Homo sapiens G-substrate (GSBS), mRNA 


NM_006496 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 3 (GNAI3), mRNA 


NM 006529 


Homo sapiens glycine receptor, alpha 3 (GLRA3), mRNA 


NM 006530 


Homo sapiens glioma-amplified sequence-41 (GAS41), mRNA 


NM_006581 


Homo sapiens fucosyltransferase 9 (alpha (1,3) fucosyltransferase) (FUT9), 
mRNA 


NM 006700 


Homo sapiens FLN29 gene product (FLN29), mRNA j 


NM 006684 


Homo sapiens complement factor H-related 4 (FHR-4), mRNA 


NM 004113 


Homo sapiens fibroblast growth factor 12B (FGF12B), mRNA 


NM 006495 


Homo sapiens ecotropic viral integration site 2B (EVI2B), mRNA 


NM 006532 


Homo sapiens ELL gene (1 1-19 lysine-rich leukemia gene) (ELL), mRNA 


NM 006566 


Homo sapiens adhesion glycoprotein (DNAM-1), mRNA 


NM 006639 


Homo sapiens cysteinyl leukotriene receptor 1 (CYSLT1), mRNA 


NM 006586 


Homo sapiens trinucleotide repeat containing 5 (TNRC5), mRNA 


NM 006565 


Homo sapiens CCCTC-binding factor (zinc finger protein) (CTCF), mRNA 


NM_006574 


Homo sapiens chondroitin sulfate proteoglycan 5 (neuroglycan Q (CSPG5), 
mRNA 


NM 006688 


Homo sapiens Clq-related factor (CRF), mRNA 


NM 006493 


Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA 


NM 001750 


Homo sapiens calpastatin (CAST), mRNA 


NM 006624 


Homo sapiens adenovirus 5 El A binding protein (BS69), mRNA 


NM 006698 


Homo sapiens bladder cancer associated protein (BLCAP), mRNA 
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JNJM UUO/10 


TT/vrw/\ ccmipnc optivatAr A'f Q Whacp IrinaQP ( ASK i mRNA 
XTOIHU SdpiCIla dvUYdlUl \JL O pilooC .Mlldov ^n.UA'k.y, uuvi i-t ». 


XTN/f (\CS£<1A 

JNJYl UUOjjh 


XJ/%rvi/\ comVnc niiplpar rpr»PTvf*Ar PAaptivatAr 3 iNCajA3L mRNA 
XIOIHO odpidlo HUviCdi iCvCpivi vUdvii YdiAji wxuyj uu\i«i 


1NM UUOO/U 


Wr\mn canipno. 5T4 nnrAfptal rrAnrtnhlast plvcoorotein f5T4\ mRNA 
XxOIIlU adpitllo Jit UllvUlCLdl U \jpil\J 1/idOi gx yvuyivwui \^ */j "uv*m 


NM_uuzut>y 


xjriTvirt ocitm'ptic <ni5minp mirlpAti'/lp KinHino Trrntein (Ci orotein^ aloha inhibitini? 

ar»fiTriHr ■nAlvnPTitlHp 1 ffr^JAT^ nVRNA 
ttvllVlty pUiypwUUllv 1 ^UliAll y, llUVl^/X 


vnvyf aai 1 £*5 


TTnmn caniPTK! ha enlo viral TAP reneat^ontaininff 3 (BIRC3 h mRNA 


vnur aaa^qi 


u nTT1 A caniptiQ rprAid-linnfiiQr.iriAQi^ neuronal 2 late infantile ( Janskv- 

IXUillU OClUlwlO Wtll/lU XlJJUiUOVlllVJdXO, llwlU U 11 til X* j 1UIW III LHAAMAV \ •** (/ 

Rielcehowskv diseased fCLN2) niRNA 


>JM 00^440 

1N1V1 Uv/J'ttu 


Homo saniens GTP-bindine nrotein Rho7 fRH07), mRNA 


KM 00S346 


Homo sapiens heat shock 70kD protein IB (HSPA1B), mRNA 


NM 005345 


Homo sapiens heat shock 70kD protein 1 A (HSPA1 A), mRNA 


xnvr nn^s4S 


Homo ^aniens H4 hi stone familv member J rH4FX). mRNA 


J.N1V1 uvjJHj 


rlomo sanien*; H4 hi<!tone familv member H (H4FID. mRNA 

1J.W111VJ sauibiid in iiioiviiv icuxiiijr, i uviiii/vi y** >* /' 


MM 00354? 
iNlvl UUJJHZ 


HAmA QanienQ H4 hi stone familv member G fH4FG\ mRNA 


NM 003540 


Homo sapiens H4 histone family, member C (H4FC), mRNA 




Unmn conipnc W4 Viictfxnp familv mpmher R flT4FrV^ mRNA 


JNM UUJJJO 


Uritrirt cariipnc TT4 ViictATiP fnmilv mpmAPr A rrT4KA^ mRNA 
xlOmu oapiCIlo nt IllolUllC lallliljr , llivlliuci /x ^iitx ■**•/> i"*-xi^-*x 


JNM UvjjZJ 


WnrriA Qnm'pnc TT1 h-ktonp familv member T ^testis-snecific^ (Til FT) mRNA 

rXUlliU aapiCllo XTi. 1 IllolUlXV la.lLU.ljr } iilvlllUwl x ^ivouo opvvuiv^ V 1111 A /> "-u-^j-^* »■ 


JNJVL_UU3 OZ 


li/xmn canipnc piilrorvArip trail dari An initiatiAn fapfor ^ Stlbunit 8 (\ lOlcD^ 

riomo sapiens euKaryout* iraiioiaiiuii uiiLiaiiuii iu.vi.ui j, auuuiiu o \i i vivl/^ 




TIattia coTvipnc ralhinHin 1 ORVD"! rPATRn mRNA 
Xiomu odpicno vdlUUlUUl 1, ^OixLy^ ^O/xLrJj I ^, liuvL^rx 


JNiYl UUOl ZZ 


TTnmri cn-nipnc marmACiHacp alnVia rlaRQ 9 A member 2 /"MAN2A2 1 mRNA 
XTLOIIIO od pi Clio IllollllUolVltloC, aipildj vldao iAj liiviuuvx ^ y^iTii xa. *-**Ji «uviiiii 


NM_006301 


Homo sapiens mitogen-activated protein kinase kinase kinase 12 (MAP3K12), 

mPTsJA 
UlivlN/x 


iNlvl UUOZi'^ 


il nmn conipnc 7inr fin itpt nrotpin 1 Q3 f7NF193^ mRNA 

XlUlllU OdpiCllO ZilllV llll^Vl piUlVlll IS J ^Z-*l^ll l.SJfy 


"MM 0069 QR 
JNM UUOZ^O 


WAmA Qampnc 7inr finaer nrotein 1Q7 ^ZNF192^ mRNA 

llUlllU odpiCUo Z/Ulv iiilgvl piutvlll 1^*» ^xjI^ia 1 -/ ^vy , iiuvLin 


NM 006385 


Homo sapiens zinc finger protein 21 1 (ZNF21 1), mRNA 


XTX/f AA/C9Q/; 


riomo sapiens vdvviiiid icidicu KJiidoc \ v jvtvx^, iiuvi^it. 


NM 006295 


Homo sapiens valyl-tRNA synthetase 2 (VARS2), mRNA 


JNM UUO*W/ 


Jtiomo sapiens uoiquiun spct/iiiu pruicdsc iu ^uoir iu^, iiuxin/x 


XTTVVT (\(\&1QA 

INM_UU0Zy^ 


Urt-mr* canionc iiV^inninnl-nD+rtpVirrkmp r* rP/lnptnCP KinHinCT TtrAtpin /TTOfRm 

riomo sapiens uoi^uinoi~vyiOviiruiiic v icuuviasc uuiuuig piuivui ^uyvivuy, 
mRNA 


XTA/f AA^0Q7 

jnm uuozyj 


XJ/\tw/\ cotMAnc T^VT? •nmfpin tvrAcinp Vina qp ( 1 VT? ml?NA 
ilOTTiO sapiens i i ivvjj pruicin lyrobiiic juiidsc ^1 i iwjjj ? iiiivln^x 


NM 006311 


Homo sapiens nuclear receptor co-repressor 1 (NCOR1), mRNA 


xttljT AAiCOAl 

NM_006291 


rlomo sapiens lumor necrosis iactor, aipna-maucea protein l ^iiNr/xirz^, 
mRNA 


XTXjT AAiTOAA 

NM_006290 


Homo sapiens lumor necrosis iactor, aipna-maucea proiem j ^iiNr/xJLrjj, 
mRNA 


XTXJT AAZTIOO 

NM 006288 


Homo sapiens iny-i ceil suriace antigen ^lxi 1 1) } itiixin**\ 


NM_006286 


Homo sapiens transcription iactor up-z \iizr aimenzdiion parmcr z.) ^iri^rz^, 
mRNA 


NM_006284 


Homo sapiens 1 Al A box binamg protem ^ir$rj-associatea iactor, kjna 
polymerase 11, rl, JOkL) (1 ArzH), mKINA 


JNM__UUOj**Z 


T-I/\mrk canipnQ trancfArmino - npiHifi PAilerf-COll containing TJrotein 3 fTACC3). 

riOrnO odpidlO UdllolUIXlllllg, dwlUlv IVlltU wUll vuiiiBUiuig j/iuvvui j ^invv/jy) 

mRNA 


NM_006283 


Homo sapiens transforrning, acidic coiled-coil containing protein 1 (TACC1), 
mRNA 


NM 006282 


Homo sapiens serine/threonine kinase 4 (STK4), mRNA 


NM_006280 


Homo sapiens signal sequence receptor, delta (translocon-associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens susW-repeat-containing protein, X chromosome (SRPX), mRNA 


NM 006415 


Homo sapiens serine palrmtoyllidnsferase, long chain base subunit 1 (SPTLC1), 
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mRNA 


NM 006450 


Homo sapiens splicing factor (45kD) (SPF45), mKNA 


NM 006422 


Homo sapiens A kinase (PRKA) anchor protein 3 (AKAP3), mRNA 


NM 006446 


Hnmo sanien? solute carrier familv 21 forsanic anion transporter), member 6 
(SLC21A6), mRNA 


NM 006778 


Hnmn ^aniens sialvltransferase 4C (beta-ealactosidase alnha-2.3- ' 
sialytransferase) (SIAT4C), mRNA 


NM 006378 

1XAVX UuUJ # U 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4D (SEMA4D), 
mRNA 


NMJJ06379 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3C (SEMA3C), mRNA 


NMJJ06274 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 19 
(SCYA19),mRNA 


NM 006453 


• Homo sapiens transducin (beta)-like 3 (TBL3), mRNA 


NM 006270 


Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA 


NM 006269 


Homo sapiens retinitis pigmentosa 1 (autosomal dominant) (RP1), mRNA 


NM 006355 


Homo sapiens ring finger protein 15 (RNF15), mRNA 


NM 006315 


Homo sapiens ring finger protein 3 (RNF3), mRNA 


NM 006394 


Homo sapiens regulated in glioma (RIG), mRNA 


NM 006263 


Homo sapiens proteasome (prosome, macropain) activator subunit 1 (PA28 
alpha) (PSME1), mRNA 


NM 006262 


Homo sapiens peripheral (PRPH), mRNA 


NM 006261 

I "1"! V W**W A 


Homo sapiens prophet of Pit 1, paired-like homeodomain transcription factor 
(PROPl),mRNA 


NM 006260 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
dependent inhibitor (PRKRI), mRNA 


NM 006259 


Homo sapiens protein kinase, cGMP-dependent, type II (PRKG2), mRNA 


NM 006257 


Homo sapiens protein kinase C, theta (PRKCQ), mRNA 


NM 006255 


Homo sapiens protein kinase C, eta (PRKCH), mRNA 


NM 006253 


Homo sapiens protein kinase, AMP-activated, beta 1 non-catalytic subunit 
(PRKABl), mRNA 


NM 006252 


Homo samens nrotein kinase AMP-activated. alt>ha 2 catalytic subunit 
(PRKAA2), mRNA 


NM 006251 


Homo sapiens protein kinase, AMP-activated, alpha 1 catalytic subunit 
(PRKAA1), mRNA 


NM 006247 


Homo sapiens protein phosphatase 5, catalytic subunit (PPP5C)> mRNA 


NM_006246 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), epsilon 
isoform (PPP2R5E) mRNA 


NM_006245 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), delta isoform 
(PPP2R5Di mRNA 


NM_006244 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), beta isoform 
(PPP2R5B i mRNA 


NM_006243 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), alpha isoform 
(PPP2R5A),mRNA 


NM_006241 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), 
mRNA 


NM_006240 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEF1), 
mRNA 


NM_006238 


Homo sapiens peroxisome proliferative activated receptor, delta (PPARD), 
mRNA 


NM 006237 


Homo sapiens POU domain, class 4, transcription factor 1 (POU4F1), mRNA 
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MM 0069^6 
IN 1V1 uuOZ J O 


Hnmo saoiens POU domain class 3 transcription factor 3 (POU3F3), mRNA 


MM flfl69^ 


TTnmo ^aniens POU domain class 2 associating factor 1 (POU2AF1), mRNA 


NM 006231 


Homo sapiens polymerase (DNA directed), epsilon (POLE), mRNA 


mm nn^^R 

JNJVJ._UUOj.jo 


u niT ,A cQnipriQ Qnlntp parripr fflmilv 25 f mitochondrial carnen peroxisomal 
membrane protein, 34kD), member 17 (SLC25A17), mRNA 


"MM An£997 
XNJVL UUOZZ/ 


Wr»mr\ cuTvipriQ nVinonVinlmiH transfer nrotein fPLrXPl. mRNA 


NM 006226 


Homo sapiens phospholipase C, epsilon (PLCE), mRNA 




xlomo sapiens pnospnonpase l>>, nena i uuxi^rv. 


NM 006224 


Homo sapiens phosphotidylinositol transfer protein (PITPN), mRNA 


NM 006479 


Homo sapiens kajjj l-mieracung proiem ^riivj lj 3 iuai\a 


NM_0Q6223 


TjA«,n nnMiatin «i>Afaiti /"-MO^ft/ltrl t^frtlf/l nic/frflTIC 1 CATTIPTJ1 CP^ WllVt A -"intPTflP.tin A 

xlomo sapiens protein yjepuuyi~proiyi cis/iiaiio i^vuKiao^j i^xivxn uuciovuug, ~ 
(parvulin) (PIN4), mRNA 


NM_006222 


riomo sapiens protein \pepuoyi-proiyi cis/uoiib lwiiicraocj i>mvi/\-ujLcia^uii3 l 
like (PIN1L), mRNA 


NM_006221 


TJ^vmm -Mv/xf-A-in ^-r>cvrt+~i<^Tr1 r»l o/friJTIC KAmPrflCP^ MTN/f A-ITltftrflntlTlO" 1 

riomo sapiens protein yjepiioyi-pruiyi cib/uaiio louiiiciaac^ i^iivv^-iiitda^uiig i 
(JrlJN 1 J, mrvXN A 


MMJ06218 


Homo sapiens phosphoinosiude-3 -kinase, catalytic, alpha polypeptide 

fVWXC 1 A\ mPMA 


NM 006213 


Homo sapiens phosphorylase kinase, gamma 1 (muscle) (PHKG1), mRNA 


NMJ)06305 


TT — ,,lnf,',tA Vkiimnri ITT A niacin TT OCTAni mtf*A T^T*/\+*»1Tl T iPH AP 1 1 

Homo sapiens putative numan riLA class 11 associaiea proiem 1 ^rxi/vri^, 
mRNA 


NM_006212 


Homo sapiens o-pnospnonTicro-/-Kmase/miciose-z,o-oipnospnaidbc z 


NM_UU0Z 1 1 


xiomo sapiens procnKcpnaiui \r niN^/, iiuvi^rv 


XTX>T AA<0r\O 

NM_UUoZUy 


jlOmO Sapiens eCXOnUClCOlluC pyropilUopiJJilttowpiiUa^uuuivoiciaoc ^auiuuiAm^ 


xtm nn^?n^ 

JNJY_UUOZUj 


Mattia cemipne nr»AQnhftHipetpra«e 6rT cGMP-snecific cone eamma (j?DE6H). 
mRNA 

lliXVl 1 


NM_006204 


Homo sapiens phosphodiesterase 6C, cGMP-specific, cone, alpha prime 

\L Xj\J\^ ) y A 1U-V1 N 


mm nn^iQR 

1N1V1 UUOJL^o 


TTomn ^flnien<5 Pirrlcinie cell nrotein 4 fPCP4) mRNA 


MM nn^iQ7 


U/\mn ennipne nprirpntrinlflT matPiHal 1 rP(^!M!l i mRNA 


mm nn^icK 


WnmA cfmiPTiQ nrp-R-rpll lenlcemia transcriTition factor 3 fPBX3\ mRNA 


mm nnfiicn 

JNJYL UU01.7J 


Wattia csmiPTic nairpH InCYK apne 4 fPAX4^ mRNA 


MM OflfilQI 


"Rnmn sanien*; nroliferati on-associated 2G4 38kD CPA2G4). mRNA 


mm nn^i ro 


UAmn QnnipnQ olfantnrv marker nrotein TOMPV mRNA 


mm nn^i 


Wnmn Qanien^ nuclear recentor subfamilv 4 2TOUD A member 2 (NR4A2). 
mRNA 


mm nn^iR<5 


Homo saniens nuclear mitotic aonaratus Drotein 1 fNUMAl). mRNA 


MM flHAIRJ. 


Wnmo sanien 1 ? nucleobindin 1 fNUCBl^ mRNA 


NM 006182 


Homo sapiens discoidin domain receptor family, member 2 (DDR2), mRNA 


NM UUoloU 


T-TrkTYirt co-nipric nMrr/vtrA-nhir HrrAcinp ViriflCP recentfir tvnP 2 fWTRPC2i' mRNA 

xiomo sapiens nc uro trop nit lyruoinc jsjjioow, iwv/wpiui, ^yy\> \y* xxvr^^, imunn. 


NM UUoi/Z 


riomo sapiens iNoi-associdico proiem 1 ^ixorvr iy, iiuvi>i-rv 


mm 

XNJVI UUO ill 


Unnin ^aniens neural retina leucine ziorjer (NRL). mRNA 


NM 006176 


Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA 


NM 006174 


Homo sapiens neuropeptide Y receptor Y5 (NPY5R), mRNA 


NM 006170 


Homo sapiens nucleolar protein 1 (120kD) (NOLI), mRNA 


NM 006169 


Homo sapiens nicotinamide N-methyltransferase (NNMT), mRNA 


NM_006165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroidHierived 2)-like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (erythroid-derived 2), 45kD (NFE2), mRNA 
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NM 006160 


Homo sapiens neurogenic differentiation 2 (NEUROD2), mRNA 


NM 006158 


Homo sapiens neurofilament, light polypeptide (68kD) (NEFL), mRNA 


NM 006393 


Homo sapiens nebulette (NEBL), mRNA 


NM 006316 


Homo sapiens DNA-binding transcriptional activator (NCYM), mRNA 


NM_006153 


Homo sapiens NCK adaptor protein 1 (NCK1), mRNA 


NM_006424 


Homo sapiens solute carrier family 34 (sodium phosphate), member 2 
(SLC34A2),mRNA 


NM 006317 


Homo sapiens brain acid-soluble protein 1 (BASP1), mRNA 


NM 006343 


Homo sapiens c-mer proto-oncogene tyrosine kinase (MERTK), mRNA 


NM 006457 


Homo sapiens LIM protein (similar to rat protein kinase C-binding enigma) 
(LM), mRNA 


NM 006148 


Homo sapiens LIM and SH3 protein 1 (LASP1), mRNA 


NM_006383 


Homo sapiens DNA-dependent protein kinase catalytic subunit-interacting 
protein 2 (KJP2), mRNA 


NMJ)06459 


Homo sapiens similar to Caenorhabditis elegans protein C42C1.9 (KE04), 
mRNA 


NM 006147 


Homo sapiens interferon regulatory factor 6 (IRF6), mRNA 


NM 006332 


Homo sapiens interferon, gamma-inducible protein 30 (IFD0), mRNA 1 


NM 006337 


Homo sapiens microspherule protein 1 (MCRS1), mRNA 


NM 006308 


Homo sapiens heat shock 27kD protein 3 (HSPB3), mRNA 


NM_006403 


Homo sapiens enhancer of filamentation 1 (cas-like docking; Crk-associated 
substrate related) (HEF1), mRNA 


NM 006143 


Homo sapiens G protein-coupled receptor 19 (GPR19), mRNA 


NM 006302 


Homo sapiens glucosidase I (GCS1), mRNA 


NM 006478 


Homo sapiens GAS2-related on chromosome 22 (GAR22), mRNA 


NMJ)06338 


Homo sapiens glioma amplified on chromosome 1 protein (leucine-rich) 
(GACl),mRNA 


NM 006360 


Homo sapiens dendritic cell protein (GA17), mRNA 


NM 006329 


Homo sapiens fibulin 5 (FBLN5), mRNA 


NM 006404 


Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), mRNA 


NM 006304 


Homo sapiens Deleted in split-hand/split-foot 1 region (DSS1), mRNA 


NM 001355 


Homo sapiens D-dopachrome tautomerase (DDT), mRNA 


NM 006139 


Homo sapiens CD28 antigen (Tp44) (CD28), mRNA 


NM 006371 


Homo sapiens cartilage associated protein (CRTAP), mRNA 


NM_006136 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 ! 
(CAPZA2), mRNA 


NM 006448 


Homo sapiens trinucleotide repeat containing 1 (TNRC1), mRNA 


NM 006333 


Homo sapiens nuclear DNA-bindingjprotein (C1D), mRNA 


NMJ)06419 


Homo sapiens small inducible cytokine B subfamily (Cys-X-Cys motif), member 
13 (B-cell chemoattractant) (SCYB13), mRNA 


NM 005453 


Homo sapiens zinc finger protein 297 (ZNF297), mRNA 


NM 006324 


Homo sapiens craniofacial development protein 1 (CFDP1), mRNA 


NM 006375 


Homo sapiens cytosolic ovarian carcinoma antigen 1 (COVA1), mRNA 


NM 004466 


Homo sapiens glypican 5 (GPC5), mRNA 


NM 004484 


Homo sapiens glypican 3 (GPC3), mRNA 


NM_002856 


Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) 
(PVRL2), mRNA 


NM_001420 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 3 (Hu 
antigen C) (ELAVL3), mRNA 


NM 001634 


Homo sapiens S-adenosylmethionine decarboxylase 1 (AMD1), mRNA 


NM 000483 


Homo sapiens apolipoprotein C-H (APOC2), mRNA 


NM 001645 


Homo sapiens apolipoprotein C-I (APOC1), mRNA 
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NM 000482 


Homo sapiens apolipoprotein A-IV (APOA4), mRNA 


NM 005953 


Homo sapiens metallothionein 2A (MT2A), mRNA 


NM_005954 


Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 
(MT3), mRNA 


NM 006007 


Homo sapiens zinc finger protein 216 (ZNF216), mRNA 


NM 006006 


Homo sapiens zinc finger protein 145 (Kruppel-like, expressed in promyelocytic 
leukemia) (ZNF145), mRNA 


NM_006004 


Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH), 
mRNA 


NM_006003 


Homo sapiens ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 
1 (UQCRFS1), nuclear gene encoding mitochondrial protein, mRNA 


NM 006088 


Homo sapiens tubulin, beta, 2 (TUBB2), mRNA 


NM 005999 


Homo sapiens translin-associated factor X (TSNAX), mRNA 


NM_006022 


Homo sapiens transforming growth factor beta-stimulated protein TSG-22 
(TSC22),mRNA 


NM 005998 


Homo sapiens chaperonin containing TCP1, subunit 3 (gamma) (CCT3), mRNA 


NM 006073 


Homo sapiens triadin (TRDN), mRNA 


NM 005997 


Homo sapiens transcription factor-like 1 (TCFL1), mRNA 


NM_006116 


Homo sapiens transforming growth factor beta-activated kinase-binding protein 
1 (TAB 1), mRNA 


NM_005989 


Homo sapiens aldo-keto reductase family 1, member Dl (delta 4-3-ketosteroid- 
5-beta-reductase) (AKR1D1), mRNA 


NM 005988 


Homo sapiens small proline-rich protein 2A (SPRR2A), mRNA 


NM 005986 


Homo sapiens SRY (sex determining region Y)-box 1 (SOX1), mRNA 


NM_006049 


Homo sapiens small nuclear RNA activating complex, polypeptide 5, 1 9kD 
(SNAPC5), mRNA 


NM_006080 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3 A (SEMA3A), mRNA 


NM_006072 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 26 
(SCYA26),mRNA 


NM 005981 


Homo sapiens sarcoma amplified sequence (SAS), mRNA 


NM 006054 


Homo sapiens reticulon 3 (RTN3), mRNA 


NM 005977 


Homo sapiens ring finger protein (C3H2C3 type) 6 (RNF6), mRNA 


NM 005975 


Homo sapiens PTK6 protein tyrosine kinase 6 (PTK6), mRNA 


NM 005972 


Homo sapiens pancreatic polypeptide receptor 1 (PPYR1), mRNA 


NM 006112 


Homo sapiens peptidylprolyl isomerase E (cyclophilin E) (PPIE), mRNA 


NM 006107 


Homo sapiens acid-inducible phosphoprotein (OA48-1 8), mRNA j 


NM 006067 


Homo sapiens neighbor of COX4 (NOC4), mRNA 


NM 005969 


Homo sapiens nucleosome assembly protein 1-like 4 (NAP1L4), mRNA 


NM 006058 


Homo sapiens Nef-associated factor 1 (NAF1), mRNA 


NM_006097 


Homo sapiens myosin regulatory light chain 2, smooth muscle isoform 
(MYRL2), mRNA 


NM 005955 


Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA 


NM_005932 


Homo sapiens mitochondrial intermediate peptidase (MPEP), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005931 


Homo sapiens MHC class I polypeptide-related sequence B (MICB), mRNA 


NM 006081 


Homo sapiens MHC binding factor, beta (MHCBFB), mRNA 


NM_005930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 


NM 005928 


Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA 


NM 005926 


Homo sapiens microfibrillar-associated protein 1 (MFAP1), mRNA ! 


NM 005925 


Homo sapiens meprin A, beta (MEP1B), mRNA 
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NM 005924 


Homo sapiens mesenchyme homeo box 2 (growth airest-specific homeo box) 
(MEOX2), mRNA 


NM 005920 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide D 
(myocyte enhancer factor 2D) (MEF2D), mRNA 


NM 005919 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide B 
(myocyte enhancer factor 2B) (MEF2B), mRNA 


NM_005918 


Homo sapiens malate dehydrogenase 2, NAD (mitochondrial) (MDH2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_005917 


Homo sapiens malate dehydrogenase 1, NAD (soluble) (MDH1), mRNA 


NM 005913 


Homo sapiens melanocortin 5 receptor (MC5R), mRNA 


NM 005912 ! 


Homo sapiens melanocortin 4 receptor (MC4R), mRNA 


NM 005911 


Homo sapiens methionine adenosyltransferase n, alpha (MAT2A), mRNA 


NM 005908 


Homo sapiens mannosidase, beta A, lysosomal (MANBA), mRNA 


NM 005907 


Homo sapiens mannosidase, alpha, class 1A, member 1 (MAN1 Al), mRNA 


NM 005898 


Homo sapiens membrane component, chromosome 1 1, surface marker 1 
(MllSl),mRNA 


NM 006060 


Homo sapiens zinc finger protein, subfamily 1 A, 1 (Ikaros) (ZNFN1 Al), mRNA 


NM 006059 


Homo sapiens laminin, gamma 3 (LAMC3), mRNA 


NM 006038 


Homo sapiens spermatogenesis associated PD1 (KIAA0757), mRNA 


NM 006084 


Homo sapiens interferon-stimulated transcription factor 3, gamma (48kD) 
(ISGF3G), mRNA 


NM 005897 


Homo sapiens intracisternal A particle-promoted polypeptide (IPP), mRNA 


NM 005896 


Homo sapiens isocitrate dehydrogenase 1 (NADP+), soluble (IDH1), mRNA 


NM 006028 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3B (HTK3B), mRNA 


NM 006120 


Homo sapiens major histocompatibility complex, class II, DM alpha (HLA- 
DMA), mRNA 


NM 006026 


Homo sapiens HI histone family, member X (HI FX), mRNA 


NM 006051 


Homo sapiens FE65-LIKE 2 (FE65L2), mRNA 


NM 006079 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 2 (CITED2), mRNA 


NM 005894 


Homo sapiens CDS antigen-like (scavenger receptor cysteine rich family) 
(CD5L), mRNA 


NM 006016 


Homo sapiens CD164 antigen, sialomucin (CD164), mRNA 


NM 006078 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 2 
(CACNG2), mRNA 


NM 006030 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 2 
(CACNA2D2), mRNA 


NM 006085 


Homo sapiens 3'(2'), 5'-bisphosphate nucleotidase 1 (BPNT1), mRNA 


NM 006015 


Homo saoiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily f, member 1 (SMARCF1), mRNA 


NM 006066 


Homo sapiens aldo-keto reductase family 1, member Al (aldehyde reductase) 
(AKR1 Al), mRNA 


NM 005891 


Homo sapiens acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl Coenzyme A 
thiolase) (ACAT2), mRNA 


NM 006020 


Homo sapiens alkylation repair; alkB homolog (ABH), mRNA 


NM 004056 


Homo sapiens carbonic anhydrase VIH (CA8), mRNA 


NM 005664 


Homo sapiens makorin, ring finger protein, 3 (MKRN3), mRNA 


NM 005662 


Homo sapiens voltage-dependent anion channel 3 (VDAC3), mRNA 


NM 005836 


Homo sapiens translational inhibitor protein pl4.5 (UK1 14), mRNA 


NMJ)05660 


Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 


NM 005659 


Homo sapiens ubiquitin fusion degradation 1-like (UlOJlL), mRNA 
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NM 005706 


Homo sapiens tumor suppressing subtransferable candidate 4 (TSSC4), mRNA 


NM 005723 


Homo sapiens tetraspan 5 (TSPAN-5), mRNA 


NM 005727 


Homo sapiens tetraspan 1 (TSPAN-1), mRNA 


NM 005658 


Homo sapiens TNF receptor-associated factor 1 (TRAF1), mRNA 


NM 005802 


Homo sapiens tumor protein p53-binding protein (TP53BPL), mRNA 


NM 005749 


Homo sapiens transducer of ERBB2, 1 (TOB1), mRNA 


NM 005655 


Homo sapiens TGFB inducible early growth response (TDEG), mRNA 


NM 005653 


Homo sapiens transcription factor CP2 (TFCP2), mRNA 


NM 005654 


Homo sapiens nuclear receptor subfamily 2, group F, member 1 (NR2F1), 
mRNA 


NM 005652 


Homo sapiens telomeric repeat binding factor 2 (TJtiKt^), mRNA 


NM 005885 


Homo sapiens similar to S. cerevisiae SSM4 (TEB4), mRNA 


NM 005651 


Homo sapiens tryptophan 2,3-dioxygenase (TD02), mRNA 


NM 005649 


Homo sapiens transcription factor 17 (TCF17), mRNA 


NM 005647 

1> 1VA \J\J •} \TT 1 


Homo sapiens transducin (beta)-like 1 (TBL1), mRNA 


NM_005645 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
nolvmerase II K. 18kD fTAF2K), mRNA 


NM 005643 • 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase n, I, 28kD (TAF2I), mRNA 


NM 005641 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, E, 70/85kD (TAF2E\ mRNA 


NM 005679 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase I, C, 1 lOkD (TAF1C), mRNA 


NM_005681 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase I, A, 48kD (TAFIA), mRNA 


NM 005639 


Homo sapiens synaptotagmin 1 (SYT1), mRNA 


NM 005638 ( 


Homo sapiens synaptobrevin-like 1 (SYBL1), mRNA 


NM 005635 


Homo sapiens synovial sarcoma, X breakpoint 1 (SSX1), mRNA 


NM_005871 


Homo sapiens splicing factor 30, survival of motor neuron-related (SPF30), 
mRNA 


NM 005634 


Homo sapiens SRY (sex determining region Y)-box 3 (SOX3), mRNA 


NM 005686 

J. TATA VU JV/UU 


Homo sapiens SRY (sex determining region Y)-box 13 (SOX13), mRNA 


NM 005629 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, creatine), 
member 8 (SLC6A8), mRNA 


NM 005630 

1 1 IV A. \J\J ■J \J-j\l 


Homo sapiens solute carrier family 21 (prostaglandin transporter), member 2 
(SLC21A2),mRNA 


NM 005628 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 
(SLC1A5), mRNA 


NM 005627 


Homo sapiens serum/ghicocorticoid regulated kinase (SGK), mRNA 


NM 005877 


Homo sapiens splicing factor 3a, subunit 1, 120kD (SF3A1), mRNA 


NM 005625 


Homo sapiens syndecan binding protein (syntenin) (SDCBP), mRNA 


NM_005623 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 8 
(monocyte chemotactic protein 2) (SCYA8), mRNA 


NM_005624 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 25 
(SCYA25), mRNA 


NM 005850 


Homo sapiens splicing factor 3b, subunit 4, 49kD (SF3B4), mRNA 


NM 005772 


Homo sapiens RNA cyclase homolog (RNAC), mRNA 


NM 005614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma-like 2 (pl30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 
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Hrimn sanieni PTK2 orotein tvrosine kinase 2 (PTK2\ mRNA 


NM_005789 


Homo sapiens proteasome (prosome, macropain) activator subunit 3 (PA28 
an mm a* TCi i fPSMES^ mRNA 


NM 005672 


Homo sapiens prostate stem cell antigen (PSCA), mRNA 


MM UUjoOj 


ITnmA canipnc nrAfpacp QPririP 1 fi ftiTvmuSi fPRSS16i mRNA 


\nvvf oa<77Q 


Wattia canipnc npritiHvlnrAlvl isnTTierase F fcvcloDhilin ¥) fiPPIFi. mRNA 


MM UUjOU*f 


TTat«a canipnc PHTT H Amain Hacc 1 transcritjtion factor 2 fPOU3F2i. mRNA 


\T\/t aa^7AO 
MM UUD/UV 


xiomo sapiens lD/j-io prutcm yr i jiri x "wjo/, ujjvi^xt 


Xf\yf AA^7<7 

MM UUD/O/ 


U/vtv*/-» oanionc tinrinprm/> VPrPTlffXT ( familv A OTA11A Si fP7Y5 1 mRNA 

xiomo sapiens purincrgii/ rc^epiur ^laiixiiy a giuup ^x x iluxii/t. 


MM_UUjo3j 


XlOmO Sapiens SOlUie CamCI loJxlliy l / ^uuiuui piiuopimi.^ f uiwuuw a* 

(SLC17A2),mRNA 




xiomo sapiens nucieosiuc uipnoopriaic ivuiaoc iypc u ^iixixti/iiui ua p^-j iiMxuv/t-*x 

QT^rkntncic-dlnVio^ rMM"71-TTA^ mRNA 
dpupLOolo-dipila^ ^1>J1V1Z.J-XXU^, UlXVLNiTV 


MM UUjOUU 


xxumo sapiens iiiu liooc i ^inxi xjy iiixvi^irv 


NM 005599 


Homo sapiens nescient helix loop helix 2 (NHLH2), mRNA 


MM UUjjyo 


xiomo sapiens nescient ncux loop iiciia i ^i^xtjuxxi^, iiJxvL^rx 


NM 005596 


Homo sapiens nuclear factor I/B (NFIB), mRNA 


NM 005665 


Homo sapiens ecotropic viral integration sue j ^rivi^;, Txunjn/v 


XTTV K AACCA/1 

NM_005594 


Homo sapiens nascent-poiypepnae-associateu complex aipna poiypepuuc 
(NACA), mRNA 


MM 0053V3 


Homo sapiens myogenic iacior j ^ivi irjj, miviN j\ i 


NM 005592 


Homo sapiens muscle, skeletal, receptor tyrosine kinase (MUSK), mRNA 


XTK M A A CO A C 

NM_005845 


Homo sapiens Alx-Dincing cassene, suo-iamiiy ^ [\^r ixvivxxsxj, memoer h 


NM_005874 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 

art A rmV/T ^ Amain ^ mpmhpr 7 TT PT^9 i mPTSIA 

anu iiiivi Qouiams^, mciiiucr z vj^ii^ivd^^, uuvin/a. 


MM UUDDoo 


Homo sapiens mepnn a, aipna ^ada pepiiue nyuroiabej ^ivixir irxj, iiuvi>r\ 


MM_0U5Do/ 


Homo sapiens m/yjjo dox uanscnpuon ennancer iacior z, poiypepuuc r% 
^myocyte ennancer iacior ^iYixirz/\j, iuivln/\ 


XTTVvf AA5Q1A 

MM_UUjo1u 


xiomo sapiens kjiicx ecu ieLiin~ii&.e rcucpiui ouuiauuiy vj, ixivinuci i \avx-tavvj iy, 


MM UUjjoI 


T4r»mo canipnc T iitVipran KIaaH OTAiin T Anhprcrpr H fltlti ffPTI ITlAllldedi J Ji mRNA 


MM__UU.)J to 


TT ATriA canipnc T TA/f rlAmain-rAntflinina nTpfprrpd tranclAcatioti nartner in liijoma 
rTPPi mRNA 


xjA/f 005577 


T-T Am a Qanipn^ linAnrotpin T.nfai fi\PA i mRNA 


xjA/f no5576 


TTrt-mrt QnnipnQ Ivcvl nyiHa^p-lilcp 1 fT 1 mRNA 


NM 005573 


Homo sapiens lamin Bl (LMNB1), mRNA 


MN>T AA5577 
MM UUjj/Z 


XxUinO odpiCIlo ldllllll n/L ^l-«lVxl>l/\.^, 11 UViNr\ 


MM UU-DOo 


Uaiyia conionc T TK/T linmAn^nv nfA^pin 1 C\ TTY1 l mPMA 

xiomo sapiens xviivx nomeooox proicm i ^biiAij, iiixvi>-rv 


XTK K AAC70A 

NM 005780 


Homo sapiens lipoma hmlui^ nision panner yjutxrr), nirsj.N/\ 


MM UUjjOO 


UnmA conipnc lop^ofp r1pliv/1rA(Tpna CP A iT TlrTA 1 tuR NJ A 

xiomo sapiens lactate uenyurogend&c /v ^xvl^xltv^, uixvi>.rv 


NM 005564 


xiomo sapiens iipocann z ^oncogene ztpj^ ^xv^inzj, mivi>i/\ \ 


NM 005558 


Homo sapiens ladinin 1 (LAD1), mRNA 


MM UUjDDo 


TTrvmA canipnc Irprafin 7 /TfPT7i mRNA 

xiomo sapiens Keraun / ^jvivi / j y iiuvl^/a. 


NM_005557 


Homo sapiens keratin 16 (focal non-epidermolytic palmoplantar keratoderma) 
(KRT16), mRNA 


NM 005553 


Homo sapiens keratin, cuticle, ultrahigh sulphur 1 (KRN1), mRNA 


NM 005552 


Homo sapiens kinesin 2 (60-70kD) (KNS2), mRNA 


NM 005551 


Homo sapiens kallikrein 2, prostatic (KLK2), mRNA 


NM 005550 


Homo sapiens kinesin family member C3 (KLFC3), mRNA 


NM 005832 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 2 (KCNMB2), mRNA 
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NM 005549 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 10 (KCNA10), mRNA 


NM 005548 


Homo sapiens lysyl-tRNA synthetase (KARS), mRNA 


NM 005547 


Homo sapiens involucrin (IVL), mRNA 


NM 005545 


Homo sapiens immunoglobulin superfamily containing leucine-rich repeat 
(ISLR), mRNA 


NM 005853 


Homo sapiens iroquois-class homeodomain protein (IRX-2A), mRNA 


NM 005544 


Homo sapiens insulin receptor substrate 1 (IRS1), mRNA 


NM 005543 


Homo sapiens insulin-like 3 (Leydig cell) (INSL3), mRNA 


NM 005542 


Homo sapiens insulin induced gene 1 (1NSIG1), mRNA 


NM 005541 


Homo sapiens inositol polyphosphate-5-phosphatase, 145kD (INPP5D), mRNA 


NM 005539 


Homo sapiens inositol polyphosphate-5 -phosphatase, 40kD (1NPP5A), mRNA 


NM 005537 


Homo sapiens inhibitor of growth 1 family, member 1 (ING1), mRNA 


NM 005535 


Homo sapiens interleukin 12 receptor, beta 1 (IL12RB1), mRNA 


NM 005532 


Homo sapiens interferon, alpha-inducible protein 27 (IFI27), mRNA 


NM 005531 


Homo sapiens interferon, gamma-inducible protein 16 (IFI16), mRNA 


NM 005530 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) alpha (IDH3A), mRNA 


NM 005808 


Homo saoiens HYA22 nrotein (HYA22), mRNA 


NM 005528 

1 i IV A \J\J -J -J 


Homo sapiens heat shock 40kD protein 2 (HSPF2), mRNA 


NM 005526 


Homo ^aniens heat shock transcriDtion factor 1 (HSF1). mRNA 


NM 005525 


Homo sapiens hydroxysteroid (1 1-beta) dehydrogenase 1 (HSD11B1), mRNA 


NM 005522 


Homo sapiens homeo box Al (HOXA1), mRNA 


NM.005521 


Homo sapiens homeo box 11 (T-cell lymphoma 3-associated breakpoint) 
(HOX1 1), mRNA 


NM 005518 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 
(mitochondrial) (HMGCS2), mRNA 


NM 005515 


Homo sapiens homeo box HB9 (HLXB9), mRNA 


NM 005516 


Homo sapiens major histocompatibility complex, class I, E (HLA-E), mRNA 


NM 005712 


Homo sapiens HERV-H LTR-associating 1 (HHLA1), mRNA j 


NM 005844 


Homo sapiens PERB1 1 family member in MHC class I region (HCGDC), mRNA 


NM 005513 


Homo sapiens general transcription factor HE, polypeptide 1 (alpha subunit, 
56kD) (GTF2E1), mRNA 


NM 005683 


Homo sapiens G protein-coupled receptor 55 (GPR55), mRNA 


NM 005684 


Homo sapiens G protein-coupled receptor 52 (GPR52), mRNA 


NM 005512 


Homo sapiens glycoprotein A repetitions predominant (GARP), mRNA 


NM 005851 


Homo saoiens tumor suDDressor deleted in oral cancer-related 1 (DOC-1R)* 
mRNA 


NM 005740 


Homo <?aniens dvnein axonemal lisht nolvneDtide 4 (DNAL4), mRNA 


NM 005872 


Homo sapiens breast carcinoma amplified sequence 2 (BCAS2), mRNA 


NM 00S671 


Homo saoiens reDroduction 8 (D8S2298E) mRNA 


rNlVJL vV/JOUU 


Homo ^aniens hiehlv charged riTOtein fD13S106E). mRNA 


•mm nns7^7 


Hnmo ^aniens C-tvnp f milium dependent carbohvdrate-recosnition domain) 
lectin, superfamilv member 1 (cartilage-derived) (CLECSF1), mRNA 


NM 005507 


Homo sapiens cofilin 1 (non-muscle) (CFL1), mRNA 


NM_005825 


Homo sapiens RAS guanyl releasing protein 2 (calcium and DAG-regulated) 
(RASGRP2), mRNA 


NM 005773 


Homo sapiens zinc finger protein 256 (ZNF256), mRNA 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aminotransferase 1, cytosolic (BCAT1), mRNA 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NM 005731 


Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 
mRNA 
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NM 005719 


Homo sapiens actin related protein 2/3 complex, subunit 3 (21 kD) (ARPC3), 
mRNA 


NM 005883 


Homo sapiens adenomatous polyposis coli like (APCL), mRNA 


NM 005858 


Homo sapiens A kinase (PRKA) anchor protein 8 (AKAP8), mRNA 


NM 002023 


Homo sapiens fibromodulin (FMOD), mRNA 


NM 000108 

X ^ 1YX VV/VlvU 


Homo sapiens dihydrolipoamide dehydrogenase (E3 component of pyruvate 
dehydrogenase complex, 2-oxo-glutarate complex, branched chain keto acid 
dehydrogenase complex) (DLD), mRNA 


NM 001621 


Homo sapiens aryl hydrocarbon receptor (AHR), mRNA 


NM 001101 


Homo sapiens actin, beta (ACTB), mRNA 


NM 001100 


Homo sapiens actin, alpha 1, skeletal muscle (ACTA1), mRNA 


NM_000054 


Homo sapiens arginine vasopressin receptor 2 (nephrogenic diabetes insipidus) 
(AVPR2), mRNA 


NM 005455 


Homo sapiens zinc finger protein 265 (ZNF265), mRNA 


NM 005433 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YES1), 
mRNA 


NM 005429 


Homo sapiens vascular endothelial growth factor C (VEGFC), mRNA 


NM 005499 


Homo sapiens SUMO-1 activating enzyme subunit 2 (UBA2), mRNA 


NM 005427 


Homo saDiens tumor nrotein n73 (TP73V mRNA 


NM 005425 


Homo sam'ens transition tirotein 2 (durine histone to nrotamine replacement) 
(TNP2), mRNA 


NM 005424 


Homo sapiens tyrosine kinase with immunoglobulin and epidermal growth factor 
homology domains (TIE), mRNA 


NM_005423 


Homo sapiens trefoil factor 2 (spasmolytic protein 1) (TFF2), mRNA 


NM 005422 


Homo sapiens tectorin alpha (TECTA), mRNA 


NM 005421 


Homo sapiens T-cell acute lymphocytic leukemia 2 (TAL2), mRNA 


NM 005420 


Homo sapiens sulfotransferase, estrogen-preferring (STE), mRNA 


NM 005418 


Homo sapiens suppression of tumorigenicity 5 (ST5), mRNA 


NM 005470 


Homo sapiens spectrin SH3 domain binding protein 1 (SSH3BP1), mRNA 


NM 005416 


Homo sapiens small proline-rich protein 3 (SPRR3), mRNA 


NM 005460 


Homo sapiens synuclein, alpha interacting protein (synphilin) (SNCAEP), mRNA 


NM 005412 


Homo sapiens serine hydroxymethyltransferase 2 (mitochondrial) (SHMT2), 
mRNA 


NM_005408 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 13 
CSCYA13) mRNA 


NM 005402 

XlXVA \J\J J~\J£* 


Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) 
(RALA), mRNA 


NM 005397 


Homo sapiens podocalyxin-like (PODXL), mRNA 


NM 005395 


Homo sapiens postmeiotic segregation increased 2-like 9 (PMS2L9), mRNA 


NM 005394 

X 1 XT X \J \J *J S W 


Homo sapiens postmeiotic segregation increased 2-like 8 (PMS2L8), mRNA 


NM 005390 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 2 (PDHA2), mRNA 


NM 005389 


Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase 
(PCMT1), mRNA 


NM 005450 


Homo sapiens noggin (NOG), mRNA ! 


NM 005386 


Homo sapiens neuronatin (NNAT), mRNA 


NM 005384 


Homo sapiens nuclear factor, interleukin 3 regulated (NFIL3), mRNA 


NM 005383 


Homo sapiens sialidase 2 (cytosoiic sialidase) (NEU2), mRNA 


NM 005382 


Homo sapiens neurofilament 3 (150kD medium) (NEF3), mRNA 


NM 005381 


Homo sapiens nucleolin (NCL), mRNA 


NM 005380 


Homo sapiens neuroblastoma, suppression of tumorigenicity 1 (NBL1), mRNA 


NM_005468 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase-like; ILEAL 
DIPEPTIDYLPEPTIDASE (NAALADASEL), mRNA 
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NM 005374 


Homo sapiens membrane protein, palmitoylated 2 (MAGUK p55 subfamily 
member 2) (MPP2), mRNA 


NM 005373 


Homo sapiens myeloproliferative leukemia virus oncogene (MPL), mRNA 


NM_005372 


Homo sapiens v-mos Moloney murine sarcoma viral oncogene homolog (MOS), 
mRNA 


NM 005439 


Homo sapiens myeloid leukemia factor 2 (MLF2), mRNA 


NM 005369 


Homo sapiens MCF.2 cell line derived transforming sequence (MCF2), mRNA 


NM 005368 


Homo sapiens myoglobin (MB), mRNA 


NM 005363 


Homo sapiens melanoma antigen, family A, 6 (MAGEA6), mRNA 


NM 005362 


Homo sapiens melanoma antigen, family A, 3 (MAGEA3), mRNA 


NM 005361 


Homo sapiens melanoma antigen, family A, 2 (MAGEA2), mRNA 


NM 005475 


Homo sapiens lymphocyte adaptor protein (LNK), mRNA 


NM 005357 


Homo sapiens lipase, hormone-sensitive (LIPE), mRNA 


NM 005356 


Homo sapiens lymphocyte-specific protein tyrosine kinase (LCK), mRNA 


NM 005472 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 3 
ACCNE31 mRNA 


J/N1Y1 \J\JJ1sJ 


Homo sapiens solute carrier family 17 (sodium phosphate), member 4 
(SLC17A4), mRNA 


NM 005456 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 1 
(MAPK8IP1), mRNA 


NM 005343 


Homo sapiens v-Ha-ras Harvey rat sarcoma viral oncogene homolog (HRAS), 
mRNA 


NM_005342 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 4 
(HMG4), mRNA 


NM 005341 


Homo sapiens GLI-Kruppel family member HKR3 (HKR3), mRNA 


NM 005337 


Homo sapiens hematopoietic protein 1 (HEM1), mRNA 


NM 005477 


Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 
channel 4 (HCN4), mRNA 


NM 005335 


Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLS1), mRNA 


NM 005334 


Homo sapiens host cell factor CI (VP16-accessory protein) (HCFC1), mRNA 


NM 005333 


Homo sapiens holocytochrome c synthase (cytochrome c heme-lyase) (HCCS), 
mRNA 


NM 005328 


Homo sapiens hyaluronan synthase 2 (HAS2), mRNA 


NMJ)05327 


Homo sapiens L-3-hydroxyacyl-Coenzyme A dehydrogenase, short chain 
(HADHSC), mRNA 


NM 005324 


Homo sapiens H3 histone, family 3B (H3.3B) (H3F3B), mRNA 


NM 005321 


Homo sapiens HI histone family, member 4 (H1F4), mRNA ! 


NM 005320 


Homo sapiens HI histone family, member 3 (H1F3), mRNA 


NM 005319 


Homo sapiens HI histone family, member 2 (H1F2), mRNA 


NM 005325 


Homo sapiens HI histone family, member 1 (H1F1), mRNA 


NM 005318 


Homo sapiens HI histone family, member 0 (H1F0), mRNA 


NM 005459 

J. 1 XV A \J\J +J\ <J J 


Homo sapiens guanylate cyclase activator 1C (GUCA1C), mRNA 


NM_005316 


Homo sapiens general transcription factor IIH, polypeptide 1 (62kD subunit) 
(GTF2H1), mRNA 


NM 005315 


Homo sapiens goosecoid-like (GSCL), mRNA 


NM 005314 


Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA 


NM 005313 


Homo sapiens glucose regulated protein, 58kD (GRP58), mRNA 


NM_005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crk proto- 
oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRB10), mRNA 


NM_005309 


Homo sapiens glutamic-pyruvate transaminase (alanine aminotransferase) 
(GPT), mRNA 
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NM 005308 


Homo sapiens G protein-coupled receptor kinase 5 (GPRK5), mRNA 


NM 005286 


Homo sapiens G protein-coupled receptor 8 (GPR8), mRNA 


NM 005285 


Homo sapiens G protein-coupled receptor 7 (GPR7), mRNA 


NM 005284 


Homo sapiens G protein-coupled receptor 6 (GPR6), mRNA 


NM 005458 


Homo sapiens G protein-coupled receptor 51 (GPR51), mRNA 


NM 005282 


Homo sapiens G protein-coupled receptor 4 (GPR4), mRNA 


NM 005306 


Homo sapiens G protein-coupled receptor 43 (GPR43), mRNA ! 


NM 005305 


Homo sapiens G protein-coupled receptor 42 (GPR42), mRNA 


NM 005304 


Homo sapiens G protein-coupled receptor 41 (GPR41), mRNA 


NM 005303 


Homo sapiens G protein-coupled receptor 40 (GPR40), mRNA 


NM 005281 


Homo sapiens G protein-coupled receptor 3 (GPR3), mRNA 


NM_005302 


Homo sapiens G protein-coupled receptor 37 (endothelin receptor type B-like) 
(GPR37),mRNA 


NM 005301 


Homo sapiens G protein-coupled receptor 35 (GPR35), mRNA 


NM 005300 


Homo sapiens G protein-coupled receptor 34 (GPR34), mRNA 


NM 005299 


Homo sapiens Crprotein-coupled receptor 31 (GPR31), mRNA 


NM 005298 


Homo sapiens G protein-coupled receptor 25 (GPR25), mRNA 


NM 005297 


Homo sapiens G protein-coupled receptor 24 (GPR24), mRNA 


NM 005296 


Homo sapiens G protein-coupled receptor 23 (GPR23), mRNA 


NM 005295 


Homo sapiens G protein-coupled receptor 22 (GPR22), mRNA 


NM 005294 


Homo sapiens G protein-coupled receptor 21 (GPR21), mRNA 


NM 005293 


Homo sapiens G protein-coupled receptor 20 (GPR20), mRNA 


NM 005279 


Homo sapiens G protein-coupled receptor 1 (GPR1), mRNA 


NM 005291 


Homo sapiens G protein-coupled receptor 17 (GPR17), mRNA 


NM 005290 


Homo sapiens G protein-coupled receptor 15 (GPR15), mRNA 


NM 005288 


Homo sapiens G protein-coupled receptor 12 (GPR12), mRNA 


NM 005276 


Homo sapiens glycerol-3 -phosphate dehydrogenase 1 (soluble) (GPD1), mRNA 


NM 005275 


Homo sapiens guanine nucleotide binding protein-like 1 (GNL1), mRNA 


NM_005274 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 5 
(GNG5), mRNA 


NM_005273 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 2 
(GNB2), mRNA 


NM 005271 


Homo sapiens glutamate dehydrogenase 1 (GLUD1), mRNA 


NM_005269 


Homo sapiens glioma-associated oncogene homolog (zinc finger protein) (GLI), 
mRNA 


NM 005264 


Homo sapiens GDNF family receptor alpha 1 (GFRA1), mRNA 


NM 005263 


Homo sapiens growth factor independent 1 (GFI1), mRNA 


NM 005256 


Homo sapiens growth arrest-specific 2 (GAS2), mRNA 


NM 005255 


Homo sapiens cyclin G associated kinase (GAK), mRNA 


NM 005253 


Homo sapiens FOS-like antigen 2 (FOSL2), mRNA 


NM 005249 


Homo sapiens forkhead box GIB (FOXG1B), mRNA 


NM 005251 


Homo sapiens forkhead box C2 (MFH-1, mesenchyme forkhead 1) (FOXC2), 
mRNA 


NM 005248 


Homo sapiens Gardner-Rasheed feline sarcoma viral (v-fgr) oncogene homolog 
(FGR), mRNA 


NM_005246 


Homo sapiens fer (fps/fes related) tyrosine kinase (phosphoprotein NCP94) 
(FER), mRNA 


NM_005234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA 


NM 005233 


Homo sapiens EphA3 (EPHA3), mRNA 


NM.005231 


Homo sapiens emsl sequence (mammary tumor and squamous cell carcinoma- 
associated (p80/85 src substrate) (EMS1), mRNA 
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NM 005227 

lllYA \J\J J 1 


Homo saniens et)hrin-A4 fEFNA4i. mRNA 


NM 005223 

lllVX \J\J J 


Homo saniens deoxvribonuclease I fDNASEl\ mRNA 


NM 005222 


Hnmn saniens distal-less homeo box 6 fl3LX6\ mRNA 


NM 005220 


Homo saniens distal -less homeo box 3 fDLX3V mRNA 

XlvllXv OU ^sl vllw UiJUil lvJ & AAV/XJ.J.W V/ ^a/av* ****** '* * 


NM 005216 


Homo saniens dolichvl^inhosohoolieosaccharide-nrotein clvcosvltninsferase 
(DDOST), mRNA 


NM 005215 

l^xVX UvJ*< 1 <J 


Homo saniens deleted in colorectal carcinoma flDCO mRNA 


NM_005436 


Homo sapiens DNA segment, single copy, probe pH4 (transforming sequence, 
thvroid-1 AD10S170} mRNA 


NM 005214 


Homo sapiens cytotoxic T-lymphocyte-associated protein 4 (CTLA4), mRNA 


NM 005213 


Homo sapiens cystatin A (stefin A) (CSTA), mRNA 


NM 005492 


Wnmn saniens rvstatin 8 fcvstatin -related enididvmal sneciflci fCST8i mRNA 


NM 005212 


Homo sapiens casein, kappa (CSN10), mRNA 


NM 00591 1 


Unmn cnrvipnc onl/wv ctiTrmlatmo' faottxr 1 TPPpntnr form pt1 v A/fpT^nnfMityb fplinp 

XXUllXls otxUiCilo \*\Jl\Jlly ollixlUl&llllg lovlUl 1 IGvCLJUJl, lUlllivlljr lvi^J_/UilWU^ii lCllllv 

cfiifPfiTMa viral f v-frn nnpnopnp bfvmnlno' ff*^P1P l tyiP"WA 
oaivUiiia viiai ^v-xiiioy uiivUgviiv iivjxixuiug ^V/or ix\.y 3 ijlljlvi i^v. 


NM_005204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 
mRNA 


NM 005200 


Homo sapiens cell matrix adhesion regulator (CMAR), mRNA 


1N1Vx_U V/J 1 5/ J 


nomo sapiens \^i^/Y/\i/ciinanocr uuiuiiig pruLcin ^w-CDjr uciia ^LCDxiJ y, 
mRNA 


NM 0051 Q4 


flfnmn QanipnQ PPA AT/prihanrpr "hindina rtrntpin fP/RRPi hpta fPFRPFO 

mRNA 


NM 005 19^ 


Urtmn cartipnc r»anHa1 tvnp hnmpn hmr tr*5incr , Tnr\+i rxr\ ■fantrvr A. /"fTW^i mP'WA 
xxuiiiu oapiciio tauual ijfpc liuincu uxja ucuioviifjuuii lawiui *r ^wxyyvT^, iiuvlnxa. 


NM 005191 


Hnmn Qflniprm PD5>?0 nntiapn TPD98 nntiapn liaand 1 "R7-1 flnt^cyf»n^ /TDRO^ 
liUiiiu aapiciiD vi>ou ail Li 11 ^Vw-J-^z. o aiiLigcii iigaiiu 1, u / i cuiLigwiij ^\-/JL/ovy, 

mRNA 


NM 005188 

1 ^UVX \J\JtJ lOO 


TTnmn 55*mpnQ Pnc-Rr-M^ rmnrinp^ p/ , Atrn*nif* rptrAvifnl tranQfrtimincF Qpnupnpp 

XX\J111LF oaj^l&llo VOo UI 1V1 ^lilUllllwy CvUUUL'lU ICUUrllol UCUlalLFllillllg o&i^UWliW^ 

(CBVi mRNA 


NM 005185 


Homo saniens calmodulin-lilce ^ TC!AT.MT^^ mRNA 


NM 005184 


Homo saniens calmodulin fnhosnhnTvlase kinase delta^ (C 1 AT Ml^ mRNA 


NMJ305483 


Homo sapiens chromatin assembly factor 1, subunit A (pl50) (CHAF1A), 
mRNA 


NM 005441 


Homo sapiens chromatin assembly factor 1, subunit B (p60) (CHAF1B), mRNA 


NM 005183 


Hnmn sanipnQ nalm'iim rViannpl vnlta crp-d pnpndpnt alnba 1F" snbimit 

CCACNAlFi mRNA 

^VilVl'ltilX _/} JULLLVL1JTV. 


NM 005182 


Homo saniens carbonic anhvdrase VTT (CAT\ mRNA 


NM 005448 


Homo saniens bone mornhntypnetie nrotein 1 5 fRMPl 5^ mRNA 


NM 005178 


Homo saniens B-cell CT L/lvmnhoma 3 fBCL^^ mRNA 


NM 005177 


Homo saniens A' 1 "Pasp H+ transnortin? Ivsosomal ^ vacuolar nroton mimn^ non- 

XAUlllV OIXL/ Ivvllkj All OOV) XX 1 U.OI UL/V7X VXXX^, IJ OUJV/lHOl 1 V £X W LX W 1 UX L/X \J LV/XX LA XI XL/ 1 XXV/XX 

catalytic accessory protein 1 A (1 10/1 16kD) (ATP6N1 A), mRNA 


NM 005174 


Homo saniens ATT 5 svntbasp H+ transnortinfr mitocbondrial Fl enmnlpx 

i-X.v/XXl\J OU.LJ IWllO All OjrillllaDW, XX 1 IX CUIOL^UX LUlg, i-111 Lv/L/llLfllVil 1CX1 X 1 VUlllLJlWl., 

gamma nolvnentide 1 fATP5Cl^ mRNA 

cuiiuiut r J r r iaii jvi i, 1 1 umii 


NM 005173 


Hnmo sanipriQ ATPasp f^a++ transnortinp nbinintniis ^ATP9 A*^ mRNA 

XXVllivF OCXLJlt/llO A X X UOV) Vfl' 1 IX ClXXOpCl LXllgj UUiljUllUUO ^Xk. X X X>AJ Jj 1 1 XlVl N XX 


NM 005171 

lNlVl VvJ 1/1 


Homo sanipns apfivatino transprintion factor 1 f ATP^ mBNA 
xHJiiivj aapidio dull VdLlllg u ollowi iL/ULrii laviui i ^ah x lilxvl > /v 


NM 005167 


Homo sapiens ras homolog gene family, member C (ARHC), mRNA 


NM 005166 


Homo sapiens amyloid beta (A4) precursor-like protein 1 (APLP1), mRNA 


NM 005165 


Homo sapiens aldolase C, fructose-bisphosphate (ALDOC), mRNA 


NM_005163 


Homo sapiens v-akt murine thymoma viral oncogene homolog 1 (AKT1), 
mRNA 


NM 005161 


Homo sapiens angiotensin receptor-like 1 (AGTRL1), mRNA 


NM 005095 


Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), mRNA 


NM 005081 


Homo sapiens zinc finger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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NM_005l2l 


Homo sapiens inyroia normone receptor-associaieu. pimein, ahv xua. buouiui 

( 1 KAr/HU J, nUKIN A 


NM 005079 


Homo sapiens tumor protein D52 (TPD52), mRNA 


NM 005091 


Homo sapiens pepuoogiycan recogrntion protein \r i isjt j 9 uuvn-n. 


NM_005092 


Homo sapiens tumor necrosis factor Oigand) superfamily, member 18 

/TKTPOt?1 0\ . , i T> XT A 

(TNFSF18), mRNA 


NM 005118 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 15 

/ft 'KTT70T? 1 C\ .-. T> X T A 

(TNFSF15), mKJNA 


NM 005147 


Homo sapiens tumorous imaginal discs (Drosophila) homolog (TIDl), mRNA 


NM 005076 


Homo sapiens contactm 2 (axonal) (LN INz), mKJNA 


NMJ)05116 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 1 
(SLC23A1), mRNA 


NMJ)05070 


Homo sapiens solute earner iamily 4, anion exchanger, memoer j (5iA>f aj;, 
mRNA 


XT* M A A £" f\H A 

NM_005074 


Homo sapiens solute carrier iamny i 1 ^socnum pnospnaiej, racmocr i 
(pLUl /Al )> mKJNA 


NM 005073 


Homo sapiens solute carrier family 15 (oligopeptide transporter), member 1 

[MAsIjAJJ, mKJNA 


NM 005072 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 

A /OT /"M O A A\ .WDXTA 

4 (bJLClzA4), mKJNA 


NM 005063 


xiomo sapiens stearoyi-L/OA Qesaturase ^uciia-y-ucodiura&c^ ^ov^x^/, iuiu^a 


NM 005060 


Homo sapiens KAK-reiaiea orpnan receptor \^ ^jnajina^j, uusshix 


NM 005059 


Homo sapiens reiaxin L \)AJ.) (JyLJNzj, ituuna 


XTX X t\f\Cf\AZ 

NM 005045 


Homo sapiens reeim (KJiUN;, rriKJNA 


XTK K AAC AC O 

NM_005058 


XTa«v>» nnM«a-nn TJXT A Umilitin ~P fif/tt C*\ t*l "V r»^lT*ATT1 A O ATY1 P> TO TY1 1 1 \/ 1 TTlPTTlnPr A 1 

Homo sapiens kin a Dinamg mom protein, i enromosome, lanuiy i, mcmucr /xi 

[KdM I 1A1J, mtUNA _ 


XTKvT AACAC') 

JNM_UUjUjZ 


xiomo sapiens ras~reiaieu v^o Duiuiinuxn luahi tjuuaiiaLc j ^mu laiiuijr, ainan \jx± 
DinQing proiein sssi^j j \ )> liu\±vs\ 


XTNyf AACnCI 


xlOIIlO sapiCXlS glUlaininyi"U\J.>l/x oyuiiicuiat \\^i\j\ijjy iLis\i^r\ 


XTN/T flfKH/lC 
JNJVl UUjU4o 


TJ/\mA caniAnc Tiorts+VivrAi/l ViArmATiP rpppntAT "7 rPTT-TR^'i TYlRNA 

nomo sapiens paiainyroiu nuiuiuiic rcucpuji jl \± xxxcv^.^, iiuxj.^rx 


NM 005044 


Homo sapiens protein kinase, X-linked (PRKX), mRNA 


NM 005043 


Homo sapiens mitogen-acxivaieQ proiem Kinase Kinase / ^ivi/vrzjs. / ) 9 uuvl^/x 


NM 005042 


Homo sapiens proline-rich protein HaeHl subfamily 2 (PRH2), mRNA 


XT* K AAC A/1 1 

NM 005041 


Homo sapiens penonn i ^preiorming proieinj ^rivr i ), mixiN j\ 


NM 005040 


Homo sapiens prolylcarboxypeptidase (angiotensinase C) (PRCP), mRNA 


NM 005039 


Homo sapiens prolme-ricn protem bstNl suDiamny i ^rKJtsi;, noKiNA 


NM 005038 


Homo sapiens peptidylprolyl isomerase D (cyclophilin D) (PPID), mRNA 


NM 005029 


Homo sapiens paired-like homeodomain transcription factor 3 (F11X3), mKNA 


XT* K AAT A^^ 

NM_005027 


Homo sapiens pnospnoinosiuaeo -Kinase, reguiaiory suoumi, poiypepaae z, ypoj 
beta) (rJUvJixz;, mKJNA 


NMJ)05026 


Homo sapiens pnospnoinositiaeo''Kmase, catalytic, aeita poiypeptiue us^^uj^ 

_ T> X T A 

mRNA 


XT* JT rv/-v f AA1 

NM_005021 


TT n .r.-. ,-. nn^i rxri c\ aAlntmnlaA^'Ja n>/\«^Vl/\OvtVt4 TO Cp/n ri ACfTll*\ Aril PCtPT*Q CP f"CT\I VP*l 1 

Homo sapiens ectonucieotioe pyropnospnatase/pnospnouiesierase j ^mxrr j), 

mRNA 


NM 005019 


Homo sapiens phosphodiesterase 1A, calmodulin-dependent (PDE1A), mRNA 


NM 005018 


Homo sapiens programmed cell death 1 (PDCD1), mRNA 


NM 005015 


Homo sapiens oxidase (cytochrome c) assembly 1-like (OXA1L), mRNA 


NM 005085 


Homo sapiens nucleoporin 214kD (CAIN) (NUP214), mRNA 


NM 005124 


Homo sapiens nucleoporin 153kD (NUP153), mRNA 


NM 005013 


Homo sapiens nucleobindin 2 (NUCB2), mRNA 


NM 005012 


Homo sapiens receptor tyrosine kinase-like orphan receptor 1 (ROR1), mRNA 


NM 005011 


Homo sapiens nuclear respiratory factor 1 (NRF1), mRNA 
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NM 005010 


Homo sapiens neuronal cell adhesion molecule (NRCAM), mRNA 


NM 005009 


Homo sapiens non-metastatic cells 4, protein expressed in (NME4), mRNA 


NM 005007 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 1 (NFKBIL1), mRNA 


NM_005004 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8 (19kD, 
ASHD fNDUFB8V mRNA 


NM_005001 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 7 
(14.5kD, B14.5a) (NDUFA7), mRNA 


NM_004988 


Homo sapiens melanoma antigen, family A, 1 (directs expression of antigen 
MZ2-E) (MAGEA1) mRNA 


NM 005097 


Homo sapiens leucine-rich, glioma inactivated 1 (LGI1), mRNA 




Hnmo <:arnens lcinesm familv member 5 A (KJF5AV mRNA 


NM 004983 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 9 
flCCNJ9^ mRNA 


NM_004982 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 8 
flCCN^ mRNA 


NM_000890 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 5 
CKCNJ5} mRNA 


NM_004981 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 4 
fKCNJ4^ mRNA 


NM_005136 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 2 
(TCCNF^ mRNA 


NM 004980 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
3 (XCND3 > i mRNA 


NM_004979 


Homo sapiens potassium voltage-gated channel, Shal-related family, member 1 
flCCNDD mRNA 


NM 004978 


Homo saniens notassium volta&e-eated channel. Shaw-related subfamily, 
member 4 (KCNC4), mRNA 


NM_004977 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 3 fPCCNC3 > ) mRNA 


NM 004976 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 1 (KCNC1), mRNA 


NM 004975 


Homo sapiens potassium voltage-gated channel, Shab -related subfamily, member 
1 (KCNBl),mRNA 


NM 004969 


Homo sapiens insulin-degrading enzyme (IDE), mRNA 


NM 005143 


Homo sapiens haptoglobin (HP), mRNA 


NM 004965 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 14 
(HMG14), mRNA 


NM 005130 


Homo sapiens heparin-binding growth factor binding protein £HBP 17), mRNA 


NM_004963 


Homo sapiens guanylate cyclase 2C (heat stable enterotoxin receptor) 
(GUCY2Q mRNA 


NM 005100 


Homo sapiens A kinase (PRKA) anchor protein (gravin) 12 (AKAP12), mRNA 


1N1V1 WJ 1 LJ 


TTrvmn cn-nipnQ anion aiitoantityen &olpin ^uh familv a 5 (GOLGA5). mRNA 


NMJ)05145 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 
(GNG7), mRNA 


NM 005142 


Homo sapiens gastric intrinsic factor (vitamin B synthesis) (GIF), mRNA 


NM 005110 


Homo sapiens glutamme-fhictose-6-phosphate transaminase 2 (GFPT2), mRNA 


NM_004960 


Homo sapiens fusion, derived from t(12;16) malignant liposarcoma (FUS), 
mRNA 


NM_004959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5A1), 
mRNA 


NM 004957 


Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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NM 004956 ! 


Homo sapiens ets variant gene 1 (ETV1), mRNA 


NMJJ04955 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 1 
(SLC29A1), mRNA 


NM 005107 


Homo sapiens endonuclease G-like 1 (ENDOGL1), mRNA 


NM_004953 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 1 (EIF4G1), 
mRNA 


NM 004952 


Homo sapiens ephrin-A3 (EFNA3), mRNA 


NM 004944 


Homo sapiens deoxyribonucleic I-like 3 (DNASE1L3), mRNA 


NM 004938 


Homo sapiens death-associated protein kinase 1 (DAPK1), mRNA 


NM 005127 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 2 (activation-induced) (CLECSF2), mRNA 


NM 004935 


Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA 


NM 004931 


Homo sapiens CD8 antigen, beta polypeptide 1 (p37) (CD8B1), mRNA 


NM 005125 


Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA 


NM_005093 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
2 (CBFA2T2), mRNA 


NM_004930 


Homo sapiens capping protein (actin filament) muscle Z-line, beta (CAPZB), 
mRNA 


NM 005139 


Homo sapiens annexin A3 (ANXA3), mRNA 


NM 000664 


Homo sapiens acetyl-Coenzyme A carboxylase alpha (ACACA), mRNA 


NM 002108 


Homo sapiens histidine ammonia-lyase (HAL), mRNA 


NM 001718 


Homo sapiens bone morphogenetic protein 6 (BMP6), mRNA 


NM 001154 


Homo sapiens annexin A5 (ANXA5), mRNA 


NM 001153 


Homo sapiens annexin A4 (ANXA4), mRNA 


NM 004817 


Homo sapiens tight junction protein 2 (zona occludens 2) (TJP2), mRNA 


NM 004736 


Homo sapiens xenotropic and polytropic retrovirus receptor (XPR1), mRNA 


NM 004628 


Homo sapiens xeroderma pigmentosum, complementation group C (XPC), 
mRNA 


NM 004627 


Homo sapiens tryptophan rich basic protein (WRB), mRNA 


NM 004183 


Homo sapiens vitelliform macular dystrophy (Best disease, bestrophin) (VMD2), 
mRNA 


NM 004664 


Homo sapiens Vertebrate LIN7 homolog 1, Tax interaction protein 33 (VELI1), 
mRNA 


NM 004679 


Homo sapiens variable charge, Y chromosome (VCY), mRNA 


NM 004182 


Homo sapiens ubiquitously-expressed transcript (UXT), mRNA 


NM 004651 


Homo sapiens ubiquitin specific protease 1 1 (USP1 1), mRNA 


NM_004181 


Homo sapiens ubiquitin carboxyl-terminal esterase LI (ubiquitin thiolesterase) 
(UCHL1), mRNA 


NM 004223 


Homo sapiens ubiquitin-conjugating enzyme E2L 6 (UBE2L6), mRNA 


NM 004623 


Homo sapiens tetratricopeptide repeat domain 4 (TTC4), mRNA 


NM 004622 


Homo sapiens translin (TSN), mRNA 


NM 004236 


Homo sapiens thyroid receptor interacting protein 15 (TRIP 15), mRNA ! 


NM 004909 


Homo sapiens taxol resistance associated gene 3 (TRAG3), mRNA | 


NM 004295 


Homo sapiens TNF receptor-associated factor 4 (TRAF4), mRNA 


NMJJ04179 


Homo sapiens tryptophan hydroxylase (tryptophan 5-monooxygenase) (TPH), 
mRNA ' J 


NM_004195 


Homo sapiens tumor necrosis factor receptor superfamily, member 18 
(TNFRSF18), mRNA 


NM 004202 


Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA 


NM 004616 


Homo sapiens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 


NM 004615 


Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 


NM 004865 


Homo sapiens TBP-like 1 (TBPL1), mRNA 



496 



WO 03/074654 



PCTYUS03/05028 



NM 004613 


Homo sapiens transglutaminase 2 (C polypeptide, protein-glutaniine-gamina- 
glutamyltransferase) (TGM2), mRNA 


NM_004612 


Homo sapiens transforming growtb factor, beta receptor I (activin A receptor 
type H-like kinase, 53kD) (TGFBR1), mRNA 


NM 004708 


Homo sapiens programmed cell death 5 (PDCD5), mRNA 


NM 004918 


Homo sapiens T-cell leixkerrxia/lymphoma IB (TCL1B), mRNA [ 


NM 004609 


Homo sapiens transcription factor 15 (basic helix-loop-helix) (TCF15), mRNA 


NM 004780 


Homo sapiens transcription elongation factor A (SH>like 1 (TCEAL1), mRNA 


NM 004783 


Homo sapiens thousand and one amino acid protein kinase (TAOl), mRNA 


NM 004606 

X^XTX \J \Jt\J\J \J 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase H, A, 250kD (TAF2A), mRNA 


NM 004710 

X ^ XYX v» V/~ » X V 


Homo sapiens synaptogyrin 2 (SYNGR2), mRNA 


NM 004711 


Homo sapiens synaptogyrin 1 (SYNGR1), mRNA 


NM 004605 

X 1VX UUtUUJ 


Homo sapiens sulfotransferase family, cytosolic, 2B, member 1 (SULT2B1), 
mRNA 


NM 004853 

X^xVx VVtOJJ 


Homo saniens svntaxin 8 fSTX8\ mRNA 


NM 004603 

X1XTX UUtvUJ 


Homo sapiens syntaxin 1 A (brain) (STX1A), mRNA 


NM 004217 


Homo sapiens serine/threonine kinase 12 (STK12), mRNA 


NM 004599 


Homo sapiens sterol regulatory element binding transcription factor 2 (SREBF2), 
mRNA 


NM 004176 


Homo sapiens sterol regulatory element binding transcription factor 1 (SREBF1), 
mRNA 


NM_000582 


Homo sapiens secreted phosphoprotein 1 (osteopontin, bone sialoprotein I, early 
T-lymphocyte activation 1) (SPP1), mRNA 


NM 004189 


Homo sapiens SRY (sex detenriining region Y)-box 14 (SOX14), mRNA 


NM 004596 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 


NM 004782 


Homo sapiens synaptosomal-associated protein, 29kD (SNAP29), mRNA 


NM 004595 


Homo sapiens spennine synthase (SMS), mRNA 


NM_004594 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 5 
fSir9A5^ mRNA 

^Jjj^/7rvj J j iixxvx^xi. 


MM_004173 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
wotwrrt member 4 (SLC1A4\ mRNA 


NM_004211 


Homo sapiens solute carrier family 6 (neiirotransmitter transporter, glycine), 

mpmher 5 ( ST C6A5^ mRNA 

HldllUCI J ^Ox^V^vlxl.*/ J j xlxxvx^xi. 


NM_004858 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
R (ST OlA8^ mRNA 

O ^kJXjV^*TxTA> y, I1XXVX"1/Tl 


NM_004727 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
memher 1 (SLC2AA\} mRNA 


NM_004172 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
TYipmhf»r ^ fSTPlA^ niirleflT <*ene encoding mitochondrial nrotein. mRNA 


INIVI^UUH 1/1 


TTn-mn cj>tiii*tiq ^nlnte pnrnf*r fnmilv 1 (cFlial hipii affinity clutamate tronsDorter), 

XxUIDU OdUldld dUlUlG Vs<Xl 1 1C1 XOXilXiy X ^glldl ILL fall CXXXXlxii,^ giwvwiiiuvv u. luwpvi kvl /) 

mpmhpr 9 (ST.Cl A2^ nuclear ffene encoding mitochondrial protein, mRNA 


NM_004731 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 7 (SLC16A7), mRNA 


NM_004695 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 5 (SLC16A5), mRNA 


NMJ)04207 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 3 (SLC16A3), mRNA 


NM 004870 


Homo sapiens mannose-P-dolichol utilization defect 1 (MPDU1), mRNA 


NM 004768 


Homo sapiens splicing factor, arginine/serine-rich 1 1 (SFRS11), mRNA 


NM 004636 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3B (SEMA3B), mRNA 
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NM 004753 


Homo sapiens short-chain dehydrogenase/reductase 1 (SDR1), mRNA 


NM 004168 


Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein (Fp) 
(SDHA), nuclear gene encoding mitochondrial protein, mRNA 


NM 004713 


Homo sapiens serologically defined colon cancer antigen 1 (SDCCAG1), mRNA 


NM 004591 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 20 
(SCYA20),mRNA 


NM 004590 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 16 
(SCYA16),mRNA 


NM 004S88 


Homo saniens sodium channel. voltage-sated, type DL beta polypeptide 
(SCN2B1 mRNA 


NM 004165 


Homo sapiens Ras-related associated with diabetes (READ), mRNA 


NM 004755 


Homo saniens ribosomal nrotein S6 kinase, 90kD, polypeptide 5 (RPS6KA5), 
mRNA 


NM.004586 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 3 (RPS6KA3), 
mRNA 


NM 004790 


Homo sapiens solute carrier family 22 (organic anion transporter), member 6 
(SLC22A6), mRNA 


NM 004259 


Homo sapiens RecQ protein-like 5 (RECQL5), mRNA 


NM 004260 


Homo sapiens RecQ protein-like 4 (RECQL4), mRNA 


NM 004583 


Homo sapiens RAB5C, member RAS oncogene family (RAB5C), mRNA 


NM 004582 


Homo sapiens Rab geranylgeranyltransferase, beta subunit (RABGGTB), mRNA 


NM 004581 


Homo sapiens Rab geranylgeranyltransferase, alpha subunit (RABGGTA), 
mRNA 


NM 004251 


Homo sapiens RAB9, member RAS oncogene family (RAB9), mRNA 


NM 004162 


Homo sapiens RAB5A, member RAS oncogene family (RAB5A), mRNA 


NM 004578 


Homo sapiens RAB4, member RAS oncogene family (RAB4), mRNA 


NM 004914 


Homo sapiens RAB36, member RAS oncogene family (RAB36), mRNA 


NM 004580 


Homo sapiens RAB27A, member RAS oncogene family (RAB27A), mRNA 


NM 004663 


Homo sapiens RAB 11 A, member RAS oncogene family (RAB1 1 A), mRNA 


NM 004160 

X ^ 1T1 w V/ »^ X w w 


Homo sapiens peptide YY (PYY), mRNA 


NM 004103 


Homo sapiens protein tyrosine kinase 2 beta (PTK2B), mRNA 


NM 004158 


Homo saniens nersenhin (PSPN\ mRNA 


NM 004577 


Homo sapiens phosphoserine phosphatase (PSPH), mRNA 


NM 0041 59 


TTomn saniens nroteasome (orosome macronain) subunit. beta type, 8 flarce 
multifunctional protease 7) (PSMB8), mRNA 


NM 004917 


Homo sapiens kallikrein 4 (prostase, enamel matrix, prostate) (KLK4), mRNA 


NM 004157 


Homo saniens nrotein kinase cAMP-denendent reeulatorv, type EL alpha 
fPRKAR2A^ mRNA 


NM 00475R 


TTomo saniens nerinheral benzodiazenine recentor-associated protein 1 fPRAX- 
n mRNA 


NM 004576 


Homo saniens nrotein nhosnhatase 2 f formerly 2A). reeulatory subunit B (PR 
52), beta isoform (PPP2R2B), mRNA 


NM 004156 


Homo sapiens protein phosphatase 2 (formerly 2 A), catalytic subunit, beta 
isoform (PPP2CB), mRNA 


NM 000942 


Homo sapiens peptidylprolyl isomerase B (cyclophilin B) (PPIB), mRNA 


NM 004575 


Homo sapiens POU domain, class 4, transcription factor 2 (POU4F2), mRNA 


NM 004573 


Homo sapiens phospholipase C, beta 2 (PLCB2), mRNA 


NM 004572 


Homo sapiens plakophilin 2 (PKP2), mRNA 


NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOX1), mRNA 


NM_004203 


Homo sapiens membrane-associated tyrosine- and threonine-specific cdc2- 
inhibitory kinase (PKMYT1), mRNA 


NM 004910 


Homo sapiens phosphatidylinositol transfer protein, membrane-associated 
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(PITPNM), mRNA 


NM 004278 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), mRNA 


NM_004569 


Homo sapiens phosphatidylinositol glycan, class H (PIGH), mRNA 


NM 004855 


Homo sapiens phosphatidylinositol glycan, class B (PIGB), mRNA 


NM 004862 


Homo sapiens LPS-induced TNF-alpha factor (PIG7), mRNA 


NM 004878 


Homo sapiens prostaglandin E synthase (PTGES), mRNA 


NM 004567 


Homo sapiens 6-phosphofinicto-2-kinase/fructose-2,6-biphosphatase 4 
(PFKFB4), mRNA 


NM 004566 


Homo sapiens 6-phosphoniicto-2-kinase/fructose--2,6-biphosphatase 3 
(PFKFB3), mRNA 


NM 004836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase 3 
(EW2AK3), mRNA 


NM 004716 


Homo sapiens proprotein convertase subtilisin/kexin type 7 (PCSK7), mRNA 


NM 000437 


Homo sapiens platelet-activating factor acetylhydrolase 2 (40kD) (PAFAH2), 
mRNA 


NM 004199 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), alpha polypeptide II (P4HA2), mRNA 


NM 004154 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 6 (P2RY6), 
mRNA 


NMJ)04280 


Homo sapiens eukaryotic translation elongation factor 1 epsilon 1 (EEF1E1), 
mRNA 


NM 004741 


Homo sapiens nucleolar phosphoprotein pi 30 (PI 30), mRNA 


NM 004802 


Homo sapiens otoferlin (OTOF), mRNA 


NM 004852 


Homo sapiens one cut domain, family member 2 (ONECUT2), mRNA 


NM_004254 


Homo sapiens solute carrier family 22 (organic anion transporter), member 8 
(SLC22A8),mRNA 


NM 004298 


Homo sapiens nucleoporin 155kD (NUP155), mRNA 


NM 004560 


Homo sapiens receptor tyrosine kinase-like orphan receptor 2 (ROR2), mRNA 


NM 004822 


Homo sapiens netrin 1 (NTN1), mRNA 


NM 004796 


Homo sapiens neurexin 3 (NRXN3), mRNA 


NM 004558 


Homo sapiens neurturin (NRTN), mRNA 


NM 004688 


Homo sapiens N-myc (and STAT) interactor (NMI), mRNA 


NM 004148 


Homo sapiens ninjurin 1 (NINJ1), mRNA 


NM 004552 


Homo saniens NADH dehvdroeenase fubiauinone) Fe-S Drotein 5 ( 15kD) 
(NADH-coenzyme Q reductase) (NDUFS5), mRNA 


NM 004551 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 3 (30kD) 
(NADH-coenzyme Q reductase) (NDUFS3), mRNA 


NM 004550 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 2 (49kD) 
(NADH-coenzyme 0 reductase) (NDUFS2), mRNA 


NM 004540 


Homo sapiens neural cell adhesion molecule 2 (NCAM2), mRNA 


NM 004644 


Homo sapiens adaptor-related protein complex 3, beta 2 subunit (AP3B2), 
mRNA 


NM 004538 


Homo sapiens nucleosome assembly protein 1-like 3 (NAP1L3), mRNA 


NM 004145 


Homo sapiens myosin IXB (MY09B), mRNA 


NM 004294 


Homo sapiens mitochondrial translational release factor 1 (MTRF1), mRNA 


NM 004923 


Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), mRNA 


NMJXW143 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 1 (CITED1), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens CD163 antigen (CD163), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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NM_004225 


Homo sapiens MFH-amplified sequences with leucine-rich tandem repeats 1 
(MASLl),mRNA 


NM 002372 


Homo sapiens mannosidase, alpha, class 2A, member 1 (MAN2A1), mRNA 


NMJ)04721 


Homo sapiens mitogen-activated protein kinase kinase kinase 13 (MAP3K13), 
mRNA 


NM_002332 


Homo sapiens low density lipoprotein-related protein 1 (alpha-2-macroglobulin 
receptor) (LRP1), mRNA 


NM 004793 


Homo sapiens protease, serine, 15 (PRSS15), mRNA 


NM 004789 


Homo sapiens LIM homeobox protein 2 (LHX2), mRNA \ 


NM 004863 


Homo sapiens serine palmitoyltransferase, long chain base subunit 2 (SPTLC2), 
mRNA 


NM 004737 


Homo sapiens like-glycosyltransferase (LARGE), mRNA 


NM 004795 


Homo sapiens klotho (KL), mRNA 


NM 004521 


Homo sapiens kinesin family member 5B (KTP5B), mRNA 


NM 004520 


Homo sapiens kinesin heavy chain member 2 (KIF2), mRNA 


NM 004920 


Homo sapiens apoptosis-associated tyrosine kinase (AATK), mRNA 


NM_004700 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 4 
(KCN04) mRNA 


NM 004519 


Homo saniens notassium voltaee-sated channel. KOT-like subfamily, member 3 
(KCNQ3), mRNA 


NM 004518 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 
(KCNQ2), mRNA 


NM_004137 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 1 (KCNMB1), mRNA 


NM_004732 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 3 (KCNAB3), mRNA 


NM 004693 


Homo sapiens cytokeratin type II (K6HF), mRNA 


NM_004791 


Homo sapiens integrin, beta-like 1 (with EGF-like repeat domains) (UGBL1), 
mRNA 


NM 004517 


Homo sapiens integrin-linked kinase (ILK), mRNA 


NM 004514 


Homo sapiens interleukin enhancer binding factor 1 (DLF1), mRNA 


NM 004633 


Homo sapiens interleukin 1 receptor, type II (IL1R2), mRNA 


NM 004513 


Homo sapiens interleukin 16 (lymphocyte chemoattractant factor) (IL16), mRNA 


NM 004512 


Homo sapiens interleukin 1 1 receptor, alpha (1L1 IRA), mRNA 


NM 004258 


Homo sapiens immunoglobulin superfamily, member 2 (IGSF2), mRNA 


NM 004135 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) gamma (IDH3G), mRNA 


NM 004134 


Homo sapiens heat shock 70kD protein 9B (mortalin-2) (HSPA9B), mRNA 


NM 004697 


Homo sapiens PRP4/STK/WD splicing factor (HPRP4P), mRNA 


NM 004698 


Homo sapiens U4/U6-associated RNA splicing factor (HPRP3P), mRNA 


NM 004503 


Homo sapiens homeo box C6 (HOXC6), mRNA 


NM 004502 


Homo saniens homeo box B7 (HOXB7) mRNA 


NM 004497 


TTnmn ^anipns henatocvte nuclear factor 3 gamma fHNF3G\ mRNA 


NM 004496 


Homo sapiens hepatocyte nuclear factor 3, alpha (HNF3A), mRNA 


NM_004712 


Homo sapiens hepatocyte growth factor-regulated tyrosine kinase substrate 
(HGS), mRNA 


NM_004834 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 4 
(MAP4K4), mRNA 


NM_004494 


Homo sapiens hepatoma-derived growth factor (high-mobility group protein 1- 
like) (HDGF), mRNA 


NM 004876 


Homo sapiens zinc finger protein 254 (ZNF254), mRNA 


NM 004493 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase, type II (HADH2), 
mRNA 
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NM 004904 


Homo saniens cAMP resnonse element-bindine orotein CRE-BPa 
(H GS165L15.1),mRNA 


NM 004893 


Homo sapiens H2A histone family, member Y (H2AFY), mRNA 


NM 004130 


Homo sapiens glycogenin (GYG), mRNA 


NM 004286 


Homo sapiens GTP binding protein 1 (GTPBP1), mRNA 


NM_004128 


Homo sapiens general transcription factor HP, polypeptide 2 (30kD subunit) 
(GTF2F2), mRNA 


NM 004491 


Homo sapiens glucocorticoid receptor DNA binding factor 1 (GRLF1), mRNA 


NM 000826 


Homo sapiens glutamate receptor, ionotropic, AMPA 2 (GRIA2), mRNA 


NM 004490 


Homo sapiens growth factor receptor-bound protein 14 (GRB14), mRNA 


NM 004810 


Homo sapiens GRB2-related adaptor protein 2 (GRAP2), mRNA 


NM 004224 


Homo saniens G nrotein-couoled recentor 50 fGPR50)» mRNA 


NM 004871 


Homo saniens eolffi SNAP recentor comolex member 1 (GOSR1). mRNA 


NM 004487 


Homo sapiens golgi autoantigen, golgin subfamily b, macrogolgin (with 
transmembrane signal), 1 (GOLGB1), mRNA 


NM 004126 


Homo saniens enanine nucleotide binding nrotein 1 1 fGNGl 1), mRNA 


NM 004297 


Homo saniens guanine nucleotide binding nrotein (G nrotein). aloha 14 
(GNA14), mRNA 


NM 004246 


Homo saniens elucaeon-like nentide 2 recentor TGLP2R). mRNA 

X XVJ 1 i 1U otXfJXl'XXO giuv&gvli XXXWV pvpUUW A wvv^; iv/x uu\m v 


NM 004123 


Homo saniens aastric inhibitory nolvnentide TGIP^ mRNA 

XlvlUv OvL^JXwXXO gQOLXXw xxxxxxuxwV/x j puij^vpuuv ^VJXX y, lUXV* 1* X 


NM 004121 


Hnmn sanipns cxamma-fflutomvltransferase-like activitv 1 ( GGTLAl^ mRNA 

±l\Jll\\J oa|Jl&ilo QfLim l lex giUKUXijr xu txxxoxwx aov x xxv V/ avbxvxtjr x ^vivxxmxi^j xxxx ^ x x. 


NMJ)04837 


Homo sapiens geranylgeranyl diphosphate synthase 1 (GGPS1), mRNA 




Hnmn canipnQ ornwtVi factor inHpnpndpnt 1B fnotential retmlator of CDKN1 A. 
translocated in CMO fGFUB^ mRNA 

U. CUlOlvwulVU XXX V/IYXXj y y\JX Xll-SJy XXXXVX. IX X 


NM 004293 


Homo saniens guanine deaminase ( GDA^ mRNA 


NM 004751 


Homo saniens fflucosaminvl fN-acetvH transferase 3. mucin tvne fGCNT3). 
mRNA 


NM 004193 


Homo sapiens golgi-specific brefeldin A resistance factor 1 (GBF1), mRNA 


NM 002030 


Homo sapiens formyl peptide receptor-like 2 (FPRL2), mRNA 


NM 004476 


Homo saniens folate hydrolase fnrostate-sDecific membrane anticen) 1 fFOLHl). 
mRNA 


NM 004119 


Homo sapiens fins-related tyrosine kinase 3 (FLT3), mRNA 


NM 004475 


Homo sapiens flotillin 2 (FLOT2), mRNA 


NM 004472 


Homo sapiens forldiead box Dl (FOXD1), mRNA 


NM 004471 

J. 1 J.TJL \j\f I 1 / Ir 


Homo saniens forkhead box Gl A fFOXGl A), mRNA 


NM 004474 


Homo sapiens forkhead box D2 (FOXD2), mRNA 


NM 004469 

1 1 1 >X UVTTU7 


Homo sapiens c-fos induced growth factor (vascular endothelial growth factor D) 
(FIGF), mRNA 


NM 004468 


Homo sapiens four and a half LIM domains 3 (FHL3), mRNA 


NM 004462 


Homo sapiens famesyl-diphosphate famesyltransferase 1 (FDFT1), mRNA 1 


NM 004107 


Homo saniens Fc fragment of IeG recentor tran snorter alnha (TCGRT). mRNA 


NM 004104 


Homo saniens fattv acid svnthase fFASNft mRNA 

xxuiuu ovx^xvxxo xcxivjr uviu J jr t^uv ^x ^ xltx i 'iixuixx 


NM 004461 


Homo sapiens phenylalanine-tRNA synthetase-like (FARSL), mRNA 


NM 004101 


Homo sapiens coagulation factor II (thrombin) receptor-like 2 (F2RL2), mRNA 


NM 004235 


Homo sapiens Kruppel-like factor 4 (gut) (KLF4), mRNA 


NM 004455 


Homo sapiens exostoses (multiple)-like 1 (EXTL1), mRNA 


NM 004454 


Homo sapiens ets variant gene 5 (ets-related molecule) (ETV5), mRNA 


NM_004453 


Homo sapiens electron-transfemng-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NMJW4911 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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NM.004447 


Homo sapiens epidermal growth factor receptor pathway substrate 8 (EPS8), 
mKJNA 


NM 004446 


Homo sapiens glutamyl-prolyl-tRNA synthetase (EPRS), mRNA 


\n r AAJ ill 1 

NM 004431 


Homo sapiens bpnAZ (brHA/;, mKTNA 


NM.004099 


Homo sapiens erythrocyte membrane protein band 7.2 (stomatin) (EPB72), 

T> XT A 

mRNA 


NM_004437 


Homo sapiens erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH- 

1' 1 S\ /T?TVT»>I1\ TI\T A 

linked) (EPB41), mRNA 


NM_004435 


Homo sapiens endonuclease G (ENDOG), nuclear gene encoding mitochondrial 
protein, mRNA 


\T\ r r\f\ A A") A 

NM_004434 


Homo sapiens ecninooerm microuiDuie-associaieQ proiem-iLK.e ^m/\rL;, 

M T> XT A 


NM_004433 


Homo sapiens JD/4-UKe iacior j ^eis aomain transcnpuun wnur, cpiuicucu- 

cnonifip '\ fRT P"^ rnPXJ A 

specmc ) {E,L,rj), mj\iN/\ 


XTAif A f\A f\Q fy. 


JlOmO SapieilS CUJUirytlUO ualloiaUUIl UllllaUUH lawui *tAj umumg piuivi.ii .£» 


NM_004095 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 1 


JNiVi 


ll OHIO od.pi Clio Coiiy glUYYUl lCopuiiac J ^J-jvjxvj j t ix nvi ^ a 


JN1V1 UUnUyj 


iiOino sapiens cpiiruT~ r j£ ^juriNo^, iiixvi^^i. 


XTNyT fifl/M OQ 
XNM 


xiomo sapiens cpnnn-i>i \^ri\r> i y, uuvli.ty 


JNM 


xiomo sapiens cpnnn-/\i ^nrrN/xi^, iiijMNrv 


rsM_UU4oO/ 


xiomo sapiens integral incniui aiic piuicui L>t\. \l i ivix./vy 3 uuu^n 


NM 004415 


Homo sapiens desmoplakin (DPI, DPII) (DSP), mRNA | 


NM_0U4 /oU 


xiomo sapiens senne/Lnreorune Kinase 1 /a ^apupiobis-iiiu.uwiug j ; i jvx / 

tvkPXTA 
mKiNA 


INM UU44IJ 


riomo sapiens uipcpiiuasc i ^rciiai^ \±jl i2>r xj t luxnj.^/^. 


NM_ 004088 


Homo sapiens deoxynucleotidyltransferase, terminal (DNTT), mRNA 


NM 004412 


Homo sapiens ujna ^cyu)sme-j-j-memyiiransieTase l ^uinivii z^, iiuvln/\ 


NM 004411 


Homo sapiens dynein, cytoplasmic, intermediate polypeptide 1 (DNCI1), mRNA 


NM 004407 


Homo sapiens oennn matrix acioic pnospnoproiein yxJivur i ), mxsj^/v 


NM_004746 


Homo sapiens discs, large (Drosophila) homolog-associated protein 1 

/TVT O A Til \ --DM A 

(DLuArlj, rnKfNA 


NM 004747 


Homo sapiens discs, large (Drosophila) homolog 5 (DLG5), mRNA 


NM 004087 


Homo sapiens discs, large (Drosopnila) nomolog 1 mKJNA 


NMJ)04900 


Homo sapiens phorbolin (similar to apolrpoprotern d mtuN a earring protemj 
{uSlQzXsiy.l}) mKJNA 


NM_004404 


Homo sapiens neural precursor ceil expressed, acvciopmcnidiiy uuwn-rcgui<ucu 
5 (NHDD5), mRNA 


■VTTk K l\f\ A At\*\ 

NM_0 04402 


Homo sapiens JJJN A fragmentation iactor, 4U kij, oeia poiypepuoe ^caspase- 
activated DNase) (DFFB), mRNA 


NM_004401 


Homo sapiens UJNA tragmentation iactor, 4j kl>, aipna poiypepnae ^urrAj, 

T>"KT A 

mRNA 


JNJVl UU4U0J 


tT nrt1A cgrtimiQ TYM A-HQmacrp-iTiHnpiKIp trarmrriTit % n^)Dl'F3 i mRNA 
XlOmO adpiCIla i^lN/\*UainiagC~lJlUU^i01v U tLiioUiipt ^1/1/11 aiixvii^i. 


NM 004734 


Homo sapiens doublecortin and CaM kinase-like 1 (DCAMKL1), mRNA 


NM 004394 


Homo sapiens death-associated protein (DAP), mRNA 


NM_004393 


Homo sapiens dystroglycan 1 (dystrophm-associated glycoprotein 1) (DAG1), 
mRNA 


NM_004229 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 2 
(150kD)(CRSP2),mRNA 


NM 004079 


Homo sapiens cathepsin S (CTSS), mRNA 


NM 004390 


Homo sapiens cathepsin H (CTSH), mRNA 
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NM 004388 


Homo sapiens chitobiase, di-N-acetyl- (CTBS), mRNA 


NM 004387 


Homo sapiens cardiac-specific homeo box (CSX), mRNA 


NMJ)04861 


Homo sapiens cerebroside (3'-phosphoadenylylsulfate:galactosylceramide 3 1 ) 
sulfotransferase (CST), mRNA 


NM 004078 


Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA 


NM 004386 


Homo sapiens chondroitin sulfate proteoglycan 3 (neurocan) (CSPG3), mRNA 


NM 004385 


Homo sapiens chondroitin sulfate proteoglycan 2 (versican) (CSPG2), mRNA 


NM 004384 


Homo sapiens casein kinase 1, gamma 3 (CSNK1G3), mRNA ! 


NM_004383 


Homo sapiens c-src tyrosine kinase (CSK), mRNA 


NM 004075 


Homo sapiens cryptochrome 1 (photolyase-like) (CRY1), mRNA 


NM 004778 


Homo sapiens G protein-coupled receptor 44 (GPR44), mRNA 


NM 004750 


Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA 


NM 004382 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHR1), mRNA 


NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREB1), mRNA 


NM 004377 


Homo sapiens carnitine palmitoyltransferase I, muscle (CPT1B), mRNA 


NM 004748 


Homo sapiens cell cycle progression 8 protein (CPR8), mRNA 


NMJ)04074 


Homo sapiens cytochrome c oxidase subunit VIE (COX8), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004766 


Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), 
mRNA 


NM 004645 


Homo sapiens coilin (COIL), mRNA 


NM 000614 


Homo sapiens ciliary neurotrophic factor (CNTF), mRNA 


NM 004368 


Homo sapiens calponin 2 (CNN2), mRNA 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLR1), mRNA 


NM 004071 


Homo sapiens CDC-like kinase 1 (CLK1), mRNA 


NM 004362 


Homo sapiens calmegin (CLGN), mRNA 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKA), mRNA 


NM 004804 


Homo sapiens WD40 protein Ciaol (CIAOl), mRNA 


NM_004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 
mRNA 


NM 004067 


Homo sapiens chimerin (chimaerin) 2 (CHN2), mRNA 


NM 004284 


Homo sapiens chromodomain helicase DNA binding protein 1-like (CHD1L), 
mRNA 


NMJ)04364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 
mRNA 


NM 004065 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDR1), mRNA 


NM_004233 


Homo sapiens CD83 antigen (activated B lymphocytes, immunoglobulin 
superfamily) (CD83), mRNA 


NMJ)04356 


Homo sapiens CD 81 antigen (target of antiproliferative antibody 1) (CD81), 
mRNA 


NM 004357 


Homo sapiens CD151 antigen (CD151), mRNA 


NM 004350 


Homo saniens runt-related transcrintion factor 3 fRUNX31 mRNA 


NM_004349 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
1 ; cyclin D-related (CBFA2T1), mRNA ! 


NM 004345 


Homo sapiens cathelicidin antimicrobial peptide (CAMP), mRNA 


NM_000722 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 1 
(CACNA2D1), mRNA 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BST1), mRNA 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 
(BRAK) (SCYB 14), mRNA 


NM_004333 


Homo sapiens v-raf murine sarcoma viral oncogene homolog Bl (BRAF), 
mRNA 
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NM 004329 


Homo saniens bone mornhoeenetic Drotein receptor, tvoe IA fBMPRl A\ mRNA 


NM 004827 


Homo saniens ATP-bindiriff cassette sub-family G fWHTTE). member 2 

XXwAllW uCipiviiu i & X X tJlll vlilK VUOOvvlVi OUw iuii.iia r \ " aaa a av#j aaawaa&wwa a> 

(ABCG2), mRNA 


NM 004326 


Homo sapiens B-cell CLL/lymphoraa 9 (BCL9), mRNA 


NM 004765 


Homo saoiens B-cell CLL/lvmohoma 7C (BCL7C), mRNA 


NM 004324 


Homo sapiens BCL2-associated X protein (BAX), mRNA 


NM 004656 


Homo saniens BRCA1 associated orotein-1 (ubiauitin carboxv-terminal 
hydrolase) (BAP 1), mRNA 


NM 004048 


Homo sapiens beta-2-microglobulin (B2M), mRNA 


NM 004655 


Homo sapiens axin 2 (conductin, axil) (AXJN2), mRNA 


NM 004191 


Homo ^arn'pnQ jncnnal trjin^nnrt of <3vnaTvHc vesicles fATSVi mRNA 


NM 0048 8 R 


TTnmn snnipriQ ATPaqp H4- trpncnnrtina Iwisomal /vacuolar nroton nurrwA 
member J (ATP6D mRNA 


NM 004047 


Homo saniens ATPase H+ tran snorting lvsosomal (Vacuolar nroton oumn) 
21kD (ATP6F), mRNA 

A> liM / AAA W A AAAA^A 11 A 


NM 004046 

illTX WW »W™W 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, alpha 
subunit, isoform 1, cardiac muscle (ATP5A1), mRNA 


NM_001683 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 2 (ATP2B2), 
mRNA 


NM 004314 


Homo sapiens ADP-ribosyltransferase 1 (ART1), mRNA 


NM 004313 


Homo sapiens arrestin, beta 2 (ARRB2), mRNA 


NM 004312 


Homo sapiens arrestin 3, retinal (X- arrestin) (ARR3), mRNA 


NM 004311 


Homo sapiens ADP-ribosylation factor-like 3 (ARL3), mRNA 


NM 004675 


Homo sapiens ras homolog gene family, member I (ARHI), mRNA 


NM 004310 


Homo sapiens ras homolog gene family, member H (ARHH), mRNA 


NM 004309 


Homo sapiens Rho GDP dissociation inhibitor (GDI) alpha (ARHGDIA), mRNA 


NM 004308 


Homo sapiens Rho GTPase activating protein 1 (ARHGAP1), mRNA 


NM 004040 


Homo sapiens ras homolog gene family, member B (ARHB), mRNA 


NM 004290 


Homo sapiens ring finger protein 14 (RNF14), mRNA 


NM 004797 


Homo sapiens adipose most abundant gene transcript 1 (APM1), mRNA 


NM 004039 


Homo sapiens annexin A2 (ANXA2), mRNA 


NM 004306 


Homo sapiens annexin A13 (ANXA13), mRNA 


NM 004038 


Homo sapiens amylase, alpha 1A; salivary (AMY1 A), mRNA 


NM 004305 


Homo sapiens bridging integrator 1 (BIN1), mRNA 


NM 004857 


Homo sapiens A kinase (PRKA) anchor protein 5 (AKAP5), mRNA 


NM 004833 


Homo sapiens absent in melanoma 2 (AJM2), mRNA 


NM_004208 


Homo sapiens programmed cell death 8 (apoptosis-inducing factor) (PDCD8), 
mRNA 


NM 002199 


Homo sapiens interferon regulatory factor 2 (IRP2), mRNA 


NM 001569 


Homo sapiens interleukin-1 receptor-associated kinase 1 (IRAKI), mRNA 


NM 001567 

1VX vv 1 JU / 


Homo saniens inositol nolvnhnsnhate nhosohatase-like 1 flNPPLl^ mRNA 


NM 002194 


Homo saniens inositol nolvnhnsnhate-1 -nhosnhatase fTNPPI^ mRNA 


NM 00? 1 1 1 


Homo ^arvipns himtinofin fHiintinotnn diseased rFTD^ mRNA 


NM 000165 

lull WV£v«/ 


Homo sapiens gap junction protein, alpha 1, 43kD (connexin 43) (GJA1), mRNA 


NM_001999 


Homo sapiens fibrillin 2 (congenital contractural arachnodactyly) (FBN2), 
mRNA 


NM 001937 


Homo sapiens dermatopontin (DPT), mRNA 


NMJ)01381 


Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(DOK1), mRNA 


NM 000729 


Homo sapiens cholecystokinin (CCK), mRNA 


NM 000486 


Homo sapiens aquaporin 2 (collecting duct) (AQP2), mRNA 


NM 001520 


Homo sapiens general transcription factor HJC, polypeptide 1 (alpha subunit, 
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220kD)(GTF3Cl),mRNA 


NM 002097 


Homo sapiens general transcription factor IIIA (GTF3 A), mKNA 


NM 003205 


Homo sapiens transcription factor 12 (HTF4, helix-loop-helix transcription 
factors 4) (TCF12), mKNA 


NM__000440 


Homo sapiens phosphodiesterase 6A, cGMP-specific, rod, alpha (PDE6A), 
mKNA 


NMJ)00806 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, alpha 1 
(GABRA1), mRNA 


NM 001809 


Homo sapiens centromere protein A (17kD) (CENPA), mRNA 


NM 000439 


Homo sapiens proprotein convertase subtilisin/kexin type 1 (PCSK1), mRNA 


NM 002529 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 1 (NTRK1), mRNA 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA 


NM_000395 


Homo sapiens colony stimulating factor 2 receptor, beta, low-affinity 
(granulocyte-macrophage) (CSF2RB), mRNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


Homo sapiens myotubular myopathy 1 (MTM1), mRNA 


NMJ)00229 


Homo sapiens lecithin-cholesterol acyltransferase (LCAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000224 


Homo sapiens keratin 18 (KRT18), mRNA 


NMJJ00211 


Homo sapiens integrin, beta 2 (antigen CD 18 (p95), lymphocyte function- 
associated antigen 1; macrophage antigen 1 (mac-1) beta subunit) (TTGB2), 
mRNA 


NM 000208 


Homo sapiens insulin receptor (INSR), mRNA 


NMJ)00206 


Homo sapiens interleukin 2 receptor, gamma (severe combined 
immunodeficiency) (IL2RG), mRNA 


NM 000416 


Homo sapiens interferon gamma receptor 1 (IFNGR1), mRNA 


NMJ)00201 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhinovirus 
receptor (ICAM1), mRNA 

r \ /7 ^^^^ 


NM_00O35O 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 4 
(ABCA4), mRNA 


NM 000110 


Homo sapiens d^ydropyrimidine dehydrogenase (DPYD), mRNA 


NM_000375 


Homo sapiens uroporphyrinogen III synthase (congenital erythropoietic 
porphyria) (UROS), mRNA 


NM_000459 


Homo sapiens TEK tyrosine kinase, endothelial (venous malformations, multiple 
cutaneous and mucosal) (TEK), mRNA 


NM 001053 


Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 


NM 001052 


Homo sapiens somatostatin receptor 4 (SSTR4), mRNA 


NM_001051 


Homo sapiens somatostatin receptor 3 (SSTR3), mRNA 


NM 001050 


Homo sapiens somatostatin receptor 2 (SSTR2), mRNA 


NM 001049 


Homo sapiens somatostatin receptor 1 (SSTR1), mRNA 


NM 000348 


Homo sapiens steroid-5-aloha-reductase alnha T»olvoeotide 2 f3-oxo-5 alnha- 
steroid delta 4-dehydrogenase alpha 2) (SRD5A2), mRNA 


NM 000340 


Homo saniens solute carrier familv 2 ( facilitated glucose transporter^ member 2 
(SLC2A2), mRNA 


NM 000338 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
member 1 (SLC12A1), mRNA 


NMJ)00231 


Homo sapiens sarcoglycan, gamma (35kD dystrophin-associated glycoprotein) 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene 1 (RAG1), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NM 000302 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase Oysine 
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hydroxylase, Ehlers-Danlos syndrome type VI) (PLOD), mRNA 




Homo saniens nronionvl Coenzyme A carboxylase, alpha polypeptide (PCCA), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 000281 


Homo sapiens 6-pynivoyl-tetrahydropterin synthase/ dimerization cofactor of 
hepatocyte nuclear factor 1 alpha (TCF1) (PCBD), mRNA 


NM 000277 


Homo sapiens phenylalanine hydroxylase (PAH), mRNA 


NM 000436 


Homo sapiens 3-oxoacid CoA transferase (OXCV), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_000274 


Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000273 


Homo sapiens ocular albinism 1 (Nettleship-Falls) (OA1), mRNA 


NM 000272 


Homo sapiens nephronophthisis 1 (juvenile) (NPHP1), mRNA 


NM 000271 


Homo sapiens Niemann-Pick disease, type CI (NPC1), mRNA 


NM 000269 


Homo sapiens non-metastatic cells 1, protein (NM23A) expressed in (NME1), 
mRNA 


NM 000268 


Homo sapiens neurofibromin 2 (bilateral acoustic neuroma) (NP2), mRNA 


NM 000267 


Homo sapiens neurofibromin 1 (neurofibromatosis, von Recklinghausen disease, 
Watson disease) (NF1), mRNA 


NM 000434 


Homo sapiens sialidase 1 (lysosomal sialidase) (NEU1), mRNA 


NM 000266 


Homo sapiens Norrie disease (pseudoglioma) (NDP), mRNA 


NM 0002 6 S 


Homo saniens neutronhil cvtosolic factor 1 ( 47kD. chronic granulomatous 
disease, autosomal 1) (NCF1), mRNA 


NM 000262 


Homo Qaniens N-aeetvlcalactosaniinidase aloha- fNAGAV mRNA 


NM 000261 


Homo onrriens mvnr.il in trabecular meshwork inducible glucocorticoid reSDonse 
(MYOC), mRNA 


NM 000258 


Homo saniens mvosin lieht nolvoentide 3 alkali: ventricular, skeletal, slow 
(MYL3), mRNA 


NM 000419 


Homo ^jmi en ^ mvosin li oht nol vnentide 2 retmlatorv cardiac slow(MYL2^. 
mRNA 


NM 000257 


Homo sarriens mvosin heaw nolvoentide 7 cardiac muscle beta (MYH7\ 
mRNA 


\TM 000411 


Hnmo cnrnpriQ mevalonate lrinase ('mevalonic aciduria^ fMVFCi mRNA 


NM 000255 


Homo saniens methvlmalonvl Coenzvme A mutase (MUD. nuclear cene 
encoding mitochondrial protein, mRNA 


NM 000254 

111 VI. UVwiJT 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase (MTR), 
mRNA 


NM 000253 


Homo sapiens microsomal triglyceride transfer protein (large polypeptide, 88kD) 
(MTP), mRNA 


NM 000250 


Homo sapiens myeloperoxidase (MPO), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000248 


Homo sapiens rrucrophthalmia-associated transcription factor (MTTF), mRNA 


NM 000247 


Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA 


NM 000246 


Homo sapiens MHC class II transactivator (MHC2TA), mRNA 


NM 000245 


Homo sapiens met proto-oncogene (hepatocyte growth factor receptor) (MET), 
mRNA 


NM 000244 


Homo sapiens multiple endocrine neoplasia I (MEN1), mRNA 


NM 000243 


Homo sapiens Mediterranean fever (MEFV), mRNA 


NMJ)00242 


Homo sapiens mannose-binding lectin (protein C) 2, soluble (opsonic defect) 
(MBL2), mRNA 


NM 000429 


Homo sapiens methionine adenosyltransferase I, alpha (MAT1 A), mRNA 


NM_000240 


Homo sapiens monoamine oxidase A (MAO A), nuclear gene encoding 
mitochondrial protein, mRNA 
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MM 00049 R 
IN IVI^UUUnZ o 


WnmA caivipnc Intent trnn QfirviTnin o* crrnwfh factor nets. hrndirify nrAtpin 9 fT/TRPz^ 


NM 000238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 2 (KCHHZ) mRNA 


NM 000237 


Homo sapiens lipoprotein lipase (LPL), mRNA 


vnv/f 000497 


riomo sapiens luricnn \l\jl\.) > iii±vrN.rY 


NM 000236 


Homo sapiens lipase, hepatic (LIPC), mRNA 


xtavt aaaoi^ 


Homo sapiens lipase a, lysosomal acid, cnoiesreroi esterase ^woinian disease^ 
(LIPA), mRNA 


XT\yr AAA1Q/1 


womo sapiens ngase i, jjjna, Air-aepenaeni ^.uiijrij, iiuxxna 


xtn/i aaaoii 


Homo sapiens luteinizing nonnone/cnonogonaaouopin receptor ^jljivajj\j, 

•ml? XT A 


NMJ)00228 


Homo sapiens laminin, beta 3 (nicein (125kD), kalinin (140kD), BM600 

f^^WiYifT A1V/TRTS mRNA 


NM_000426 


Homo sapiens laminin, alpha 2 (merosin, congenital muscular dystrophy) 

n AM A9"l mRNA 


NM_000226 


Homo sapiens keratin 9 (epidermolytic palmoplantar keratoderma) (KRT9), 

mRNA 


NM 000422 


Homo sapiens keratin 17 (KRT17), mRNA 


xta/t 000993 


riomo sapiens Kerann xz ^ivLeesmann corneal aysuopnyj jjsjya izj, mtviN/v 


NM_000421 


Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmaris et 

nlan+QT^cA /YUT1 0^ ml? XT A 

pianiansj (jsjvI iuj, rruuNA 


xjx* 000999 
inivi_u uuzzz 


nonio Sapiens v-kjl riaruy-z<ucKci man *t lcmic baiovHiia viral uiiougcnc nurnuiug 
(KIT), mRNA 


vry 0009 18 


xiomo sapiens poiassium YQiiagc-gaicu cnaiinci, jvv^ l -iikc buoianiuy, xiiciiiuer i 
(KCNQl), mRNA 


xjA/f 00091Q 

1>I1V1_\JUIJZ 1 f 


XiUinU SapiCIld pUlddSlUm VUlldgC-gaLCU UllalUlCl, IbJv-rCialCU laXQliy, IllClIluCr 1 

(KCNE1), mRNA 


xjaa 000917 


riomo sapiens potassium vonage-gaieci cnannei, snaKer-reiaicu suoiamiiy, 
mcmocr i ^cpisuuic ataxia wiui myoKymiaj ^ivv^j.N/\i j 9 nusssix 


xjxyr 00091£ 


xiomo sapiens rwaiimann synorome i sequence ^jxajli ), iui\ssi\ 


XT\>r aaa9 1 ^ 


Homo sapiens Janus Kinase j ^a proiein ryrosine Kinase, leuKocyiej ^j/\js.oj, 

tnPXJA 

ituvina t 


NM 000919 
IMIVI^UU vZ 1 Z 


jnOIIlU bapiCIlb 111 LC grin, UCla J ^pidlClCl giycuprUlClll ilia, allLlgcn ^l/Ol ^ 

nTGR^'i mRNA 


NM 000200 


T-Tnmn ^aniens itiquHti nrnmntpr fhfttAr 1 riAmeAdomain tniriQcriAtion factAr 

(TPFD mRNA 

1 JUL X X / « 1 1 H\i I* *- 


NM 000207 


Homo sapiens insulin (INS), mRNA 


NM 000418 


TTAmn ^aniens interlpiilriri 4 rpppntAr fTT mRNA 

iJUL/lvUO 1111^1 IvUAlii "T IvVvUlvl I ,1.1 <~lv J ) uuvim 


NM 000417 


T-^AmA ^aniens interlenlrin 9 rpppntAr alnTia HT^RAi mRNA 

l. ivyiiiw ooL/i^iiij iu.w*i i^umix z« JL v/V/v^iivi , alalia ^ 1 1 /iii\fi y , miM^ii 


NM 001 SS1 


Unmn Qanipn<? immnnr»(y1r»nii1in (C*TY7Q nindinOf nrAtetrt 1 rTORPI^ mRNA 


NM 000903 


T-TnmA ^aniens idnrAniHaQP nlnlia-T - i'IDTTA^ mRNA 


NM 000415 


T-Tnmf* cnniPTiQ i«:1pf" nmvlnirl t>o1 vnprt'HHf* ^TAPR^ ttiRNA 


NM 000200 

-L " i- Tl VV VMVV 


Homo sapiens histatin 3 (HTN3), mRNA' 


NM 001538 


Homo sapiens heat shock transcription factor 4 (HSF4), mRNA 


NM_000859 


Homo sapiens 3-hy<iroxy-3-methylglutaryl-Coen2yme A reductase (HMGCR), 
mRNA 


NM 001527 


Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTR1), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), rnRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIA4), mRNA 
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NM 001496 


Homo sapiens GDNF family receptor alpha 3 (GFRA3), mRNA 


NM_001486 


Homo sapiens glucokinase (hexokinase 4) regulatory protein (GCKR), mRNA 


NM 000820 


Homo saoiens Growth arrest-SDecific 6 fGAS(D. mRNA 


NM 000155 


Homo sapiens galactose- 1 -phosphate uridylyltransferase (GALT), mRNA 


NM 000153 


Homo <;aniens ealactosvlcerarmdase fKrabbe diseased fGALCi mRNA 


NM_000816 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 2 
(GABRG2i mRNA 


NM 000815 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, delta (GABRD), 
mRNA 


NM_000811 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 6 
(frARRAfii mRNA 


>jm nnoRoo 

in ivx_uu w o\jy 


Wrvmn cnTvif»Tic rro mma-QminnKi lti/r^ir* Q/>ir1 ffirAT^ A^ A TPOPntnr flltVha A 
flUILLU oaUlwlo ^alliiila-ollilllUUUljrllv avlU ^VJ/i_U.r\y /i. it/v&piuij aipua ~ 

fGAHRA4i mRNA 


NM 000808 


Womn cnrnpnc oflTnTnn-mTiinAVintvrip np.iH M^tA^A l A TPnpntnr flmnJi ^ 
jtiuiiiu oapitllo gaLiLUia-aiiuiii/UUiyi iv owiu ^\j/vuny r^. i^u^puji , aiyna j 

CGABRA31 mRNA 


NM 000807 


Homo ^aniens ffamma-aminobutvric acid fGABA^ AreceDtor aloha 2 
(GABRA2), mRNA 


NM 000151 


Homo sapiens glucose-6-phosphatase, catalytic (glycogen storage disease type I, 
von Gierke disease) (G6PC), mRNA 


NM 001452 


Homo sapiens forkhead box F2 (FOXF2), mRNA 


NM 000138 


Homo sapiens fibrillin 1 (Marfan syndrome) (FBN1), mRNA 


NM 000136 


Homo sapiens Fanconi anemia, complementation group C (FANCC), mRNA 


NM 001445 


Homo sapiens fatty acid binding protein 6, ileal (gastrotropin) (FABP6), mRNA 


NM 001442 


Homo sapiens fatty acid binding protein 4, adipocyte (FABP4), mRNA 


NM 001443 


Homo sapiens fatty acid binding protein 1, liver (FABP1), mRNA 


NM 001441 


Homo sapiens fatty acid amide hydrolase (FAAH), mRNA 


NM 000401 


Homo sapiens exostoses (multiple) 2 (EXT2), mRNA 


NM 000127 


Homo saoiens exostoses fmultrnlej 1 (EXT1\ mRNA 


NM 001433 


Homo sapiens ER to nucleus signalling 1 (ERN1), mRNA 


NM 000122 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 3 (xeroderma pigmentosum group B complementing) 
(ERCC3), mRNA 


NM 000121 


Homo sapiens erythropoietin receptor (EPOR), mRNA 


NM 000120 


Homo sapiens epoxide hydrolase 1, microsomal (xenobiotic) (EPHX1), mRNA 


NM 000119 


Homo sapiens erythrocyte membrane protein band 4.2 (EPB42), mRNA 


NM 001429 


Homo <;anien<? Fl A bindine nrotein n300 fRPlOO i mRNA 


NM 000118 


Homo sapiens endoglin (Osler-Rendu-Weber syndrome 1) (ENG), mRNA 


NM 000117 


Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA 


TOTV/T 0014.00 
INIVI UUl*fZZ 


iiomo sapiens n/t-iiive laoiur j veto uoxiiain uanbcnpuun laciurj \E/i^r^j t iiuvtna 


xnv>r 0001 1A 


xiomo sapiens enGoinenn j ^jdjuin-jj, iruvLN/v 


xrvf ooi^Q^ 


nomo sapiens exudvciiuiar ma in a protein z, iemaie organ anu auipucyic opeciiiL 
(ECM2), mRNA 


"NTM" 0001 19 


TTrtmn conipnc cr\1 i iff* r»aTTiPT ■Fqtt1i'1\/ 0f\ ( 01 ll "faff* traT» ct^nr+^r^ tyiptyi V\PT ^ 

nomo oapieno suiuic vaxiicr laiiuiy zo ^buiiaic transporter^, metuuex ^ 
fSLC26A2i mRNA 


NM_001382 


Homo sapiens dolichyl-phosphate (UDP-N-acetylglucosamine) N- 
acetylglucosarriinephosphotransferase 1 (GlcNAc-l-P transferase) (DP AGT1), 
mRNA 


NM 001365 


Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA ! 


NM 000792 


Homo sapiens deiodinase, iodothyronine, type I (DIOl), mRNA 


NM_001358 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 15 (DDX15), 
mRNA 


NM 000107 


Homo sapiens damage-specific DNA binding protein 2 (48kD) (DDB2), mRNA 
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NM 001348 


Homo sapiens death-associated protein kinase 3 (DAPK3), mRNA 


NM 000101 


Homo sapiens cytochrome b-245, alpha polypeptide (CYBA), mRNA 


NM 001081 


Homo sapiens cubilin (intrinsic factor-cobalamin receptor) (CUBN), mRNA 


NM 001334 


Homo sapiens cathepsin 0 (CTSO), mRNA 


NM 001328 


Homo sapiens C-terminal binding protein 1 (CTBP1), mRNA 


NM 000554 


Homo sapiens cone-rod homeobox (CRX), mRNA 


NM_000096 


Homo sapiens ceruloplasmin (ferroxidase) (CP), mRNA 


NM 000095 


Homo sapiens cartilage oligomeric matrix protein (pseudoachondroplasia, 
epiphyseal dysplasia 1, multiple) (COMP), mRNA 


NMJ)00392 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 2 
(ABCC2), mRNA 


NM 000085 


Homo sapiens chloride channel Kb (CLCNKB), mRNA 


NM 000084 


Homo sapiens chloride channel 5 (nephrolithiasis 2, X-linked, Dent disease) 
(CLCN5), mRNA 


NM 001279 


Homo sapiens cell death-inducing DFFA-like effector a (CIDEA), mRNA 


NM_000080 


Homo sapiens cholinergic receptor, nicotinic, epsilon polypeptide (CHRNE), 
mRNA 


NMJ)00751 


Homo sapiens cholinergic receptor, nicotinic, delta polypeptide (CHRND), 
mRNA 


NM_000747 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 1 (muscle) 
(CHRNB1), mRNA 


NMJ00079 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 1 (muscle) 
(CHRNA1), mRNA 


NM 001273 


Homo sapiens chromodomain helicase DNA binding protein 4 (CHD4), mRNA 


NM 001271 


Homo sapiens chromodomain helicase DNA binding protein 2 (CHD2), mRNA 


NM 001270 


Homo sapiens chromodomain helicase DNA binding protein 1 (CHD1), mRNA 


NM 000078 


Homo sapiens cholesteryl ester transfer protein, plasma (CETP), mRNA 


NMW0076 


Homo sapiens cyclin-dependent kinase inhibitor 1C (p57, Kip2) (CDKN1Q, 
mRNA 


NM 001258 


Homo sapiens cyclin-dependent kinase 3 (CDK3), mRNA 


NM 001251 


Homo sapiens CD68 antigen (CD68), mRNA 


NM_000074 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 5 (hyper-IgM 
syndrome) (TNFSF5), mRNA 


NM_000073 


Homo sapiens CD3G antigen, gamma polypeptide (TiT3 complex) (CD3G), 
mRNA 


NM 001249 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 5 (ENTPD5), 
mRNA 


NM 001248 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 3 (ENTFD3), 
mRNA 


NMJXH246 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 2 (ENTPD2), 
mRNA 


NM 000072 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin receptor) 
(CD36),mRNA 


NM 000591 


Homo sapiens CD 14 antigen (CD 14), mRNA 


NM 000071 

J. llTA VWV / A 


Homo sapiens cystathionine-beta-synthase (CBS), mRNA 


NM_000388 


Homo sapiens calcium-sensing receptor (hypocalciuric hypercalcemia 1, severe 
neonatal hyperparathyroidism) (CASR), mRNA 


NM 000070 


Homo sapiens calpain 3, fp94) (CAPN3), mRNA 


NMJ)00069 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IS subunit 
(CACNA1S), mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase II (CA2), mRNA 
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NM 000606 


Homo sapiens complement component 8, gamma polypeptide (C8G), mRNA 


NM 000066 


Homo sapiens complement component 8, beta polypeptide (C8B), mRNA 


NM 000562 ! 


Homo sapiens complement component 8, alpha polypeptide (C8A), mRNA 


NM 000587 


Homo sapiens complement component 7 (C7), mRNA 


NM 000064 


Homo sapiens complement component 3 (C3), mRNA 


NM 000061 


Homo sapiens Bruton agammaglobulinemia tyrosine kinase (BTK), mRNA 


NM 001206 


Homo sapiens basic transcription element binding protein 1 (BTEB1), mRNA 


NM 000060 


Homo sapiens biotinidase (BID), mRNA 


NM 001201 


Homo sapiens bone morphogenetic protein 3 (osteogenic) (BMP3), mRNA 


NM 001200 


Homo sapiens bone morphogenetic protein 2 (BMP2), mRNA 


NM 000386 


Homo sapiens bleomycin hydrolase (BLMH), mRNA 


NM 000057 


Homo sapiens Bloom syndrome (BLM), mRNA 


NM 001198 


Homo sapiens PR domain containing 1, with ZNF domain (PRDMl^ mRNA 


NM 001196 

X ™ X» X \J\J X X ✓ w 


Homo sapiens BH3 interacting domain death agonist (BID), mRNA 


NMJ)00056 


Homo sapiens branched chain keto acid dehydrogenase El, beta polypeptide 
(maple syrup urine disease) (BCKDHB), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000465 


Homo sapiens BRCA1 associated RING domain 1 (BARD1), mRNA 


NM 000705 


Homo sapiens ATPase, H+/K+ exchanging, beta polypeptide (ATP4B), mRNA 


NM 000049 


Homo sapiens aspartoacylase (aminoacylase 2, Canavan disease) (ASP A), 
mRNA 


NM 000046 


Homo sapiens arylsulfatase B (ARSB), mRNA 


NM_000639 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 6 (TNFSF6), 
mRNA 


NM 000042 


Homo sapiens apolipoprotein H (beta-2-glycoprotein I) (APOH), mRNA 


NM 000041 


Homo sapiens apolipoprotein E (APOE), mRNA 


NM 000040 


Homo sapiens apolipoprotein C-HI (APOC3), mRNA 


NM 000039 


Homo sapiens apolipoprotein A-I (APOA1), mRNA 


NM 000038 


Homo sapiens adenomatosis polyposis coli (APC), mRNA 


NM 001157 


Homo sapiens annexin Al 1 (ANXA1 1), mRNA 


NM 001147 


Homo sapiens angiopoietin 2 (ANGPT2), mRNA 


NM 001145 


Homo sapiens angiogenin, ribonuclease, RNase A family, 5 (ANG), mRNA 


NM 000036 


Homo saoiens adenosine mononhosDhate deaminase 1 fisoform M) (AMPD1), 
mRNA 


NM 001141 

llIVx \J\J I 111 


Homo sapiens arachidonate 15-lipoxygenase, second type (ALOX15B), mRNA 


NM 000035 


Homo sapiens aldolase B, fructose-bisphosphate (ALDOB), mRNA 


NM 000034 


Homo sapiens aldolase A, Iructose-bisphosphate (ALDOA), mRNA 


NM 000032 


Homo sapiens aminolevulinate, delta-, synthase 2 (sideroblastic/hypochromic 
anemia) (ALAS2), nuclear gene encoding mitochondrial protein, mRNA 


NM 000030 


Homo sapiens alanine-glyoxylate aminotransferase (oxalosis I; hyperoxaluria I; 
glycolicaciduria; serine-pyruvate aminotransferase) (AGXT), mRNA 


NM 001126 


Homo sapiens adenylosuccinate synthase (ADSS), mRNA 


NM 000684 


Homo sapiens adrenergic, beta-1-, receptor (ADRB1), mRNA 


NM 001125 


Homo sapiens ADP-ribosylarginine hydrolase (ADPRH), mRNA 


NM 001116 


Homo sapiens adenylate cyclase 9 (ADCY9), mRNA 


NM 001115 


Homo sapiens adenylate cyclase 8 (brain) (ADCY8), mRNA 


NM 001114 


Homo sapiens adenylate cyclase 7 (ADCY7), mRNA 


NM 001109 


Homo sapiens a disintegrin and metalloproteinase domain 8 (ADAM8), mRNA 


NMjxmio 


Homo sapiens a disintegrin and metalloproteinase domain 10 (ADAM10), 
mRNA 


NM 001108 


Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA 


NM 001107 


Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYP1), mRNA 
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NM 001104 


Homo sapiens actinin, alpha 3 (ACTN3), mRNA 


NM 001086 


Homo sapiens arylacetamide deacetylase (esterase) (AADAC), mRNA 


NM_001043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
noradrenaline member 2 (SLC6A2), mRNA 


NM_000532 


Homo sapiens propionyl Coenzyme A carboxylase, beta polypeptide (PCCB), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002579 


Homo sapiens paralemmin (PALM), mRNA 


NM 002443 


Homo sapiens microseminoprotein, beta- (MSMB), mRNA 


NM 002418 


Homo sapiens motilin (MLN), mRNA 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 


NM 002243 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 15 
(KCNJ15), mRNA 


NM 001534 


Homo sapiens homeo box 1 1-like 1 (HOX1 1L1), mRNA 


NM 001454 


Homo sapiens forkhead box Jl (FOXJ1), mRNA 


NM 004001 


Homo sapiens Fc fragment of IgG, low affinity lib, receptor for (CD32) 
(FCGR2B), mRNA 


NM 001276 


Homo sapiens chitinase 3-like 1 (cartilage glycoprotein-39) (CHI3L1), mRNA 


NM 001752 


Homo sapiens catalase (CAT), mRNA 


NM 001610 


Homo sapiens acid phosphatase 2, lysosomal (ACP2), mRNA 


NM 003461 


Homo sapiens zyxin (ZYX), mRNA 


NM 003460 


Homo sapiens zona pellucida glycoprotein 2 (sperm receptor) (ZP2), mRNA 


NM_003459 


Homo sapiens solute carrier family 30 (zinc transporter), member 3 (SLC30A3), 
mRNA 


NM 003430 


Homo sapiens zinc finger protein 91 (HPF7, HTF10) (ZNF91), mRNA 


NM_003429 


Homo sapiens zinc finger protein 85 (HPF4, HTF1) (ZNF85), mRNA 


NM 003428 


Homo sapiens zinc finger protein 84 (HPF2) (ZNF84), mRNA 


NM 003416 


Homo sapiens zinc finger protein 7 (KOX 4, clone HF. 1 6) (ZNF7), mRNA 


NM 003427 


Homo sapiens zinc finger protein 76 (expressed in testis) (ZNF76), mRNA 


NM 003426 


Homo sapiens zinc finger protein 74 (Cos52) (ZNF74), mRNA 


NM_003425 


Homo sapiens zinc finger protein 45 (a Kruppel-associated box (KRAB) domain 
polypeptide) (ZNF45), mRNA 


NM 003423 


Homo sapiens zinc finger protein 43 (HTF6) (ZNF43), mRNA 


NM_003422 


Homo sapiens zinc finger protein 42 (myeloid-specific retinoic acid- responsive) 
(ZNF42), mRNA 


NM 003420 


Homo sapiens zinc finger protein 35 (clone HF.10) (ZNF35), mRNA 


NM 003458 


Homo sapiens bassoon (presynaptic cytomatrix protein) (BSN), mRNA 


NM 003456 


Homo sapiens zinc finger protein 205 (ZNF205), mRNA 


NM 003453 


Homo sapiens zinc finger protein 198 (ZNF198), mRNA 


NM 003450 


Homo sapiens zinc finger protein 174 (ZNF174), mRNA 


NM 003447 


Homo sapiens zinc finger protein 165 (ZNF165), mRNA 


NM 003446 


Homo sapiens zinc finger protein 157 (HZF22) (ZNF157), mRNA 


NM 003443 


Homo sapiens zinc ringer protein 151 (pHZ-67) (ZNF151), mRNA 


NM 003442 


Homo sapiens zinc finger protein 143 (clone pHZ-1) (ZNF143), mRNA | 


NM 003441 


Homo sapiens zinc finger protein 141 (clone pHZ-44) (ZNF141), mRNA 


NM 003440 


Homo sapiens zinc finger protein 140 (clone pHZ-39) (ZNF140), mRNA 


NM 003438 


Homo sapiens zinc finger protein 137 (clone pHZ-30) (ZNF137), mRNA 


NM 003437 


Homo sapiens zinc finger protein 136 (clone pHZ-20) (ZNF136), mRNA 


NM 003436 


Homo sapiens zinc finger protein 135 (clone pHZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc finger protein 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc finger protein 124 (HZF-16) (ZNF124), mRNA 
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NM 003411 


Homo sapiens zinc finger protein, Y-linked (ZFY), mRNA 


NM 003410 


Homo sapiens zinc finger protein, X-linked (ZFX), mRNA 


NM_003405 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, eta polypeptide (YWHAH), mRNA 


NM 003404 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, beta polypeptide (YWHAB). mRNA 


NMJ)00380 


Homo sapiens xeroderma pigmentosum, complementation group A (XPA), 
mRNA 


NM 003931 


Homo sapiens WAS protein family, member 1 (WASF1), mRNA 


NM 003384 


Homo sapiens vaccinia related kinase 1 (VRK1), mRNA 


NM 003383 


Homo sapiens very low density lipoprotein receptor (VLDLR), mRNA 


NM 003382 


Homo sapiens vasoactive intestinal peptide receptor 2 (VEPR2), mRNA 


NM_003381 


Homo sapiens vasoactive intestinal peptide (VIP), mRNA 


NM 003380 


Homo sapiens vimentin (VIM), mRNA 


NM 003377 


Homo sapiens vascular endothelial growth factor B (VEGFB), mRNA 


NM_003376 


Homo sapiens vascular endothelial growth factor (VEGF), mRNA 


NM 000376 


Homo sapiens vitamin D (1,25- dihydroxyvitamin D3) receptor (VDR), mRNA 


NM 003375 


Homo sapiens voltage-dependent anion channel 2 (VDAC2), mRNA 


NM_003374 


Homo sapiens voltage-dependent anion channel 1 (VDAC1), mRNA 


NM 003371 


Homo sapiens vav 2 oncogene (VAV2), mRNA 


NM 003370 


Homo sapiens vasodilator-stimulated phosphoprotein (VASP), mRNA 


NM 003762 


Homo sapiens vesicle-associated membrane protein 4 (VAMP4), mRNA 


NM 003369 


Homo sapiens UV radiation resistance associated gene (UVRAG), mRNA 


NMJ)03577 


Homo sapiens undifferentiated embryonic cell transcription factor 1 (UTF1), 
mRNA 


NM_003470 


Homo sapiens ubiquitin specific protease 7 (herpes virus-associated) (USP7), 
mRNA 


NM 003481 


Homo sapiens ubiquitin specific protease 5 (isopeptidase T) (USP5), mRNA 


NM_003363 


Homo sapiens ubiquitin specific protease 4 (proto-oncogene) (USP4), mRNA 


NM_003368 


Homo sapiens ubiquitin specific protease 1 (USP1), mRNA 


NM 003940 


Homo sapiens ubiquitin specific protease 13 (isopeptidase T-3) (USP13), mRNA 


NM 003367 


Homo sapiens upstream transcription factor 2, c-fos interacting (USF2), mRNA 


NMJ)03366 


Homo sapiens ubiquinol-cytochrome c reductase core protein II (UQCRC2), 
mRNA 


NM_003365 


Homo sapiens ubiquinol-cytochrome c reductase core protein I (UQCRC1), 
mRNA 


NM 003364 


Homo sapiens uridine phosphorylase (UP), mRNA 


NM 003361 


Homo saoiens uromodulin ( uromucoii Tamm-Horsfall fflvconroteirrt (X TMOD^ 
mRNA 


NM 003709 

111"* \J \J w» i V 


Homo sauiens Krunnel-like factor 7 fubiauitous^ fKJ_,F7^ mRNA 


NM_003360 


Homo sapiens UDP glycosyltransferase 8 (UDP-galactose ceramide 
ealactosvltransferase^ flJGT^ mRNA 


NM 001074 


Homo saniens UDP plvcosvltransferase 2 familv nolvnentide R7 (X1CrV)r\l} 
mRNA 


NM 001077 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B17 (UGT2B17), 
mRNA 


NM 001076 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B15 (UGT2B15), 
mRNA 


NM_001075 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B10 (UGT2B10), 
mRNA 


NM 003359 


Homo sapiens UDP-glucose dehydrogenase (UGDH), mRNA 


NM 003358 


Homo sapiens UDP-glucose ceramide glucosyltransferase (UGCG), mRNA 
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NM 003357 


Homo sapiens uteroglobin (UGB), mRNA 


NM 003352 


Homo sapiens ubiquitin-like 1 (sentrin) (UBL1), mRNA 


NM 003347 


Homo sapiens ubiquitin-conjugating enzyme E2L 3 (UBE2L3), mRNA 


NM 003337 


Homo sapiens ubiquitin-conjugating enzyme E2B (RAD6 homolog) (UBE2B), 
mRNA 


NM 003336 


Homo sapiens ubiquitin-conjugating enzyme E2A (RAD6 homolog) (UBE2A), 
mRNA 


NM 003335 


Homo sapiens ubiquitin-activating enzyme El-like (UBE1L), mRNA 


NM 000550 


Homo sapiens tyrosinase-related protein 1 (TYRP1), mRNA 


NM 000372 


Homo sapiens tyrosinase (oculocutaneous albinism IA) (TYR), mRNA 


NM 001071 


Homo sapiens thymidylate synthetase (TYMS), mRNA 


NM 003331 


Homo sapiens tyrosine kinase 2 (TYK2), mRNA j 


NM 003330 


Homo sapiens thioredoxin reductase 1 (TXNRD1), mRNA ! 


NM 003329 


Homo sapiens thioredoxin (TXN), mRNA 


NM 003328 


Homo sapiens TXK tyrosine kinase (TXK), mRNA 


NM 003324 


Homo sapiens tubby like protein 3 (TULP3), mRNA 


NM 003323 


Homo sapiens tubby like protein 2 (TULP2), mRNA 


NM 003321 


Homo sapiens Tu translation elongation factor, mitochondrial (TUFM), mRNA 


NM 001070 

J. 1 1YX WAV// V 


Homo sapiens tubulin, gamma 1 (TUBG1), mRNA 


NM 001069 


Homo sapiens tubulin, beta polypeptide (TUBB), mRNA 


NM 000371 


Homo sapiens transthyretin (prealbumin, amyloidosis type 1) (TTR), mRNA 


NM 000370 


Homo sapiens tocopherol (alpha) transfer protein (ataxia (Friedreich-like) with 
vitamin E deficiency) (TTPA), mRNA 


NM 003319 


Homo sapiens titin (TTN), mRNA 


NM_003318 


Homo sapiens TTK protein kinase (TTK), mRNA 


NM 003317 


Homo sapiens thyroid transcription factor 1 ( ITl'Fl), mRNA 


NM 003315 


Homo sapiens tetratricopeptide repeat domain 2 (TTC2), mRNA 


NM 003314 


Homo sapiens tetratricopeptide repeat domain 1 (TTCl), mRNA j 


NM 003311 


Homo sapiens tumor suppressing subtransferable candidate 3 (TSSC3), mRNA 


NM 003310 


Homo sapiens tumor suppressing subtransferable candidate 1 (TSSC1), mRNA 


NM 000369 

i iirX uuv juy 


Homo sapiens thyroid stimulating hormone receptor (TSER>), mRNA 


NM 000549 


Homo sapiens thyroid stimulating hormone, beta (TSHB), mRNA 


NM 003496 


Homo sapiens transformation/transcription domain-associated protein (TRRAP), 
mRNA 


NM 003301 


Homo sapiens thyrotropin-releasing hormone receptor (TRHR), mRNA 


NM 003299 


Homo saniens tumor rejection antigen ( 2D96) 1 (TRAD, mRNA 


NMJMB298 


Homo sapiens nuclear receptor subfamily 2, group C, member 2 (NR2C2), 
•mRNA 


NM 003296 


Homo ^aniens testis snecific nrotein 1 forobe H4-1 o3-l} (TPX1), mRNA 


J.N1VI UUJZ7J 


TTrtmn cnnipnc tiimnr nrotpin traTi^latirtriallv-rfvntTnlled 1 fTPTl^ mRNA 


lNivi 


Unmn QnT>if*riQ tvpowlnrotcin sulfotnmsferase 2 fTPST2^ mRNA 


NM ft019Q? 


Homn csmipnc translocated rvromoter rpoion fto activated MET onco&ene^ f'l'PRV 
mRNA 


NM 003291 


Homo sapiens tripeptidyl peptidase II (TPP2), mRNA 


NM_000547 


Homo sapiens thyroid peroxidase (TPO), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 003290 


Homo sapiens tropomyosin 4 (TPM4), mRNA 


NM 003289 


Homo sapiens tropomyosin 2 (beta) (TPM2) ? mRNA 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPM1), mRNA 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TPI1), mRNA 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA 


NM 003287 


Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA 
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NM 003935 


Homo saoiens tODoisomerase fDNA i HI beta (TOP3B1 mRNA 


NM 001067 


Homo saoiens toooisomerase flDNAi II aloha (170kDi CTOP2A) mRNA 


NM 003285 


Homo saoiens tenascin R frestrictiii ianusini (TNRV mRNA 


NM 003284 


Homo saoiens transition nrotein 1 ( during histone to Drotamine renlacement i 
(TNP1), mRNA 


NM 000364 


Homo sapiens troponin T2, cardiac (TNNT2), mRNA 


NM 003283 


Homo sapiens troponin Tl, skeletal, slow (TNNT1), mRNA 


NM 000363 


Homo sapiens troponin I, cardiac (TNNI3), mRNA 


NM 003282 


Homo saoiens trooonin L skeletal fast rTNNI2 1 mRNA 


NM 003281 


Homo sapiens troponin I, skeletal, slow (TNNI1), mRNA 


NM 003279 


Homo saoiens trooonin C2 fa<5t fTNNP2 1 mRNA 

XXwlllW OaL/lVllO IX Vy^Tv/XXXXi \_>Z» , XUJl ^ll^llU^j XXXAVX 1 A 


NM 003280 


Homo sapiens troponin C, slow (TNNC1), mRNA 


NVf 0039RS 


ITftmn cnnipnc tvrnci'np Vtnncf* nftti-rpppntni' 1 /" 1 "MT£" 1 l mP"WA 
1.XV/X1XVJ aajjidio ijJLWaJJiiv AJiiaovj iiuii-ic^/cpwjij a ^ j. inav i ixix\j.Nr\ 


NM_001244 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 8 (TNFSF8), 


NM_001252 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 7 (TNFSF7), 
mRNA 


NM_003326 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 4 (tax- 

U dllbOl lpuUIlaliy aOUValCU glycoprotein 1, OHKU) ^UNrorHJ, mjvTN/V 


NM_003808 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 13 

fTNTRW 1 ^ mP XT A 
^ 1 INr ox* 1 J) 9 mixINA 


NM_003809 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 12 

rrKTE'QTri'?! mPMA 


NM_003810 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 10 

rTNTFWI Hi mPMA 
\i nror iv), iiiivin/a. 


NM_001243 


Homo sapiens tumor necrosis factor receptor superfamily, member 8 

^ixNrivoro^, ilxJSl\s\ 


NM_001242 


Homo sapiens tumor necrosis factor receptor superfamily, member 7 

^llNrJVOr / ) y IIU\_LM/\ 


NM_000043 


Homo sapiens tumor necrosis factor receptor superfamily, member 6 
yx lNrivoro^, iiixvii/v 


NM_003327 


Homo sapiens tumor necrosis factor receptor superfamily, member 4 
^iiNrJtvor £ f j j, itiKJN/y 


NM_001066 


Homo sapiens tumor necrosis factor receptor superfamily, member IB ' 

^ 1 INr Ivor Id), mxviN/\ 


NM_001065 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 A 
^ i iNr Ivor i/vj, iiuviN/\ 


NMJ01192 


Homo sapiens tumor necrosis factor receptor superfamily, member 17 

^ i iNr ivor i / J } ii\JSs\r\- 


NM 003820 


Homo sapiens tumor necrosis factor receptor superfamily, member 14 
^neipes virus entry meuiaiorj ^ liNrivor i*f mruN/\ 


NM_003790 


Homo sapiens tumor necrosis factor receptor superfamily, member 12 
^uansiocaung cnain-associauon memorane proieinj ^ i in r Ivor izj, mKJNA 


IN 1V1__UU L J HO 


T^/^tnrt Cflmpnc fiimrtT* n^^-r/^ci o "Paofrif T^r^^r^trtt* ciiT^^t^amilx/ motn^M' 1 1 K 
IxUlllU dapicilo IIUIIUI LLCLlUolo IdLLOi ICUCpiUI bUpCIlalTUiy, xTlClTlOCr 1 ID 

(osteoprotegerin) (TNFRSF1 IB), mRNA 


NMJ)03839 


Homo sapiens tumor necrosis factor receptor superfamily, member 11a, activator 
of NFKB (TNFRSF1 1 A), mRNA 


NM.003840 


Homo sapiens tumor necrosis factor receptor superfamily, member lOd, decoy 
with truncated death domain (TNFRSF10D), mRNA 


NM__003842 


Homo sapiens tumor necrosis factor receptor superfamily, member 10b 
(TTnTRSFIOB), mRNA 


NM 003844 


Homo sapiens tumor necrosis factor receptor superfamily, member 10a 
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(TNFRSF10A), mRNA 


NM 003276 


Homo sapiens thymopoietin (TMPO), mRNA 


NM 003275 


Homo sapiens tropomodulin (TMOD), mRNA 


NM 003274 


Homo sapiens transmembrane protein 1 (TMEM1), mRNA 


NM_003692 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
domains 1 (TMEFF1), mRNA 


NM 003273 


Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA 


NMJ)03272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 
(TM7SF1V mRNA 


NM 003271 


Homo sapiens transmembrane 4 superfamily member 7 (TM4SF7), mRNA 


NM 003270 


Homo sapiens transmembrane 4 superfamily member 6 (TM4SF6), mRNA 


NM 003963 


Homo sapiens transmembrane 4 superfamily member 5 (TM4SF5), mRNA 


NMJ)03269 


Homo sapiens nuclear receptor subfamily 2, group E, member 1 (NR2E1), 
mRNA 


NM 003266 


Homo sapiens toll-like receptor 4 (TLR4), mRNA 


NM 003265 


Homo sapiens toll-like receptor 3 (TLR3), mRNA 


NM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


NM 003263 


Homo sapiens toll-like receptor 1 (TLR1), mRNA 


NM 003258 


Homo sapiens thymidine kinase 1, soluble (TK1), mRNA 


NM_003257 


Homo sapiens tight junction protein 1 (zona occludens 1) (TJP1), mRNA 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (TIMP4), mRNA 


NM_003254 


Homo sapiens tissue inhibitor of metalloproteinase 1 (erythroid potentiating 
activity, collagenase inhibitor) (TIMP1), mRNA 


NM 003597 


Homo sapiens TGFB inducible early growth response 2 (TIEG2), mRNA 


NM_003253 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1), mRNA 


NMJ)00460 


Homo sapiens thrombopoietin (myeloproliferative leukemia virus oncogene 
ligand, megakaryocyte growth and development factor) (THPO), mRNA 


NM 003249 


Homo sapiens thimet oligopeptidase 1 (THOP1), mRNA 


NM_003248 


Homo sapiens thrombospondin 4 (THBS4), mRNA 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA 


NM 003246 


Homo sapiens thrombospondin 1 (THBS1), mRNA 


NM 000361 


Homo sapiens thrombomodulin (THBD), mRNA 


NM 000360 


Homo sapiens tyrosine hydroxylase (TH), mRNA 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 


NM 003245 


Homo sapiens transglutaminase 3 (E polypeptide, protein-glutamine-gamma- 
glutamyltransferase) (TGM3), mRNA 


NM 000359 


Homo sapiens transglutaminase 1 (K polypeptide epidermal type I, protein- 
glutamine-gamma-glutamyltransferase) CTGM1), mRNA 


NM_003243 


Homo sapiens transforming growth factor, beta receptor III (betaglycan, 300kD) 
(TGFBR3), mRNA 


NM_003242 


Homo sapiens transforming growth factor, beta receptor II (70-80kD) 
(TGFBR2), mRNA 


NM 000358 


Homo sapiens transforming growth factor, beta-induced, 68kD (TGFBI), mRNA 


NM 003239 


Homo sapiens Iransfoiming growth factor, beta 3 (TGFB3), mRNA 


NM 003238 


Homo sapiens transforming growth factor, beta 2 (TGFB2), mRNA 


NM 003236 


Homo sapiens transforming growth factor, alpha (TGFA), mRNA 


NM 003234 


Homo sapiens transferrin receptor (p90, CD71) (TFRQ, mRNA 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 


NM_003225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFF1), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation factor related protein 1 (ARFRP1), mRNA 
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NM 003219 


Homo sapiens telomerase reverse transcriptase (TERT), mRNA 


NM 003673 


Homo sapiens titin-cap (telethonin) (TCAP), mRNA 


MM 003217 


Homo sapiens testis enhanced gene transcript (TEGT), mRNA 


NM 003216 


Homo sapiens thyrotrophic embryonic factor (TEF), mRNA 


NM 003213 


Homo sapiens TEA domain family member 4 (TEAD4), mRNA 


NM 003211 


Homo sapiens thymine-DNA glycosylase (TDG), mRNA 


NM 003608 


Homo sapiens G protein-coupled receptor 65 (GPR65), mRNA 


NM 000355 


Homo sapiens transcobalamin II; macrocytic anemia (TCN2), mRNA 


NM 001062 


Homo sapiens traiiscobalamin I (vitamin B12 binding protein, R binder family) 
(TCN1), mRNA 


NM 003202 

llAYX \J\J *J £j\J A* 


Homo sapiens transcription factor 7 (T-cell specific, HMG-box) (TCF7), mRNA 


NM 003201 


Homo sapiens transcription factor 6-like 1 (mitochondrial transcription factor 1- 
like) (TCF6L1), mRNA 


NM 003199 


Homo sapiens transcription factor 4 (TCF4), mRNA 


NM_003206 


Homo sapiens transcription factor 21 (TCF21), mRNA 


NM 000545 


Homo sapiens transcription factor 1, hepatic; LF-B1, hepatic nuclear factor 
(HNF1), albumin proximal factor (TCF1), mRNA 


NM 003198 

X 1 ATX vv>/t/U 


Homo sapiens transcription elongation factor B (SIH), polypeptide 3 (1 lOkD, 
elongin A) (TCEB3), mRNA 


NM 001060 


Homo sapiens thromboxane A2 receptor (TBXA2R), mRNA 


NM 003194 


Homo sapiens TATA box binding protein (TBP), mRNA 


NM 003192 


Homo sapiens tubulin-specific chaperone c (TBCC), mRNA 


NM 000116 


Homo sapiens tafazzin (cardiomyopathy, dilated 3 A (X-linked); endocardial 
fibroelastosis 2; Barth syndrome) (TAZ), mRNA 


NM 000353 


Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 003191 


Homo sapiens threonyl-tRNA synthetase (TARS), mRNA 


NM 003190 


Homo saniens TAP binding nrotein ( taoasin i rTAPBP \ mRNA 

AAvlllw uUpiwlitf X- X XX l/XXX\XXXXE) UlViVIU \ lUUUu XX-1 J 1 X X «X 1-* X / j AAUVJ.il & 


NM 003189 


Homo sapiens T-cell acute lymphocytic leukemia 1 (TALI), mRNA 


NM 003188 

J.1XVX \J\J ~J X oo 


Homo saniens mitoffen-activated nrotein Icinase kinase kinase 7 flVlAP3]C7i 
mRNA 


NM 003487 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase H, N, 68kD (RNA-binding protein 56) (TAF2N), mRNA 


NM_003187 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, G, 32kD (TAF2G), mRNA 


NM 001057 


Homo sapiens tachykinin receptor 2 (TACR2), mRNA 


NM 003180 


Homo sapiens synaptotagmin 5 (SYT5), mRNA 


NM 003895 


Homo sapiens synaptojanin 1 (SYNJ1), mRNA 


NM 003490 


Homo sapiens synapsin HI (SYN3), mRNA 


NM 003178 


Homo sapiens synapsin LI (SYN2), mRNA 


NM 003177 


Homo ^aniens snleen tvrosine kinase fSYlC i mRNA 


NM 003176 


Homo sapiens synaptonemal complex protein 1 (SYCP1), mRNA 


■sIM f)0/}179 

JNlVx UUj 1 / Z- 


TTnmn canipnc oiirfpit 1 ^TTRFl i mRNA 
xlUIIiU DdpiCIlo bUllCll 1 ^kJiJxxri^, llxlVLNxTk 


NM 003167 


Homo sapiens sulfotransf erase family, cytosolic, 2 A, dehydroepiandrosterone 
(DHEA) -preferring, member 1 (SULT2A1), mRNA 


NMJ)01056 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 1 (SULT1C1), 
mRNA 


NM_001054 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
2 (SULT1 A2). mRNA 


NMJ)01055 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
1 (SULT1 Al), mRNA i 


NM 003165 


Homo sapiens syntaxin binding protein 1 (STXBP1), mRNA 
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NM 003 loi 


Homo sapiens syntax in id (piAioj, mi\iN/\ 


vnv/r nno i co 
jNM OOJljy 


Homo Sapiens s erine/ rnreonine Kinase y \o ijsyj } iluvin/v 


NM 003158 


Homo sapiens serine/threonine kinase 6 (STK6), mRNA 


NM 003157 


Homo sapiens serine/ threonine Kinase z (Mkz;, hiktsa 


NM 003600 


Homo sapiens serine/threonine kinase 15 (SIX 15), mRNA 


NM 003160 


Homo sapiens serine/threonine kinase 13 (aurora/lrL 1 -liice ) (MKUj, mKJNA 


NM 003156 


Homo sapiens stromal interaction molecule 1 (ST1M1), mRNA 


NM 003155 


Homo sapiens stanniocalcin 1 (STC1), mRNA 


NM 003877 


Homo sapiens STAT mduced STAT mhibitor-2 (STATI2), mRNA 


NM 003154 


Homo sapiens statherm (STATH), mRNA 


NM_003153 


Homo sapiens signal transducer and activator of transcription 6, interleukin-4 
mduced (STAT6), mRNA 


NM_003152 


Homo sapiens signal transducer and activator of transcription 5A (STAT5A), 

T>XT A r 

mRNA 


NM 003151 


Homo sapiens signal transducer and activator oi transcription 4 (M AJL4), mKlNA 


"VTTi AT AAO 1 fft 

NM_003l50 


Homo sapiens signal transducer and activator of transcription 3 (acute-phase 

„ _ , X" /CT A T1\ T"j XT A 

response iactor) (SrA13), mRNA 


NM 000349 


Homo sapiens steroidogenic acute regulatory protein (STAR), mRNA 


NM_003473 


tt • 1 j J i i f I /OTTO -1 r 1 T T T 1 A*>r 

Homo sapiens signal transducmg adaptor molecule (SH3 domain and 1TAM 
motif) 1 (STAM), mRNA 


NM_003l49 


Homo sapiens sre homology three (SH3) and cysteine rich domain (STAC), 
mRNA 


X Tk K t\t\ 1 f\ A O 

NM 001048 


Homo sapiens somatostatin (SST), mRNA 


NM 003146 


Homo sapiens structure specific recognition protein l (SSRPl), mRNA 


XT* jT AAT7 /( f 

NM 003745 


Homo sapiens JAK binding protein (SSI-l), mRNA 


NM_001080 


Homo sapiens aldehyde dehydrogenase 5 family, member Al (succinate- 

• 1 j J _ J 1 1 \ /AT TXTTC A 1 \ T»XT A 

semialdehyde dehydrogenase) (ALDH5A1), mRNA 


NM_003139 


Homo sapiens signal recognition particle receptor ("docking protein 1 ) (SRPR), 

. T>\T A 

mRNA 


NM 003138 


Homo sapiens SFRS protein kinase 2 (SRPK2), mRNA 


■vnk r AAA ■* »> ^ 

NM 003135 


Homo sapiens signal recognition particle 19kD (SRP19), mRNA 


■V T> * AAA 1 1 A 

NM 003132 


Homo sapiens spermidine synthase (SRM), mRNA 


■XT* X AA1 1 1 A 

NM 003130 


Homo sapiens sorcin (SRI), mRNA 


NM_001047 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 1 (3-oxo-5 alpha- 
steroid delta 4-dehydrogenase alpha 1) (SRD5A1), mRNA 


NM 003743 


Homo sapiens nuclear receptor coactivator 1 (NCOA1), mRNA 


XT* M ftAH^O 

NM 003128 


Homo sapiens spectrin, beta, non-erytnrocytic 1 [bsr 1HJN1), mKJNA 


NM_003127 


Homo sapiens spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) (SPTAN1), 
mRNA 


NM 003126 


Homo sapiens spectrin, alpha, erythrocytic 1 (elliptocytosis 2) (SPTA1), inRNA 


NM 003125 


Homo sapiens small prolme-nch protem IB (cornifin) (SPRR1B), mRNA 


NM_003124 


Homo sapiens sepiapterin reductase (7,8-dihydrobiopterin:NADP+ 
oxidoreductase) (SPR), mRNA 


XT* if AAII^I 

NM 003123 


Homo sapiens sialophonn (gpL115, leukosialin, CU4i; (orN), mRNA 


NM 003121 


Homo sapiens Spi-B transcription factor (Spi-l/PU.l related) (SPEB), mRNA 


NM_003120 


Homo sapiens spleen focus forming virus (SFFV) proviral integration oncogene 
spil (SPI1), mRNA 


NM_003119 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NM_003118 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003112 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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NM 003107 


Homo saoiens SRY ( sex determining region YVbox 4 ( SOX4). mRNA 


NM 003108 


Homo sapiens SRY (sex detenriining region Y)-box 1 1 (SOX1 1), mRNA i 


NM 003104 


Hnmn ^aniens sorbitol dehvdrop'enase fSORT}^ mRNA 


NM 003102 


Homo sapiens superoxide dismutase 3, extracellular (SOD3), mRNA 


XN1Y1 \J\JJ 1 


XlfYmn cnniPTic cnt+in o tipyiti A, ( 1 ttiMNA 
XxUiilU aapieuo oUlUlig iivAJii *+ \\jrHJ\rr jf iiiavln^v. 


tsjm oonoo 


X1UII1U SdpiCllo oUlLLLlg iiCAill £* \OV\J\.z,) 9 lllI\_LN/\ 


NM 003094 


Homo sapiens small nuclear ribonucleoprotein polypeptide E (SNRPE), mRNA 




xiomo sapiens small nuciear noonucieoproiein poiypepuuc d \pvix\rD4. ) y 
mRNA 


"ntm" ooioqo 


xiomo sapiens small nuuicdr noonucieopruiein poiypepuuc t\ ^oiNXvx\r\.i j 9 
mRNA 


>JlVyf OOIORQ 


xiomo sapiens small nuciear noonucieoproiein /uku poiypepnae ^jvinit auugenj 


NM_003498 


Homo sapiens stannin (SNN), mRNA 


mm 001087 


xiomo sapiens synuviem, gamnia ^oreasi oanvcr-spet/Uiv protein ij \ols\^\jj 9 
mRNA 


NM 001081 


xiomo sapiens small nuciear jmna dvuvdimg complex, poiypepuuc z, hdru 
(SNAPC2),mRNA 


MM 001089 


xiomo sapiens small nuciear j\xna acuYaung complex, poiypcpuue 1, hjKjl/ 
(SNAPCl), mRNA 


KTM 001081 


xiomo sapiens synapiosomai-associaieu proiem, zdku ^oin atzd ), mtvJN a 


NM_003078 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
uiu uii id uii, suuidmiiy u, memoer d \olyjlI\js\sLjj j, iiitvln/\ 


NM_003077 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 

vxiLoiiiauii, suuiaxiuiy u, meiiiuei z ^ o ivj_rvxvv^i-/z ^ , inrvi>j/\ 


NM_003076 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
i/iiromaiin, suoidiniiy u, memoer 1 ^oivi/vtvv^jL/ i j y uu\xsr\ 


NM_003075 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
viu uiiiauii, suoidmny c, memoer l ^oivif\X\.\»^V-/Z^, iiLtviN/\ 


NM 003074 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
enromaun, suDiamuy c, memoer i ^oiViAxvL/^i ) 9 rrituNA 


NM_003073 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
enromdun, suDiamiiy o, memoer 1 ^oivi/\x\.^Xj i ) 9 mxviNri 


NM_003601 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
enromaun, suoiamny a, memoer j ^oiviAjtvL^Aj ) 9 rnxviN/v 


NM_003071 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
enromaun, suoiamiiy a, memoer j ^oiyi/\iv\^ajj, rnxsxNA 


NM_003070 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
enromaun, suoiamiiy a, memoer z ^oivjaxvl^/vz rnxUNA 


NM 003069 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
enromaun, suoiamiiy a, memoer i \ o ivi/\xvv^ a i hikjn a 


NM_003982 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), memoer / ^ojla^/a/j, rnKJNA 




TJ/-\mr» cnTvif*r»o cnlntp pJiTTipr "fnmilv 7 fnntifxrtin uminrv ar»iH fmncnnrtpr v4- 
xioiiiu oapiexia auiuiv vaiiivi laiiuiy / ^vauviiiv aiiumu aviu. uaiiopui lci, y ~ 

system), member 2 (SLC7A2), mRNA 


NM_003045 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 1 (SLC7A1), mRNA 


NMJ03043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine), 
member 6 (SLC6A6), mRNA 


MM_001045 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, serotonin), 
member 4 (SLC6A4), mRNA 


NM 001044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, dopamine), 
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member 3 (SLC6A3), mRNA 


NM 003042 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 (SLC6A1), mRNA 


NM_003044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
betaine/GABA), member 12 (SLC6A12), mRNA 


NM.000453 


Homo sapiens solute carrier family 5 (sodium iodide symporter), member 5 
(SLC5A5 - ) mRNA 


NM_003041 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 2 
(SLC5A2), mRNA 


mm ooo"*4^ 


TTnmo ^aniens solute carrier familv 5 (sodium/glucose cotransporter), member 1 
(SLC5Al),mRNA 




Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte 
membrane protein band 3-like 1) (SLC4A2), mRNA 




Homo sapiens solute carrier family 4, anion exchanger, member 1 (erythrocyte 
membrane protein band 3, Diego blood group) (SLC4A1), mRNA 


NM 000541 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral amino acid 
transporters, activator of cystine, dibasic and neutral amino acid transport), 
member 1 (SLC3 Al), mRNA 


NM 001860 


Homo sapiens solute carrier family 31 (copper transporters), member 2 
(SLC31A2) mRNA 


NM_001859 


Homo sapiens solute carrier family 3 1 (copper transporters), member 1 
(SLC31Al),mRNA 


NM_003039 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 5 
(SLC2A5), mRNA 


NM_001042 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 4 
(SLC2A4) mRNA 


NM_003705 


Homo sapiens solute carrier family 25 (mitochondrial carrier, Aralar), member 
12 (SLC25A12), mRNA 


NM_003060 


Homo sapiens solute carrier family 22 (organic cation transporter), member 5 
(SLC22A5) mRNA 


NM_003058 


Homo sapiens solute carrier family 22 (organic cation transporter), member 2 
(SLC22A2) mRNA 


NM_003057 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1 
TSLC22A1) mRNA 


NM_003562 


Homo sapiens solute carrier family 25 (mitochondrial carrier; oxoglutarate 
carrier^ member 11 fSLC25All), mRNA 


NM_003038 


Homo sapiens solute carrier family 1 (glutamate/neutral amino acid transporter), 
member 4 (SLC1A4), mRNA 


NM_003056 


Homo sapiens solute carrier family 19 (folate transporter), member 1 
(SLC19Al),rnRNA 


NM_003055 


Homo sapiens solute carrier family 18 (vesicular acetylcholine), member 3 
(SLC18A3), mRNA 


NM_003054 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 2 
(SLC18A2),mRNA 


NM 003053 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 1 
(SLC18Al),mRNA 


NM_003052 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34A1), mRNA 


NM 003051 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA 


NM.003984 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 
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NM_000339 


Homo sapiens solute carrier family 12 (sodium/chloride transporters), member 3 
(SLC12A3), mRNA 


NM_001046 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
member 2 (SLC12A2), mRNA 


NM_000452 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 2 (SLC10A2), mRNA 


NM_003049 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 1 (SLC10A1), mRNA 


NM 003037 


Homo sapiens signaling lymphocytic activation molecule (SLAM), mRNA 


NM_003616 


Homo sapiens survival of motor neuron protein interacting protein 1 (SIP1), 
mRNA 


NM 003035 


Homo sapiens TALI (SCL) interrupting locus (SEL), mRNA 


NM_003032 


Homo sapiens sialyltransferase 1 (beta-galactoside alpha-2,6-sialytransferase) 
(SIAT1), mRNA 


NM 001041 


Homo sapiens sucrase-isomaltase (SI), mRNA 


NM 003027 


Homo sapiens SH3-domain GRB2-like 3 (SH3GL3), mRNA 


NM_003026 


Homo sapiens SH3-domain GRB2-like 2 (SH3GL2), mRNA 


NM 003025 


Homo sapiens SH3-domain GRB2-like 1 (SH3GL1), mRNA 


NM 003023 


Homo sapiens SH3-domain binding protein 2 (SH3BP2), mRNA 


NM_003022 


Homo sapiens SH3 domain binding glutamic acid-rich protein like (SH3BGRL), 
mRNA 


NM_000199 


Homo sapiens N-sulfoglucosamine sulfohydrolase (sulfamidase) (SGSH), 
mRNA 


NMJ)03020 


Homo sapiens secretory granule, neuroendocrine protein 1 (7B2 protein) 
(SGNE1), mRNA 


NM_000337 


Homo sapiens sarcoglycan, delta (35kD dystrophin-associated glycoprotein) 
(SGCD), mRNA 


NM_000232 


Homo sapiens sarcoglycan, beta (43kD dystrophin-associated glycoprotein) 
(SGCB), mRNA 


NM 003019 


Homo sapiens surfactant, pulmonary-associated protein D (SFTPD), mRNA 


NM 003018 


Homo sapiens surfactant, pulmonary-associated protein C (SFTPC), mRNA 


NM 000542 


Homo sapiens surfactant, pulmonary-associated protein B (SFTPB), mRNA 


NM 003011 


Homo sapiens SET translocation (myeloid leukemia-associated) (SET), mRNA 


NM 003010 


Homo sapiens mitogen-activated protein kinase kinase 4 (MAP2K4), mRNA 


NM 003009 


Homo sapiens selenoprotein W, 1 (SEPW1), mRNA 


NM 003008 


Homo sapiens semenogelin II (SEMG2), mRNA 


NM 003007 


Homo sapiens semenogelin I (SEMG1), mRNA 


NMJ)03966 


Homo sapiens sema domain, seven thrombospondin repeats (type 1 and type 1- 
like), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 
5A (SEMA5A), mRNA 


NMJ)03002 


Homo sapiens succinate dehydrogenase complex, subunit D, integral membrane 
protein (SDHD), nuclear gene encoding mitochondrial protein, mRNA 


NM 002999 


Homo sapiens syndecan 4 (amphiglycan, ryudocan) (SDC4), mRNA 


NM 002997 


Homo sapiens syndecan 1 (SDC1), mRNA 


NM_002996 


Homo sapiens small inducible cytokine subfamily D (Cys-X3-Cys), member 1 
(fractalkine, neurotactin) (SCYD1), mRNA 


NMJ)03175 


Homo sapiens small inducible cytokine subfamily C, member 2 (SCYC2), 
mRNA 


NMJ)02993 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 6 
(granulocyte chemotactic protein 2) (SCYB6), mRNA 


NMJ)02994 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 5 
(epithelial-derived neutrophil-activating peptide 78) (SCYB5), mRNA 
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NM 002985 


Homo sapiens small inducible cytokine A3 (RANTES) (SCYA5), mRNA 


NM_002991 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 24 
(SCYA24), mRNA 


NM_002990 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 22 
(SCYA22), mRNA 


NMJ)02989 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 21 
(SCYA21), mRNA 


NM_002988 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 18, 
pulmonary and activation-regulated (SCYA18), mRNA 


NMJ)02987 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 17 
(SCYA17),mRNA 


NMJ)02986 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 11 
(eotaxin) (SCYA1 1), mRNA 


NM 002979 


Homo sapiens sterol carrier protein 2 (SCP2), mRNA 


NM 001039 


Homo sapiens sodium channel, nonvoltage-gated 1, gamma (SCNN1G), mRNA 


NM 002978 


Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNN1D), mRNA 


NM 001038 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNN1 A), mRNA 


NM_002977 


Homo sapiens sodium channel, voltage-gated, type IX, alpha polypeptide 
(SCN9A), mRNA 


NM_002976 


Homo sapiens sodium channel, voltage-gated, type VI, alpha polypeptide 
(SCN6A), mRNA 


NM_000334 


Homo sapiens sodium channel, voltage-gated, type IV, alpha polypeptide 
(SCN4A), mRNA 


NM 001037 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCN1B), 
mRNA 


NM_002975 


Homo sapiens stem cell growth factor; lymphocyte secreted C-type lectin 
(SCGF), mRNA 


NM 003843 


Homo sapiens sciellin (SCEL), mRNA 


NM_002973 


Homo sapiens spinocerebellar ataxia 2 (olivopontocerebellar ataxia 2, autosomal 
dominant, ataxin 2) (SCA2), mRNA 


NM_000332 


Homo sapiens spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1, autosomal 
dominant, ataxin 1) (SCA1), mRNA 


NM_002971 


Homo sapiens special AT-rich sequence binding protein 1 (binds to nuclear 
inatrix/scaffold-associating DNA's) (SATB1), mRNA 


NM 002970 


Homo sapiens spermidme/spermine Nl-acetyltransferase (SAT), mRNA 


NM 003870 


Homo sapiens IQ motif containing GTPase activating protein 1 (IQGAP1), 
mRNA 


NM 002967 


Homo sapiens scaffold attachment factor B (SAFB), mRNA 


NM 000331 


Homo sapiens serum amyloid Al (SAA1), mRNA 


NM 001036 


Homo sapiens ryanodine receptor 3 (RYR3), mRNA 


NM 001035 


Homo sapiens ryanodine receptor 2 (cardiac) (RYR2), mRNA 


NM_002956 


Homo sapiens restin (Reed-Steinberg cell-expressed intermediate filament- 
associated protein) (RSN), mRNA 


NM 001033 


Homo sapiens ribonucleotide reductase Ml polypeptide (RRM1), mRNA 


NM 002955 


Homo sapiens ras responsive element binding protein 1 (RREB 1), mRNA 


NM_003942 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 4 (RPS6KA4), 
mRNA 


NMJ)02953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin II (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPN1), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium-specific protein (65kD) (RPE65), 
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mRNA 


NM 002947 


Homo sapiens replication protein A3 (14kD) (RPA3), mRNA 


NM 002946 


Homo sapiens replication protein A2 (32kD) (RPA2), mRNA 


NM_002945 


Homo sapiens replication protein Al (70kD) (RPA1), mRNA 


NM 000328 


Homo sapiens retinitis pigmentosa GTPase regulator (RPGR), mRNA 


NM 002943 


Homo sapiens RAR-related orphan receptor A (RORA), mRNA 


NM 000327 


Homo sapiens retinal outer segment membrane protein 1 (ROM1), mRNA 


NM 003799 


Homo sapiens RNA (guanine-7-) methyl transferase (RNMT), mRNA 


NM 002939 


Homo sapiens ribonuclease/angiogenin inhibitor (RNH), mRNA 


NM 003800 


Homo saniens RNA euanvlvltransferase and 5'-ohosohatase fRNGTl) mRNA 


NM 002938 


Homo saniens rinp" fin per nrotein 4 rRNF4^ mRNA 


NM 002940 


Homo saniens A TP-bin din o - cassette suh-familv H fOABP^ member 1 
(ABCEli mRNA 


NM 002936 


Homo saniens ribonuclease HI fRNASEHl\ mRNA 


NM 002935 


Homo saniens ribonuclease RNase A familv 3 ( eosinonhil cationic nrotein) 
(RNASE3), mRNA 


NM_002934 


Homo sapiens ribonuclease, RNase A family, 2 (liver, eosinophil-derived 
neurotoxin) (RNASE2), mRNA 


NM 003796 


Homo sapiens RPB 5 -mediating protein (RMP), mRNA 


NM 003821 


Homo sapiens receptor-interacting serine-threonine kinase 2 (RIPK2), mRNA i 


NM 003687 


Homo sapiens LIM domain protein (RJL), mRNA 


NM 002929 


Homo sapiens rhodopsin kinase (RHOK), mRNA 


NM 000324 


Homo sapiens Rhesus blood group-associated glycoprotein (RHAG), mRNA 


NM 003835 


Homo sapiens regulator of G-protein signalling 9 (RGS9), mRNA 


NM 003617 


Homo sapiens regulator of G-protein signalling 5 (RGS5), mRNA 


NM 002923 


Homo sapiens regulator of G-protein signalling 2, 24kD (RGS2), mRNA 


NM 002922 


Homo sapiens regulator of G-protein signalling 1 (RGS1), mRNA 


NM 002928 


Homo sapiens regulator of G-protein signalling 16 (RGS16), mRNA 


NM 002926 


Homo saniens regulator of G-nrotein sitmallinj? 12 rRGS12^ mRNA 


NM 003834 


Homo saniens regulator of G-nrotein sieTialline 1 1 fRGSl 1^ mRNA 

AiVHlv OUL/lvl W X V^UIUVva wX Ui v tVAll WXf^XXtXXXXXXg X X 1 XVVJP X X / y XXXXVX ^X~X 


NM 002921 

X^XYX \J\J i* j/ X 


Homo saniens retinal G nrotein counled reeentor fRGR^ mRNA 

XXV/l ll\J OCJ.LJ ll/llO IVslXllCli VJ LJ1 V/Lwlll wUUj^lvU 1 Ww|/kUl ^1\\J1\ J) iliX\_l lil 


NM 000538 


Homo sapiens regulatory factor X-associated protein (RFXAP), mRNA 


NM 001721 


Rnmn carvipns rpoiilntrvrv fnptfvr Y-nQcocintpH jvnlrv/rin-cfvntjiirifno' nrntpin 
XJA/xxiu oa^itiia icguiaiuij xaviui a oooUviuLWi aixiiyxui-vuiiuuixiiig piuiciLi 

(RFXANK), mRNA 


NM 002918 


Homo saniens rponlatorv factor "3C 1 {influences TTT A class TT PYtirpssion^ 

(RFX1), mRNA 


NM 002916 

X>IAYA \J\] t*J 1 \J 


Homo saniens renlication factor P (activator 1^4 (ITUTYl fRFP4-^ mRNA 

XXW111U OupiwllO X wLJlXVtlLlUll 1UW l\JL \s yj&\* l i v u V\JL X J *T / kULJJ \ j\x y^**? J) 1 1 1XXX ~ A 


NM 002915 


Homo saniens renlication factor C (activator 1^ ^ nSkTY) fRFP^ rrTRNA 


NM 002914 


Homo saniens renlication factor C factivator 1^ ? MOVD^ CR^FC?} mRNA 


NM 001704 


TTomo saniens oenp witn mnltinlp snlice variants near HTi loens on 4nlfi *\ 

LX.\JLXX\J OdLJlt-llO gUXlU W 1L11 111U1U^/1U OL/llUt' V CXI 1CU1UO 11UCXX XXXV !UvU9 vll "JJ 1 VJ . J 

(RES4-22), mRNA 


NM 009908 


Rntnfi Qanienc v-t*p1 nvian rpti pn 1 opnH of Vi pilosis viral otipoqptip liomoloa ^RFT ^ 

AX\J111VJ OapiWllO V 1W a V loll lUUV/UXvUllUViLllUXlWoiS VlXCtl UXXvUgWiXW lHJlllUlUg ^XVXvX^ Jy 

mRNA ! 


NM 002909 

l^XVA \J\J J\J 


Homo saniens reofeneratine islet-derived 1 aloha (oancreatic stone nrotein ' 
pancreatic thread protein) (REG1 A), mRNA 


NM 000322 


Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS), mRNA 


NM 002905 


Homo sapiens retinol dehydrogenase 5(1 1-cisand 9-cis) (RDH5), mRNA 


NM 002903 


Homo sapiens recoverin (RCV1), mRNA 


NMJ)02902 


Homo sapiens reticulocalbin 2, EF-hand calcium binding domain (ROM2), 
mRNA 


NMJ)02901 


Homo sapiens reticulocalbin 1, EF-hand calcium binding domain (RCN1), 
mRNA 
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NM 002896 


Homo sapiens RNA binding motif protein 4 (RBM4), mRNA 


NM 002895 


Homo sapiens retinoblastoma-like 1 (pi 07) (RBL1), mRNA 


NM 000321 


Homo sapiens retinoblastoma 1 (including osteosarcoma) (RBI), mRNA 


NM 000966 


Homo sapiens retinoic acid receptor, gamma (RARG), mRNA 


NM 000964 


Homo sapiens retinoic acid receptor, alpha (RARA), mRNA 


NM 002885 


Homo sapiens RAP1, GTPase activating protein 1 (RAP1GA1), mRNA 


NM 002884 


Homo sapiens RAP1A, member of RAS oncogene family (RAP1A), mRNA 


NM 002883 


Homo sapiens Ran GTPase activating protein 1 (RANGAP1), mRNA 


NM_002881 


Homo sapiens v-ral simian leukemia viral oncogene homolog B (ras related; 
GTP binding protein) (RALB), mRNA 


NM 002871 


Homo sapiens RAB interacting factor (RABBF), mRNA 


NM 003929 


Homo sapiens RAB7, member RAS oncogene family-like 1 (RAB7L1), mRNA 


NM 002869 


Homo sapiens RAB6, member RAS oncogene family (RAB6), mRNA 


NM 002868 


Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA 


NM_002866 


Homo sapiens RAB3 A, member RAS oncogene family (RAB3 A), mRNA 


NM 002870 


Homo sapiens RAB 13, member RAS oncogene family (RAB 13), mRNA 


NM 000320 


Homo sapiens quinoid dihydropteridine reductase (QDPR), mRNA 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 


NM_002863 


Homo sapiens phosphorylase, glycogen; liver (Hers disease, glycogen storage 
disease type VI) (PYGL), mRNA 

dX. <£— i LI — . , — 


NM_002862 


Homo sapiens phosphorylase, glycogen; brain (PYGB), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_002860 


Homo sapiens pyrroline-5-carboxylate synthetase (glutamate gamma- 
semialdehyde synthetase) (PYCS), mRNA 


NM 000319 


Homo sapiens peroxisome receptor 1 (PXR1), mRNA 


NM 002859 


Homo sapiens paxillin (PXN), mRNA 


NM 002857 


Homo sapiens peroxisomal farnesylated protein (PXF), mRNA 


NM 002854 


Homo sapiens parvalbumin (PVALB), mRNA 


NM_002852 


Homo sapiens pentaxin-related gene, rapidly induced by BL-1 beta (PTX3), 
mRNA 


NM 000317 


Homo sapiens 6-pyruvoyltetrahydropterin synthase (PTS), mRNA 


NMJ)02851 


Homo sapiens protein tyrosine phosphatase, receptor-type, Z polypeptide 1 
(PTPRZ1), mRNA 


NM 002850 


Homo sapiens protein tyrosine phosphatase, receptor type, S (PTPRS), mRNA 


NM 002846 


Homo sapiens protein tyrosine phosphatase, receptor type, N (PTPRN), mRNA 


NM 002845 


Homo sapiens protein tyrosine phosphatase, receptor type, M (PTPRM), mRNA 


NM 002844 


Homo sapiens protein tyrosine phosphatase, receptor type, K (PTPRK), mRNA 


NM 002843 


Homo sapiens protein tyrosine phosphatase, receptor type, J (PTPRJ), mRNA 


NM 002842 


Homo sapiens protein tyrosine phosphatase, receptor type, H (PTPRH), mRNA 


NM 002840 


Homo sapiens protein tyrosine phosphatase, receptor type, F (PTPRF), mRNA 


NM 002839 


Homo sapiens protein tyrosine phosphatase, receptor type, D (PTPRD), mRNA 


NM 002824 


Homo sapiens parathymosin (PTMS), mRNA 


NM 002823 


Homo sapiens prothymosin, alpha (gene sequence 28) (PTMA), mRNA 


NM 000316 


Homo sapiens parathyroid hormone receptor 1 (PTHR1), mRNA 


NM 002820 


Homo sapiens parathyroid hormone-like hormone (PTHLH), mRNA 


NM 000315 


Homo sapiens parathyroid hormone (PTH), mRNA 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EP1), 42kD (PTGER1), 
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mRNA 


NM 000954 


Homo sapiens prostaglandin D2 synthase (21kD, brain) (PTGDS), mRNA 


NM 000314 


Homo sapiens phosphatase and tensin homolog (mutated in multiple advanced 
cancers 1) (PTEN), mRNA 


NM 000952 


Homo sapiens platelet-activating factor receptor (PTAFR), mRNA 


NM 002818 


Homo sapiens proteasome (prosome, macropain) activator subunit2 (PA28 beta) 
(PSME2), mRNA 


NM_002811 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 7 
(Mov34 homolog) (PSMD7), mRNA 


NMJ)02806 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 6 
(PSMC6), mRNA 


NMJ)02805 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 5 
(PSMC5), mRNA 


NM_002804 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 3 
(PSMC3), mRNA 


NM_002803 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 2 
(PSMC2), mRNA 


NM_002802 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 1 
(PSMC1) mRNA 


NM 002800 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 9 (Large 
multifunctional nrotease 1} fPSMBQ^ mRNA 


NM0Q2799 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 7 (PSMB7), 
mRNA 


NM_002797 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 5 (PSMB5), 
mRNA 


NM 002796 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 4 (PSMB4), 
mRNA 


NM_002795 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 3 (PSMB3), 
mRNA 


NM 002794 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 2 (PSMB2), 
mRNA 


NM 002793 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 1 (PSMB1), 
mRNA 


NM 002801 


Homo saniens nroteasome fnrosome macronain^ subunit beta tvne 10 
(PSMB10), mRNA 


NM_002790 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 5 
(PSMA5), mRNA 


NMJ)02788 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 3 
(PSMA3), mRNA 


NM_002786 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 1 
(PSMA1), mRNA 


NM 002783 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 7 (PSG7), mRNA 


NM 002781 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 5 (PSG5), mRNA 


NM 002780 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 4 (PSG4), mRNA 


NMJ)02785 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 1 (Note redefinition of 
symbol) (PSG11), mRNA 


NM 002784 


-Homo sapiens pregnancy specific beta- 1 -glycoprotein 9 (PSG9), mRNA 


NM 002779 


Homo sapiens pleckstrin and Sec7 domain protein (PSD), mRNA 


NM 002776 


Homo sapiens kallikrein 10 (KLK10), mRNA 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA 


NM 002773 


Homo sapiens protease, serine, 8 (prostasin) (PRSS8), mRNA 


NM 002770 


Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA 
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NM 002769 

1 ilVJL \J\J X- l \J y 


Homo saniens orotease serine 1 (trvDsin 1) (PRSS1 \ mRNA 


NM 003619 


Homo sapiens protease, serine, 12 (neurotrypsin, motopsin) (PRSS12), mRNA 


NM 002775 


Homo ^aniens nrotease serine 1 1 HGF binding i fPRSSl 1 ) mRNA 


NM 002767 


Homo ^aniens ohosohoribosvl nvronhosohate svnthetase-associated protein 2 
(PRPSAP2), mRNA 


NM_002766 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 1 
(TRPSAP1) mRNA 


NM 002765 


Homo sapiens phosphoribosyl pyrophosphate synthetase 2 (PRPS2), mRNA 


NM 002764 

X T IT A \J\J f V/T 


Homo sapiens phosphoribosyl pyrophosphate synthetase 1 (PRPS1), mRNA 


NM 003891 


Homo saniens nrotein Z vitamin K-denendent olasma clvcoorotein (PROZ). 
mRNA 


NMJ)02763 


Homo sapiens prospero-related homeobox 1 (PROX1), mRNA 


NM 000313 


Homo saniens nrotein S (aloha i fPROSl) mRNA 


NM 000312 


Homo sapiens protein C (inactivator of coagulation factors Va and Villa) 
fPROC) mRNA 


NM 002762 


Homo sapiens protamine 2 (PRM2), mRNA 


NM 002761 


Homo saniens nrotamine 1 (PRM1). mRNA 


NM 000949 


Homo saniens nrolactin recentor fPRLR). mRNA 


NM 000948 


Homo saniens nrolactin fPRLA mRNA 


NM 002759 

lllVJ. VVZ, 1 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
dependent (PRKR), mRNA 


NM 002756 


Homo sapiens mitogen-activated protein kinase kinase 3 (MAP2K3), mRNA 


NM 002749 


Homo sapiens mitogen-activated protein kinase 7 (MAPK7), mRNA 


NM_002745 


Homo sapiens mitogen-activated protein kinase 1 (MAPK1), mRNA 


NMJ)02751 


Homo sapiens mitogen-activated protein kinase 1 1 (MAPK1 1), mRNA 


NM 002753 


Homo sapiens mitogen-activated protein kinase 10 (MAPK10), mRNA 


NM_002743 


Homo sapiens protein kinase C substrate 80K-H (PRKCSH), mRNA 


NM 002742 

A. \ X TX \J\J Am t 


Homo sapiens protein kinase C, mu (PRKCM), mRNA 


NM 002741 


Homo sapiens protein kinase C-like 1 (PRKCL1), mRNA 


NM 002740 


Homo QanipnQ nrofpin lrina<;p O iota fPRTCCT^ mRNA 

XIV 11 IV OdUlwllO Ul V I will AJLAlOOv V_/ , IV Id ^A. IVlvV/l J , 11 JUL VI 'I n 


NM 002738 


Homo sapiens protein kinase C, beta 1 (PRKCB1), mRNA 


iNlVI vvZ / J / 


XlUmO odpiCIlb piULClll JvlIladC V-/j aipila \T XSJVV^/\/, IXJJVL^IrY 


NM_002736 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type H beta 

fPR"K"AR?TV* mRNA 


Nlvf 0H9714 


tTrktnn csinipnc nrntpin Irinacf* c A \AX*-A(*Y\FT\(\F*r\t rpoiilntrvrv hmp T silnTin ftiQQUP 
ilvlllv oapicilo pividil JvlllaoC, L»/\lvir-UGpciiu.GiiL, ivguiaivi y y ijrpw 1, aipua ^uaauc 

onprifir pxrintniwher W (PRKAR1 A^ mRNA 


NM_002733 


Homo sapiens protein kinase, AMP-activated, gamma 1 non-catalytic subunit 

H^Rl^Am^ mRNA 




Hnmn QjinipnQ "nrntpin lrinn^p r AMT^-HpnpnHpnt catalvtic bpta rPRTC A("TR^ 
mRNA 


NM_002730 


Homo sapiens protein kinase, cAMP-dependent, catalytic, alpha (PRKACA), 

mRNA 


1N1V1 UvU^H/ 


TTr*mn cn-niPTiQ •nrimncp nnlvnpnti'Hp 9 A ^SRVTYl rPRTM2A^ mRNA 
nuiIIU otfiuidio viiiiiaoc, pviy pep Live la yjonj-/ j yx x\jjyi^tr\.j t nuviixv 


NM 000946 


Homo sapiens primase, polypeptide 1 (49kD) (PRIM1), mRNA 


NMJ)02728 


Homo sapiens proteoglycan 2, bone marrow (natural killer cell activator, 
eosinophil granule major basic protein) (PRG2), mRNA 


NM 002727 


Homo sapiens proteoglycan 1, secretory granule (PRG1), mRNA 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NM_002725 


Homo sapiens proline arginine-rich end leucine-rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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NM_000310 


Homo sapiens palmitoyl-protein thioesterase 1 (ceroid-lipofuscinosis, neuronal 1, 
infantile - ) fPPTl') mRNA 

■UlXtUlUXJ.V'/ \ 111 J 5 mA\i ii & 


NM 002720 


Homo sapiens protein phosphatase 4 (formerly X), catalytic subunit (PPP4C), 
mRNA 


NM_002719 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), gamma 
isoform (PPP2R5C), mRNA 


NM.002715 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, alpha 
isoform (PPP2CA), mRNA 


NM_002713 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM 002712 


Homo sapiens protein phosphatase 1, regulatory subunit 7 (PPP1R7), mRNA 


NM 002714 


Homo sapiens protein phosphatase 1, regulatory subunit 10 (PPP1R10), mRNA 


NM 002710 


Homo saoiens rjrotein nhosohatase 1. catalytic subunit, gamma isoform 
(PPP1CQ, mRNA 


NM 002709 


Homo sapiens protein phosphatase 1, catalytic subunit, beta isoform (PPP1CB), 
mRNA 


NM 002708 

1> J.VX \I\J *~ 1 \ffJ 


Homo sapiens protein phosphatase 1, catalytic subunit, alpha isoform (PPP1CA), 
mRNA 


NM 000309 


Homo sapiens protoporphyrinogen oxidase (PPOX), mRNA 


NM 002706 


Homo sapiens protein phosphatase 1 B (formerly 2C), magnesium-dependent, 
beta isoform (PPM1B), mRNA 


NM 002705 


Homo sapiens periplakin (PPL), mRNA 


NM 000943 


Homo sapiens peptidylprolyl isomerase C (cyclophilin C) (PPIC), mRNA 


NM_000308 


Homo sapiens protective protein for beta-galactosidase (galactosialidosis) 
(PPGB), mRNA 


NM 002703 


Homo sapiens phosphoribosyl pyrophosphate amidotransferase (PPAT), mRNA 


NM 003712 


Homo sapiens phosphatide acid phosphatase type 2C (PPAP2C), mRNA 


NM 003713 


Homo sapiens phosphatide acid phosphatase type 2B (PPAP2B), mRNA 


NM 003711 


Homo sapiens phosphatidic acid phosphatase type 2A (PPAP2A), mRNA 


NM 002702 


Homo sapiens POU domain, class 6, transcription factor 1 (POU6F1), mRNA 


NM 002701 


Homo sapiens POU domain, class 5, transcription factor 1 (POU5F1), mRNA 


NM 002700 


Homo sapiens POU domain, class 4, transcription factor 3 (POU4F3), mRNA 


NM 000307 


Homo sapiens POU domain, class 3, transcription factor 4 (POU3F4), mRNA 


NM 002699 


Homo sapiens POU domain, class 3, transcription factor 1 (POU3F1), mRNA 


NM 002697 


Homo ^aniens POT J domain class 2 transcriDtion factor 1 fPOU2Fl\ mRNA 


NM 000306 


Homo <?anien<! POU domain, class 1 transcrintion factor 1 fPitl. erowth hormone 
factor 1) (POU1F1), mRNA 


NM 000446 


Hnmo Qaniprn: naraoxona^e 1 fPONI^ mRNA 


T\TM* 000Q1Q 

IN 1YI._^W uV/J 7 


Hnmn ssmipnc: ryrnnniomelanocortiri radrenocorticotrooin/ beta-linotronin/ aloha- 
mplanonvtp cNrniilatmtx hormone/ beta-melanocvte stimulating hormone/ beta- 
endornhkrt (POMO mRNA 

VllUV/l yJXXXXXJ yjl v/A"AV Jy & 


NM 002693 


Homo santens rjolvmerase fDNA directed^ eamma (POLG). nuclear gene 
encoding mitochondrial protein, mRNA 


NM 002692 


Homo sapiens polymerase (DNA directed), epsilon 2 (POLE2), mRNA 


NM_002691 


Homo sapiens polymerase (DNA directed), delta 1, catalytic subunit (125kD) 
(POLD1), mRNA 


NM 002690 


Homo sapiens polymerase (DNA directed), beta (POLB), mRNA 


NM 003967 


Homo sapiens putative neurotransmitter receptor (PNR), mRNA 


NM 002686 


Homo sapiens phenylethanolamine N-methyltransferase (PNMT), mRNA 


NM 002677 


Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 


NM 000304 


Homo sapiens peripheral myelin protein 22 (PMP22), mRNA 


NM 002676 


Homo sapiens phosphomannomutase 1 (PMM1), mRNA 
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NM 002674 


Homo sapiens pro-melanin-concentrating hormone (PMCH), mRNA 


NM_002668 


Homo sapiens proteolipid protein 2 (colonic epimelium-enriched) (PLP2), 
mRNA 


NM 000935 


Homo sapiens nrocollaeen-lvsine, 2-oxoglutarate 5-dioxygenase (lysine 
hydroxylase) 2 (PL0D2), mRNA 


NM 002667 


Homo sapiens phospholamban (PLN), mRNA 


NM 002666 I 


Homo saniens oerilinin (PLJN), mRNA 


NM 002665 


Homo sapiens plasminogen-like (PLGL), mRNA 


NM 000301 

1> 1VA VUUJUl 


TTnmo saniens nlasminoffen fPLG). mRNA 


NM 000445 

X1XVA VWVTIJ 


Homo sapiens plectin 1, intermediate filament binding protein, 500kD (PLEC1), 
mRNA 


NM 002663 


Homo sapiens phospholipase D2 (PLD2), mRNA 


NM 002662 


Homo sapiens phospholipase Dl, phophatidylcholine-specific (PLD1), mRNA 


NM 002661 


Homo sapiens phospholipase C, gamma 2 (phosphatidylmositol-specific) 
(PLCG2), mRNA 


NM 002660 


Homo sapiens phospholipase C, gamma 1 (formerly subtype 148) (PLCG1), 
mRNA 


NM 000933 


Homo sapiens phospholipase C, beta 4 (PLCB4), mRNA 


NM 002659 

AllYA \J\J 4*\JJ S 


Homo sapiens plasminogen activator, urokinase receptor (PLAUR), mRNA 


NM 002658 


Homo sapiens plasminogen activator, urokinase (PLAU), mRNA 


"NM 002655 ! 

X^lxVA \J\J£*\JWW 


Homo sapiens pleiomorphic adenoma gene 1 (PLAG1), mRNA 


NM 000929 


Homo sapiens phospholipase A2, group V (PLA2G5), mRNA 


NM 003706 

IN AVI UVJ / Wtl 


TTnmn saniens nhosnholinase A2. erout) IVC fcvtosolic. calcium-independent) 
(PLA2G4C), mRNA 


NM 000300 

IN 1YA__UU \J J \J\J 


Homo sapiens phospholipase A2, group DA (platelets, synovial fluid) 
(PLA2G2A), nuclear gene encoding mitochondrial protein, mRNA 


NM 003561 


Homo saniens nhosnhol.Dase A2. erout) X (PLA2G10), mRNA 


NM 002654 

X^IXVX \J\J 4*\J *J l 


Homo sapiens pyruvate kinase, muscle (PKM2), mRNA 


NM 003691 


Homo sapiens serme/threonine kinase 16 (STK16), mRNA 


NM_000296 


Homo sapiens polycystic kidney disease 1 (autosomal dominant) (PKD1), 
mRNA 


NM_003607 


Homo sapiens Ser-Thr protein kinase related to the myotonic dystrophy protein 
kinase (PK428), mRNA 


NM 003678 

J. ^XrX W/«/U I u 


Homo sapiens gene from NF2/meningioma region of 22ql2 (PK1.3), mRNA 


NM 000325 


Homo sapiens paired-like homeodomain transcription factor 2 (PITX2), mRNA 


NM 002653 


Homo sapiens paired-like homeodomain transcription factor 1 (P1TX1), mRNA 


NM 009652 


Homo saniens orolactm-induced orotein (PIP), mRNA 


IN IV±_v V 0 -J JO 


U/\mn ^aniens nhnsnhatidvlinositol-4-nhoSDhate 5-kinase. tVDe L beta 
(PIP5K1B) mRNA 


NM 003557 


Homo sapiens phosphatidylinositol-4-phosphate 5 -kinase, type I, alpha 
tflPSKIA) mRNA 


NM 003746 


Homo sapiens dynein, cytoplasmic, light polypeptide (PIN), mRNA 


NM 002648 


Homo sapiens pim-1 oncogene (P1M1), mRNA 


NM_002651 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, beta polypeptide 
(PIK4CB), mRNA 


NM 002643 


Homo sapiens phosphatidvlinositol glycan, class F (PIGF), mRNA 


NM 002642 


Homo sapiens phosphatidylinositol glycan, class C (PIGC), mRNA 


NM 002638 


Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PD), mRNA 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 


NM 000292 I Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 


NM 002637 Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKA1), mRNA 
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NM 000926 


Homo sapiens progesterone receptor (PGR), mRNA 


NM 002633 


Homo sapiens phosphoglucomutase 1 (PGM1), mRNA 


NM 000291 


Homo sapiens phosphoglycerate kinase 1 (PGK1), mRNA 


NM_002632 


Homo sapiens placental growth factor, vascular endothelial growth factor-related 
protein (PGF), mRNA 


NM 002631 


Homo sapiens phosohogluconate dehydrogenase (PGD), mRNA 


NM 002630 I 


Homo sapiens progastricsin (pepsinogen C) (PGC), mRNA 


NM 000290 


Homo sapiens phosphoglycerate mutase 2 (muscle) (PGAM2), mRNA 


NM 002629 


Homo sapiens phosphoglycerate mutase 1 (brain) (PGAM1), mRNA 


NM 000289 


Homo sapiens phosphofructokinase, muscle (PFKM), mRNA 


NM 002626 


Homo sapiens phosphofructokinase, liver (PFKL), mRNA 


NM_002625 


Homo sapiens 6-phosphorructo-2-kinase/fructose-2,6-biphosphatase 1 
(PFKFB1), mRNA 


NM 002621 


Homo sapiens properdin P factor, complement (PFC), mRNA 


NM 002620 


Homo sapiens platelet factor 4 variant 1 (PF4V1), mRNA 


NM 002619 


Homo sapiens platelet factor 4 (PF4), mRNA 


NM 000288 


Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 


NM 000287 


Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA 


NM 003630 


Homo sapiens peroxisomal biogenesis factor 3 (PEX3), mRNA 


NM 000466 


Homo sapiens peroxisome biogenesis factor 1 (PEX1), rnRNA 


NM 002618 


Homo sapiens peroxisome biogenesis factor 13 (PEX13), mRNA 


NM_000442 


Homo sapiens platelet/endothelial cell adhesion molecule (CD3 1 antigen) 
(PECAM1), mRNA 


NM 002614 


Homo sapiens PDZ domain containing 1 (PDZK1), mRNA 


NM 003477 


Homo sapiens Pyruvate dehydrogenase complex, lipoyl^ontaining component 
X; E3-binding protein (PDX1), mRNA 


NM 002613 


Homo sapiens 3-phosphoinositide dependent protein kinase-1 (PDPK1), mRNA 


NM 002612 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 4 (PDK4), mRNA 


NM 000925 


Homo sapiens pyruvate dehydrogenase (lipoamide) beta (PDHB), mRNA 


NM 000284 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 1 (PDHA1), mRNA 


NM 000924 


Homo sapiens phosphodiesterase IB, calmodulin-dependent (PDE1B), mRNA 


NM 002606 


Homo sapiens phosphodiesterase 9A (PDE9A), mRNA 


NMJ)02602 


Homo sapiens phosphodiesterase 6G, cGMP-specific, rod, gamma (PDE6G), 
mRNA 


NMJ>02601 


Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), 
mRNA 


NM 000921 


Homo sapiens phosphodiesterase 3A, cGMP-inhibited (PDE3 A), mRNA 


NM 002598 


Homo sapiens programmed cell death 2 (PDCD2), mRNA 


NM 002594 


Homo sapiens proprotein convertase subtilisin/kexin type 2 (PCSK2), mRNA 


NM 002592 


Homo sapiens prohferating cell nuclear antigen (PCNA), mRNA 


NM 002591 


Homo sapiens phosphoenolpyruvate carboxykinase 1 (soluble) (PCK1), mRNA 


NM 002586 


Homo sapiens pre-B-cell leukemia transcription factor 2 (PBX2), mRNA 


NM 002585 


Homo sapiens pre-B-cell leukemia transcription factor 1 (PBX1), mRNA 


NM 002583 


Homo sapiens PRKC, apoptosis, WT1, regulator (PAWR), mRNA 


NMJ)02582 


Homo sapiens poly(A)-specific ribonuclease (deadenylation nuclease) (PARN), 
mRNA 


NM 003631 


Homo sapiens poly (ADP-ribose) glycohydrolase (PARG), mRNA 


NM 002580 


Homo sapiens pancreatitis-associated protein (PAP) ? mRNA 


NM 000919 


Homo sapiens pepndylglycine alpha-amidating monooxygenase (PAM), mRNA 


NM 002578 


Homo sapiens p21 (CDKN1 A)-activated kinase 3 (PAK3), mRNA 


NM 002574 


Homo sapiens peroxiredoxin 1 (PRDX1), mRNA 


NM 002573 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 
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summit r29kD^ (PAFAHIBB^ mRNA 




TTnmn Rani en q nlatelet-activatine factor acetvlhvdrolase, isoform lb, beta subunit 
(30kD) (PAFAH1B2), mRNA 


NM_002571 


Homo sapiens progestagen-associated endometrial protein (placental protein 14, 
nrponnnrv-flQQnrifltpH endometrial alnha-2-fflobulin aloha uterine orotein) 
(PAEP), mRNA 


NM 009 5 69 


Unmn QflT»ien«5 naired basic amino acid cleavin& enzvme ifurin. membrane 
associated receptor protein) (PACE), mRNA 


NM 009 S70 

.PUYl UUiiJ / v 


Homo ^aniens naired basic amino acid cleaving svstem 4 (PACE4), mRNA 


1NJLV1 vvJyuV 


Hnmo saniens senuestosome 1 fSOSTMl^ mRNA 


NM_000918 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hvdroxvlase^ beta nolvnentide (orotein disulfide isomerase: thyroid hormone 
binding protein p55) (P4HB), mRNA 


NM (100917 


Homo saniens nrocollaffen-nroline 2-oxoelutarate 4-di oxygenase (proline 4- 
hydroxylase), alpha polypeptide I (P4HA1), mRNA 


NM 009S6S 


TTnmn saniens nvrimidinereic recentor P2Y G-orotein counted. 4 (P2RY4). 
mRNA 


NM 007 


Tf omn 5nni<*nQ nirrrneroie recentor P2Y G-nrotein counled. 2 fP2RY2\ mRNA 


NMJ)02566 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 1 (P2RY1 1), 
mRNA 


NM 009 S/v? 


XJnmn cnnipn« TYnrmproic reeentnr PT5C lipand-ffated ion channel 7 fP2RX7\ 
mRNA 


NM_002561 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 5 (P2RX5), 
mRNA 


NM_002560 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 4 (P2RX4), 
mRNA 


NM_002559 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 3 (P2RX3), 
mRNA 


NM 002556 


Homo saniens oxvsterol bindinc urotein fOSBP), mRNA 


NM 000608 


Homo sapiens orosomucoid 2 (0RM2), mRNA 


NM 003696 


Homo saniens olfactorv recentor. family 6. subfamily A, member 1 (OR6A1), 
mRNA 


NM_002550 


Homo sapiens olfactory receptor, family 3, subfamily A, member 1 (OR3A1), 
mRNA 


NM 002548 


Homo sapiens olfactory receptor, family 1, subfamily D, member 2 (OR1D2), 
mRNA 


NM 000914 


Homo sapiens opioid receptor, mu 1 (0PRM1), mRNA 


NM 000912 


Homo sapiens opioid receptor, kappa 1 (0PRK1), mRNA 


NM 000911 


Homo sapiens opioid receptor, delta 1 (OPRD1), mRNA 


NM 002544 


Homo sapiens oligodendrocyte myelin glycoprotein (OMG), mRNA 


NM_002543 


Homo sapiens oxidised low density lipoprotein (lectin-like) receptor 1 (OLR1), 
mRNA 


NM 003485 


Homo sapiens G protein-coupled receptor 68 (GPR68), mRNA 


NM 002540 


Homo sapiens outer dense fibre of sperm tails 2 (0DF2), mRNA 


NM 002533 


Homo sapiens nuclear VCP-like (NVL), mRNA 


NM 002531 


Homo sapiens neurotensin receptor 1 (high affinity) (NTSR1), mRNA 


NM 002530 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), mRNA 


NM 002526 


Homo sapiens 5' nucleotidase (CD73) (NT5), mRNA 


NMJ)03580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NM_003633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), 
mRNA 
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NM 003872 


Homo sapiens nenropilin 2 (NRP2), mRNA 


•NM 003873 


Homo sapiens neuropilin 1 (NRP1), mRNA 


NM 003489 


Homo sapiens nuclear receptor interacting protein 1 (NRIP1), mRNA 


NM 002525 


Homo sapiens nardilysin (N-arginine dibasic convertase) (NRD1), mRNA 


NM 000905 


Homo sapiens neuropeptide Y (NPY), mRNA 


NM 000910 

1 "111 VWV-'XV 


Homo sapiens neuropeptide Y receptor Y2 (NPY2R), mRNA 


NM 000909 

x^xvx \j\j\Js\ts 


Homo sapiens neuropeptide Y receptor Yl (NPY1R), mRNA 


NM 002522 


Homo sapiens neuronal pentraxin I (NPTX1), mRNA 


NM 000908 

l'llVX vvv/vO 


Homo sapiens natriuretic peptide receptor C/guanylate cyclase C (atrionatriuretic 
peptide receptor C) (NPR3), mRNA 


NM_000906 


Homo sapiens natriuretic peptide receptor A/guanylate cyclase A (atrionatriuretic 
peptide receptor A) (NPR1), mRNA 


NM 002521 


Homo sapiens natriuretic peptide precursor B (NPPB), mRNA 


NM 002519 


Homo sapiens nuclear protein, ataxia-telangiectasia locus (NPAT), mRNA 


NM 002518 


Homo sapiens neuronal PAS domain protein 2 (NPAS2), mRNA 


NM .002517 


Homo sapiens neuronal PAS domain protein 1 (NPAS1), mRNA 


NM 002514 


Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA 


NM 003787 


Homo sapiens nucleolar protein 4 (NOL4), mRNA 


NM 003946 

X^XVX -/ IV/ 


Homo sapiens nucleolar protein 3 (apoptosis repressor with Cx^RD domain) 
(NOL3), mRNA 


NM 003551 

X 1 IYJL \J\J*J+S*J X 


Homo sapiens non-metastatic cells 5, protein expressed in (nucleoside- 
diphosphate kinase) (NME5), mRNA 


NM 002513 


Homo sapiens non-metastatic cells 3, protein expressed in (NME3), mRNA 


NM 002512 


Homo ^aniens non-metastatic cells 2 nrotein (NM^B^ exuressed in fNME2). 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002511 


Homo sapiens neuromedin B receptor (NMBR), mRNA 


NM 002510 

l^llYX vV/LJlV 


Homo sapiens glycoprotein (transmembrane) nmb (GPNMB), mRNA 


NMJW3954 


Homo sapiens mitogen-activated protein kinase kinase kinase 14 (MAP3K14), 
mRNA 


NM 002508 


Homo sapiens nidogen (enactin) (N1D), mRNA 




Momn canipnQ nprv** Growth far tor receiptor ^TNFR sunerfamilv member 16 1 

XXv/llHJ OuUlwllD llvl TV tlvWUl luv IU1 IwVWUkUl I JLi.il 1\ ulWvlAIUllil J j illwlilUvl v / 

fNGFR j mRNA 

^llVJl XV J, 1111 VI 


NM 002506 

x^i xvx. yuAJuu 


Homo saniens nerve erowth factor beta nolvoentide (NGFB \ mRNA 


NM_002503 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor beta fNFKBIB^ mRNA 

XX 111 11/ lb VX , UvlU ^111 Xvi'Xi^^j UlXulx X 


NM_002502 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
2 (d49/d100) (NFKB2) mRNA 


NM_002501 


Homo sapiens nuclear factor VX (CCi\AT-binding transcription factor) (NFIX), 
mRNA 


NM 002500 


Homo sapiens neurogenic differentiation l (NEUROD1), mRNA 


MM OIY74Q7 

1N1V1 vviH7 / 


TTrvmn Qanienq NTMA (never in mitosis pene aVrelated kinase 2 fNEK2 i mRNA 

X Xw 111 v o(l|Jlwiio x^xxyxxx ^llvVwl 1X1 lllltv/oio gviiv u* j iviuwu nuiuav a* yx ixjava- yj uuu w x 


NM_002496 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 8 (23kD) 

^XiXTJL^XX.~vwCllZijfIllC ICUUVUloC/ ^lil/UxOO^j xlXXVX^^v 


NM 002495 

X >1»X \J\J£*1J mJ 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4 (18kD) 
fNxADH-coenzyme 0 reductase) (NDUFS4), mRNA 


NM_002494 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 1 
(6kD, KFYI) (NDUFC1), mRNA 


NM_002490 


Homo sapiens NxADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 
(14kD, B14) (NDUFA6), mRNA 


NM_002488 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (8kD, 
B8) (NDUFA2), mRNA 


NM 003635 


Homo sapiens N-deacetylase/N-sulfotransfeTase (heparan glucosaminyl) 2 
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(NDST21 mRNA 


NM_001543 


Homo sapiens N^eacetylase/N-sulfotransferase (heparan glucosaminyl) 1 
fNDSTl i mRNA 


NM 003581 


Homo saniens NdC adantor nrotein 2 fNCK2i mRNA 

liAJlllKJ OCLJJlwXlO li V_/XV CLxlCL^J L\Jl ^Jl \J IV/ ill 4> \A VlVil/ y , 1 U.I VI 11 l 


NM 002486 


WnTTin saniens nuclear can binding nrotein subunit 1 80kD fNCBPlV mRNA 


NM 002483 

1MVX W^OJ 


Womo sanipns eareinoemhrvoTMC anti pen-related cell adhesion molecule 6 fnon- 

XXVXIXIU oaL/lVella WdlWlilUwXXAVl j V/XllV CUiUgvli lwlOlwU OUllbOlUll lliUlWVUlv V yUVIl 

specific cross reacting antigen) (CEACAM6), mRNA 


NM 000662 

X^tXVX \J\J\J\J\J£i 


T-Tomo satvipris N-aepfvltransfprasp 1 farvl ami n e N-acetvl Iran sferasei ^NATl 1 

xxuxiiu oaLyicxio x^i ~avvvyiutuxdXviaow x \cxx y iciii.lu.iw in a^^i-jf lucuioxviaov^ ^xixjlx xy ? 

mRNA 


NM_000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease BOOB) 
(NAGLLD mRNA 


NM 003871 


Homo saniens mvelin transcrintion factor 2 fMYT2 j mRNA 

111/UlU OCl^/lwllO 1 1 1 J Willi U lUUvl Ip UUU JLUVIVI V Ji 1 


NM 003803 


Homo saniens mvomesin 1 fskelemini f 185kD^ flVIYOMl i mRNA 

AAViilV !_/ 111 J vlllv Jill X 1 UiVvlWl i 1 1 i M. J I iU«/iVl/ / \1»1 A V-rXTAA / j UMVIa L 


NM 002479 


Homo saniens mvoffenin fmvotyenic factor 4^ fMYOGi mRNA 


NM 002472 


Homo saniens mvosin heaw nolvDentide 8 skeletal muscle oerinatal (MYH8 1 
mRNA 


NM 002469 

111"! W/Arf 


Homo saniens mvoeenic factor 6 fherculin^ fMYF6i mRNA 


NM_002468 


Homo sapiens myeloid differentiation primary response gene (88) (MYD88), 
mRNA 


NM 002460 


Homo saniens interferon reoiilatorv factor 4 flRF4^ mRNA 


NM 002457 


Homo sapiens mucin 2, intestinal/tracheal (MUC2), mRNA 


NM 0024S6 


TTnmn cnrvipTic ■miiP'i'n 1 trflncmpmhraTip fA/TT Tf^ 1 ^ mPNA 
xxumu &apiciio iiiui/iii Xj u aiioiiitaiiui aiiv ^ivxwv/X j, iiixnjl>z». 


NM 002455 


Homo sapiens metaxin 1 (MTX1), mRNA 


NM 0094^ 


xxUIHU oaUlCIlo iIiilUL/UUIlUXld.1 U cUlMallUllal XiilLlaLLUii IxU/lvl yLvLLLr&J, IluOlCal 
OPtip prmndino' tnitrkphAnrfrial fYTAtpin ttVR^TA 

vHWUUXllg XiiltUvliV/llUXlal piVflCXli, HlXVLN^V 


NM 002452 


Hnmn Qflnien<5 niiHix ^miclftosidp dinbo^tnbate linked moietv ^fVtvne motif 1 

fNUDTn mRNA 

\ J. 1 V-/ JLS JL. A. llilVJ. ii It 


NM 002450 


Homo sapiens metallothionein 1L (MT1L), mRNA 


NM 002447 


Homo <!finieTi^ macronliao'e QtimnlaHno' 1 rerentor ^r-mpt-relateH tvroQine kinn^p^ 

(MST1R), mRNA 


NM 002446 


TTrtmn csinipnc mitntrF^n-JiftivntpH nrAtpin Irinncp Htjjicp VinflCP* 10 (Y\ 

XXL/IUw odUlv/liO lIllLVJgdl^OvLl VQlt/U. Ul UtClXl AXildo^ JViiiaoC JvLLlaow XV ^lVXTVX »?Xv 1 VJj 

mRNA 


NM 002445 


TTomo Qjmipn^ mapronVincp Qravpncpr rpppntor 1 rM^STi 1 1 mT^NA 


NM 002444 

XllYX UUAtTT 


TTnmo QanipnQ mopQin H^/TSNi ml?NA 

JLx\J1LL\J oajpiWllO JX1U&OX11 ylYXLJX^I jy llUVi i jV. 


NM 003879 


Homo ^aniens PASP8 and FADD-like anontosiq reoulator TOFT AR i mRNA 


NM 000530 


TTomo ^anien^ mvplin nrotein 7Pro miarrot-Mflrip-Tootb npnronatbv 1 "R*^ 

nVTPZi mRNA 

I IT XX £— i 1 j UU\J>111 


NM 002437 

111'* \J\J £*T~J 1 


Homo saniens MnV17 transpene murine bomoloe glomerulosclerosis 
(MPV17),rnRNA 


NM_001932 


Homo sapiens membrane protein, palmitoylated 3 (MAGUK p55 subfamily 
member 3 1 fMPP3^ mRNA 

lliwiiiiy^i <~> J ^XVXX X lllXVX^XX 


NM 002435 


Homo sapiens mannose phosphate isomerase (MPI), mRNA 


NM 007414 


ITAmA camVnc N-mptbvlmirinp-rjNA olvrocvlacp rMPO i mRNA 
xxUIHU oaxjiciio in liit/tiijr i|jui iiit/ x^/i^ tt. gi_y L>vjojf laoc ^ivxx vJj> xixixx^ixv 


NM 003829 


Homo sapiens multiple PDZ domain protein (MPDZ), mRNA 


NM 003824 


Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA 


NM 002432 


Homo sapiens myeloid cell nuclear differentiation antipen (MNDA), mRNA 


NM 002431 


Homo sapiens menage a trois 1 (CAK assembly factor) (MNAT1), mRNA 


NM_002430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MN1), 
mRNA 


NM_000901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 2 (MLL2), mRNA 
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NM.002419 


Homo sapiens mitogen-activated protein kinase kinase kinase 1 1 (MAP3K1 1), 
mRNA 


NM_002417 


Homo sapiens antigen identified by monoclonal antibody Ki-67 (MKI67), 
mRNA 


NM 002416 


Homo sapiens monokine induced by gamma interferon (MIG), mRNA 


NM_002415 


Homo sapiens macrophage migration inhibitory factor (glycosylation-inhibiting 
factor) (MO 7 ), mRNA 


NM_002413 


Homo sapiens microsomal glutathione S-transferase 2 (MGST2), mRNA 


NM_000900 


Homo sapiens matrix Gla protein (MGP), mRNA 


NM 002412 


Homo sapiens O-6-methylguanine-DNA methyltransferase (MGMT), mRNA 


NM 002407 


Homo sapiens mammaglobin 2 (MGB2), mRNA 


NM 002411 


Homo sapiens mammaglobin 1 (MGB1), mRNA 


NM_002397 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide C 
(myocyte enhancer factor 2C) (MEF2C), mRNA 


NM 002391 


Homo sapiens midkine (neurite growth-promoting factor 2) (MDK), mRNA 


NM 002387 


Homo sapiens mutated in colorectal cancers (MCQ, mRNA 


NM_000529 


Homo sapiens melanocortin 2 receptor (adrenocorticotropic hormone) (MC2R), 
mRNA 


NM_002386 


Homo sapiens melanocortin 1 receptor (alpha melanocyte stimulating hormone 
receptor) (MC1R), mRNA 


NM 002385 


Homo sapiens myelin basic protein (MBP), mRNA 


NM_002382 


Homo sapiens MAX protein (MAX), mRNA 


NM 002378 


Homo sapiens megakaryocyte-associated tyrosine kinase (MATK), mRNA 


NM 002376 


Homo sapiens MAP/microtubule affinity-regulating kinase 3 (MARK3), mRNA 


NM_000898 


Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 003480 


Homo sapiens Microfibril-associated glycoprotein-2 (MAGP2), mRNA 


NM 002367 


Homo sapiens melanoma antigen, family B, 4 (MAGEB4), mRNA 


NM 002365 


Homo sapiens melanoma antigen, family B, 3 (MAGEB3), mRNA 


NM 002364 


Homo sapiens melanoma antigen, family B, 2 (MAGEB2), mRNA 


NM 002363 


Homo sapiens melanoma antigen, family B, 1 (MAGEB1), mRNA 


NM 002362 


Homo sapiens melanoma antigen, family A, 4 (MAGEA4), mRNA 


NM 003682 


Homo sapiens MAP-kinase activating death domain (MADD), mRNA 


NM 002357 


Homo sapiens MAX dimerization protein (MAD), mRNA 


NM_002350 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral related oncogene homolog 
(LYN), mRNA 


NM 002349 


Homo sapiens lymphocyte antigen 75 (LY75), mRNA 


NM 002347 


Homo sapiens lymphocyte antigen 6 complex, locus H (LY6H), mRNA 


NM 002346 


Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA 


NM 002345 


Homo sapiens lumican (LUM), mRNA 


NM 002344 


Homo sapiens leukocyte tyrosine kinase (LTK), mRNA 


NM 002343 


Homo sapiens lactotransferrin (LTF), mRNA 


NM 000897 


Homo sapiens leukotriene C4 synthase (LTC4S), mRNA 


NM_003573 


Homo sapiens latent transforming growth factor beta binding protein 4 (LTBP4), 
mRNA 


NM_000752 


Homo sapiens leukotriene b4 receptor (chemokine receptor-like 1) (LTB4R), 
mRNA 


NM 000895 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 


NM_002340 


Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) (LSS), 
mRNA 


NM 002338 


Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA 


NM 002337 


Homo sapiens low density lipoprotein-related protein-associated protein 1 
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(alpha-2-macroglobulin receptor-associated protein 1) (LRPAP1), mRNA 


NM 002336 


Homo sapiens low density lipoprotein receptor-related protein 6 (LRP6), mRNA 


NM 002319 

XlXYX VvaJI/ 


Homo sapiens leucine-rich neuronal protein (LRN), mRNA 


NM 002317 


Homo sapiens lysyl oxidase (LOX), mRNA 


NM 002316 


Homo sapiens LIM homeobox transcription factor 1, beta (LMX1B), mRNA 


NM 002315 

XlXTX \J\J4-i~> X 


Homo sapiens LIM domain only 1 (rhombotin 1) (LMOl), mRNA 


NM 002312 


Homo sapiens ligase IV, DNA, ATP-dependent (LIG4), mRNA 




Homo saniens lectin ealactoside-bindinff soluble. 3 fealectin 3) (LGALS3), 
mRNA 




Homo sanipns lfnttti recentor fTJEPRi mRNA 

XXWiXlV Od|JXVAXO llslJLXXl IvwwJVlUi y-L-/X-/X ■ L \/) XXXXVX^xx, 




Homo saniens leukocvte cell -derived chemotaxin 2 (LECT2), mRNA 


NM 001290 


Homo saniens T TM domain bindinff 2 (LDB2} mRNA 


NM 003893 

1N1VX WJ07J 


TTomo saniens T ,TM domain bindint? 1 fLDBlV mRNA 


NM 002299 


Homo saniens lactase n\C!T^ mRNA 

XXUXAXVS OUpl vllO lUVlttdv ^i-JV *** / J *iUU li t 


NM 002297 

1>1VX \J\J J / 


Homo sapiens lipocalin 1 (protein migrating faster than albumin, tear 
prealbumin) (LCN1), mRNA 


NM 002296 


Homo sapiens lamin B receptor (LBR), mRNA 


NM 002291 


Homo sapiens laminin, beta 1 (IAMBI), mRNA 


NM 002289 


Homo sapiens lactalbumin, alpha- (LALBA), mRNA 


NM 002273 

1 lXVl \J \J ****** ( *J 


Homo sapiens keratin 8 (KRT8), mRNA 


NM 002276 


Homo sapiens keratin 19 (KRT19), mRNA 


NM 002275 

lliYX \J\J f u 


Homo saniens keratin 15 (XRT15) mRNA 


NM 002274 


Homo sapiens keratin 13 (KRT13), mRNA 


NM 002265 


Homo saniens karvonherin fimnortin^ beta 1 fTCPNB 1 1 mRNA 

_L 1\J L Ll\J OQyJ l^lliD f\AU jf \JLJLLKsL LLL yL±LLLJ\JX VXXL J Uwwi X yAVJ. 11^*^ xxxxvx ^x *. 


NM 002267 


Hfttnn saniens Varvonherin alnha 3 fimnortin aloha 4^ fliCPNA3^. mRNA 


NM 002266 


Homo saniens karvonherin alnha 2 fRAG cohort 1. imDortin alnha 1) (KPNA2). 

Xlvlliv OOL/lwllJ IUU Y Vl/ilvl XXI H1L/11U *-* I XXX X.>»J Vviivi 1* x, liny vi mi >*x£saii» xy y-*. ^ ^ 1 ■ ' J J 

mRNA 




TTnmn cnnipriH lrininncrpn rFCNO^ mRNA 

XxUXXiU Od^/lC'XXO IVllXXllUg^XX ^XV1> VJ J j 1 1 IX VI > A 




TTomn snnipns lrvnirrenine ^-monoo"jcvffenai?e ncvnnrenine 3-hvdroxvlase^ 

xTxUxilv/ oAL/XClXO JxyxxUX vxxxxxv «J xiiwxxwwA.^y g^iioov ^xvjf ixvxx v/xxxxxv «p/ xxjr ui xcxov y 

HCMO") mRNA 

^xvLvxvyy, xxxxxxix*. 


NM_002258 


Homo sapiens killer cell lectin-like receptor subfamily B, member 1 (KLRB1), 
mRNA 


NM 002257 


Homo sapiens kallikrein 1, renal/pancreas/salivary (KLK1), mRNA 


"MM 009956 


Wrvmn cnnif»nQ TnptaQtfl^iQ-QiiriTiTP^^O'r ^ mRNA 

XTwIIlU odjJlClXo xVIljO -X XXlt/ Ldo KXola Oti|J ^ooUl ^XVXU U 1 Jy xxxxvl^xk. 


NM_002255 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 

Cy lUpiuoIIliL Ulll, *r \ k XVxx\Z»x-/i-rt < /, liiXViN/A. 


NM 002254 


Homo sapiens kmesin family member 3C (KIF3C), mRNA 


INM uujyjo 


XlOmO Sapivxla illlg xlllgCl prULClIi ^jn^H \yyZ>j O ^JVL^Jroy, iixxvL>ir\. 


NM 003685 


Homo sapiens KH-type splicing regulatory protein (FUSE binding protein 2) 

^xSJloivrj, mixlNrV 


NM_002252 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
meraoer j ^jvv^in ojj, iixxvL>/\ 


NM_002250 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 4 (KCNN4), mRNA 


NMJJ02249 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 3 (KCNN3), mRNA 


NMJ)02247 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, alpha member 1 (KCNMA1), mRNA 


NM_002244 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, inhibitor 1 
(KCNJN1), mRNA 


NMJ)02240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 
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NM.002239 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 3 
(KCNJ3), mRNA 


NM_000891 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 2 
(KCNJ2) mRNA 


NM 002241 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 10 
(KCNJ10) mRNA 


NM_002238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 1 fKCNHl) mRNA 


NM_002237 


Homo sapiens potassium voltage-gated channel, subfamily G, member 1 
flCCNGH mRNA 


NM_002236 


Homo sapiens potassium voltage-gated channel, subfamily F, member 1 
nCCNFl) mRNA 


NM_003636 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 2 (KCNAB2), mRNA 


NM_003471 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 1 flCCNABH mRNA 


NM 002235 


Homo saoiens notassium voltaee-eated channel, shaker-related subfamilv. 
member 6 (KCNA6), mRNA 


NM 002234 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 5 (KCNA5), mRNA 


NM_002233 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, t 
member 4 (KCNA4), mRNA 


NM_002232 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 3 (KCNA3), mRNA 


NM 002229 


Homo sapiens jun B proto-oncogene (JUNB), mRNA 


NM 003666 


Homo sapiens basic leucine zipper nuclear factor 1 (JEM-1) (BLZF1), mRNA 


NM 002227 


Homo sapiens Janus kinase 1 (a protein tyrosine kinase) (JAK1), mRNA 


NM 003024 


Homo sapiens intersectin 1 (SH3 domain protein) (TTSN1), mRNA 


NM 002224 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 3 (1TPR3), mRNA 


NM 002223 


Homo sapiens inositol 1,4,5-triphosphate receptor, type 2 (TTPR2), mRNA 


NM 002221 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase B (ITPKB), mRNA 


NM 002220 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase A (ITPKA), mRNA 


NM 002219 


Homo sapiens integral membrane protein 1 (TTM1), mRNA 


NMJ)02218 


Homo sapiens inter-alpha (globulin) inhibitor H4 (plasma Kallikrein-sensitive 
glycoprotein) (TTIH4), mRNA 


NM 002216 


Homo sapiens inter-alpha (globulin) inhibitor, H2 polypeptide (ITIH2), mRNA 


NM 002215 


Homo sapiens inter-alpha (globulin) inhibitor, Hi polypeptide (111H1), mRNA 


NM 000889 


Homo sapiens integrin, beta 7 (TTGB7), mRNA 


NM 002212 


Homo sapiens integrin beta 4 binding protein (TTGB4BP), mRNA 


NM 000213 


Homo sapiens integrin, beta 4 (ITGB4), mRNA 


NM 002211 


TTrtmo Qntvipnc intporin beta 1 ffihronectin rpcpntor Hf*ta nolvnentide antiffen 
CD29 includes MDF2 MSK12) (TreBl} mRNA 


NM 002210 


Homo Sam ens inteorin aloha V (vitronectin recentor aloha oolvneDtide. antieen 

X X\J XklxJ OOL/JLVJ.XO XixvwtUUi, tx*|y**sx t i riuuiiwvuii a vvvu Lvyi , ui^jaau, lsv/i t |w1 » 1 ^ wj * 

CD51) (1TGAV), mRNA 


NM_002209 


Homo sapiens integrin, alpha L (antigen CD1 1 A (pl80), lymphocyte function- 
associated antigen 1; alpha polypeptide) (TTGAL), mRNA 


NM 002206 


Homo sapiens integrin, alpha 7 (TTGA7), mRNA 


NM_002205 


Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 
(1TGA5), mRNA 


NM 003749 


Homo sapiens insulin receptor substrate 2 (IRS2), mRNA 


NM 001571 


Homo sapiens interferon regulatory factor 3 (IRF3), mRNA 


NM 002198 


Homo sapiens interferon regulatory factor 1 (IRF1), mRNA 
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NM 002196 


Homo sapiens insulinoma-associated 1 (1NSM1), mRNA 


NM 002195 


Homo sapiens lnsulin-liKe 4 (placenta^ (JunmaJi huuna 


NM_001565 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 10 
(SCYB10), mRNA 


NMJ)02192 


TT 1 * . - 1_ ?1_ 1 1_ A /n«4-«<vMM A nnliinn A Tv qIyVt^Q T\Al\7T\PTVrlriP I 

Homo sapiens innibin, beta A (activin A, activm Ars aipna polypeptide; 

/TV TT TT*> A \ T) XT A 

(INHBA), mRNA 


NM 001564 


Homo sapiens inhibitor ot growin iamiiy, memoer i-iute ^iiN^jii-*;, ini\xi/\ 


NM 003669 


Homo sapiens inacnvation escape i luNriij, mruNA 


NM 000884 


Homo sapiens IMP (inosine monophosphate) dehydrogenase 2 (IMPDH2), 

Tl XT A 

mRNA 


NM_000883 


Homo sapiens UVUr (inosine monopnospnatej aenyarogenase i ^n\ixijriij 9 
mRNA 


"vni k r\r\ 1 c c *i 

NM 001557 


Homo sapiens inteneuKin o receptor, oeta ^ir^oivDj, mrvLN/* 


NM 000634 


Homo sapiens lnterieuKin o receptor, aipna \iLioivAj, miu>i/Y 


NM 002185 


Homo sapiens inter leiucin / receptor ^jll / jvj, mxuN a 


NM 000880 


Homo sapiens interleukin 7 (IL7), mRNA 


NM_002184 


Homo sapiens inteneujan o signal transaucer ^gpi ov, uiuaj&uuui m ic~vcpiuij 

(ILOo 1 mKIN A 


NM 00056!) 


rlomo sapiens mterieuiun o receptor \,uLfOivj, mivrN/\ 


XTXjT AAA OTA 

NM 000879 


rlomo sapiens mteneuKin j ^coiony-ouiiiuid.uiig lawiui, cuauiupimy linxi^xx 


XTX>r aaacqa 

NM 000589 


rlomo sapiens mteneuian h miviN/\ 


NM 000588 


Homo sapiens interleukin 3 (colony-stimulating factor, multiple) (BL3), mRNA 


NM 000878 


Homo sapiens mteneuKm z receptor, oeia ^ulztvd;, mtu>/^ 


-v.T\ /T AA1 OCA 

NM 003854 


Homo sapiens mterieuian i receptor-iuce l \\Xj\.js±jL) 9 mivi^rL 


NM 002182 


rlomo sapiens lnteneuion i receptor accessory proicui \i±sLss~r\r j> nussyrx 


-v T"\ K AAAOTJ 

NM 000877 


Homo sapiens mterieuian i receptor, type i jiivuvi;, mxu>/\ 


NM 003853 


Homo sapiens interleukin 18 receptor accessory protein (TL18RAP), mRNA 


NM 003855 


Homo sapiens mterieuian lo receptor 1 (ilibkij, mtuNA 


NM 001562 


Homo sapiens interleukin 18 (interferon-gamma-inducing factor) (IL18), mRNA 


NMJ)02190 


Homo sapiens interleukin 17 (cytotoxic 1-lympnocyte-associatea serine esterase 

0\ /TT 1 "7\ __T>XT A 

8) (IL17), mRNA 


NM 002189 


Homo sapiens mterieuian 15 receptor, aipna (ILIDKA^ mJKJN/v 


NM 002188 


Homo sapiens interleukin 13 (1L13), mRNA 


NM 001559 


Homo sapiens mterleukm 12 receptor, beta L (JLLlzKbZ;, mKJNA 


NM 002187 


Homo sapiens interleukin 12B (natural killer cell stimulatory factor 2, cytotoxic 
lymphocyte maturation factor 2, p40) (IL12r3), mRNA _j 


NM_000882 


Homo sapiens interleukin 12A (natural killer cell stimulatory tactor l, cytotoxic 
lympnocyte maturation tactor 1, pJ^j (ILIzaj, mKJNA 


NM 000628 


Homo sapiens interleukin 10 receptor, beta (ULiUKb;, mKJNA 


NM 001558 


TT_ ^ .._ * - — _ * — J 1 1 — 1 f\ .^.«T.'f j-. m r\ 1 -**T* r% ill 1 ftO A 1 ^viUTVl A 

Homo sapiens mterleukm 10 receptor, aipna (iiwiujtCA;, mKJNA 


NM_003639 


Homo sapiens inhibitor ot kappa light poiypepnae gene ennancer in r>-ceiis, 
lonase gamma ^irvbrvvj^, mKJNA 


NM_003640 


Homo sapiens inhibitor OI Kappa ngnt poiypepuue gene ennancer in on/Ciia, 

trlriQCP pnrrTnlpY-flCQnrifltpH nrntpiTl nTCT^ICAPh mRNA 


NM 001542 


Homo sapiens immunoglobulin superfamily, member 3 (IGSF3), mRNA 


NM 001555 


Homo sapiens immunoglobulin superfamily, member 1 (IGSF1), mRNA 


NM 002180 


Homo sapiens irnmunoglobulin mu binding protein 2 (IGHMBP2), mRNA 


NM 001553 


Homo sapiens insulin-like growth factor binding protein 7 (IGFBP7), mRNA 


NM 000598 


Homo sapiens insulin-like growth factor binding protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin-like growth factor binding protein 1 (IGFBP1), mRNA 


NM 001554 


Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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1N1V1 VJUiJJv 


Homo ^aniens interferon-related developmental regulator 1 (IFRD1), mRNA 


NM 002177 


Homo saniens interferon, omeca 1 fIFNWl), mRNA 

XXVlliV Ot»L/*W*.*v UAIwl AWi WAAf WAA&Wgf* *■ \ * ^ " 1 J) ******* ^* * 


NM_002176 


Homo sapiens interferon, beta 1, fibroblast (IFNB1), mRNA 


1NJYA UUuO/4 


Homo Qanipn<5 interferon falnha. beta and omeea) recentor 2 (UtvNAR2), mRNA 


NM 002170 


Homo sapiens interferon, alpha 8 (IFNA8), mRNA 


XTTV/f OOO 1 fiQ 


Hatyia carn^nc interferon alnha S fl H^NA^ mRNA 


NM 002175 


Homo sapiens interferon, alpha 21 (JFNA21), mRNA 


JNJVL UUzl/4 


xiomo sapiens lniencron, oipna iu ^irrN/\io/, iiuvL^rv 


NM UUzl/Z 


Homo sapiens interferon, aipna ih ^xtin/vim-j, nusj-Nrv 


NM 002171 


Homo sapiens interferon, alpha 10 (IFNA10), mRNA 


\T» jT AA1 C/tA 

NM_001549 


Homo sapiens mterieron-inaucea protem wnn xetrairicopepuae repeats h viriiH^, 
mRNA 


NM_001548 


Homo sapiens lnteneron-inauced protein witn tetratncopepnae repeals i ^irn i), 
mRNA 


NM_00364l 


Homo sapiens lnteneron lnducea transmemDrane protein i ^iriiiviij, 
mRNA 


NM 000204 


Homo sapiens I factor (complement) (IF), mRNA 


NM_002168 


Homo sapiens isocitrate aenydrogenase z (NAjJr+), miiocnonanai ^ujjiz), 
nuclear gene encoding mitochondrial protein, mRNA 


XT1V AT f\f\ 1 C A C 

NM_UU154o 


riomo sapiens lnmoitor 01 vr* a oinoing *f , aonunani negative nenx-ioop-nciiA 
proiein ^uj^j, mixiN/v 


XTN/T (\(Y) 1 
JNM__UUZ100 


TJrt-rvirv rom'on c inViiV»if-nr rvf l^XTA V»inrlincr 0 A , ATTTmant nPOratlVf* AOn-VjpllTC 
XXOmO SapiCllb lnillUlLUr Ui J-/lN/\ UillUUlg Z>, UUIlJJUlalll llOgoUVC llCiiA.""l\JWp~llwiJ-A. 

nrotein /TDl^ mRNA 




Homo ^aniens inhibitor of DNA bindine 1 dominant negative helix-looD-helix 
nrotein rTDl^ mRNA 

V/ twill ^ ' ' * ' Jy lli-LVl Ilk 




Homo santens hexabrachion ^tenascin C cvtotactin^ fHXr3\ mRNA 


NM 000871 


Homo saniens 5-hvdroxvlrvotamine ( serotonin) recentor 6 (HTR6). mRNA 


NM 000869 


Homo saniens 5-hvdroxvtrvDtamine i serotonin) recentor 3 A (HTR3A). mRNA 


NM 000868 


Homo ^flnien^ ^-hvdroxvtrvntamine T serotonin) recentor 2C fHTR2C) mRNA 


NM 000867 


Homo ^aniens 5-hvdroxvlrvDtamine ('serotonin i recentor 2B fflTR2B). mRNA 


NM 00086S 

J.MVL UUvOOJ 


Homo <sanipnQ S-hvdroxvtrvntamine Tserotonin^ recentor IE fHTRlE^ mRNA 


NM 000864 


Homo sapiens 5-hy(iroxy1ryptamine (serotonin) receptor ID (HTR1D), mRNA 


nm" Anneal 

JN1VL UUU BOO 


tT/\-r*irt oartipn c ^ _ rivilr nvufruntaTnin p /cprntArvir^ TPCPTxtnT 1 H ^H' PR 1 Hi ml? "MA 
flOmO Sapiens J-nyuTOAyuVj^lalXUIlC ^ocrutuiillly IC^cpiVJi Ixj \±i. i rviuy, iiiivl^xT. 


NM 000524 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 1A (HTR1A), mRNA 


xnvvr nrto icq 

MM uuzi:>y 


Homo sapiens nisrann 1 ^riiiNi^, nuuN/v 


XTN>T OOO ICQ 

MM UUzlDo 


riomo sapiens numan i-cen leuKemia virus ennancer iacior ^niLr^ iuivln/\ 


NM 0U1541 


Homo sapiens neai snocK z /kij protem z \riorDZ) t \tusj\j\ 


XTTV/T A AO 1 CC 

NM UUzlDD 


xlomo sapiens neai snocK /uku proiein o ^raojr/urj ) \xx&r±\\)), ilumn/\ 


NM UOlDiy 


Homo sapiens neat snocK protem, ujnaj-iikc z (xiojzj, miviN/\ 


NM__0U0lyo 


riomo sapiens nyoxoxy-Qeita-j-steroia aenyarogenase, j dcui- <mu bicroia aeiia- 
isomerase z (hoi-'ji5zj, mKiNA 


VTVyT AAA Q /CO 


riomo sapiens nyaroxy-aeitao-steroia Qenyarogenase, o ucui- <uiu bicruiu uciui- 
isomerase 1 ^xioiyjJD i ^, nuuN a 


NM 000414 


Homo <?anien<5 hvdroxvsteroid n7-beta^ dehvdroeenase 4 (HSD17B4)» mRNA 


NM 002153 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 2 (HSD17B2), mRNA 


NM 000413 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 1 (HSD17B1), mRNA 


NM 000196 


Homo sapiens hydroxysteroid (1 1 -beta) dehydrogenase 2 (HSD1 1B2), mRNA 


NM 002151 


Homo sapiens hepsin (transmembrane protease, serine 1) (HPN), mRNA 


NM 000860 


Homo sapiens hydroxyprostaglandin dehydrogenase 15 -(NAD) (HPGD), mRNA 


NM 002150 


Homo sapiens 4-hydroxyphenylpvruvate dioxygenase (HPD), mRNA 


NM 002143 


Homo sapiens hippocalcin (HPCA), mRNA 


NM 002148 


Homo sapiens homeo box D 10 (HOXD10), mRNA 
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NM 002147 


Homo sapiens homeo box B5 (HOXB5), mRNA 


NM 002146 


Homo sapiens homeo box B3 (HOXB3), mRNA 


NM 002145 


Homo sapiens homeo box B2 (HOXB2), mRNA 


NM 002144 


Homo sapiens homeo box Bl (HOXB1), mRNA 


NM_002142 


Homo sapiens homeo box A9 (HOXA9), mRNA 


NM 002141 


Homo saniens homeo box A4 (HOXA4). mRNA 


NM 000522 


Homo sapiens homeo box A13 (HOXA13), mRNA 


NM 002119 

1^ AVI \J\J4t Us 


Homo saniens RNA binding motif nrotein. X chromosome fRBMX). mRNA 


NM 000457 


Homo sapiens hepatocyte nuclear factor 4, alpha (HNF4A), mRNA 


MM 0091^ 


TTnmn cam ens mini ear reeentnr suhfamilv 4 oronD A member 1 fNR4AlY 
mRNA 


NM 002135 


TTnmn saniens heme oxv^enase (decvclinff^ 1 fHMOXlY mRNA 


NM_002131 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoforms I 
andYflFTMGIYl mRNA 

Oil 11 X yl J_LVJL V_J X X ^ j 1 1 UVilfl 


NM 002130 


Hnmn saniens 3-hvdroxv-3-methvlfflutarvl-Coenzvme A synthase 1 ( soluble} 
(HMGCS1), mRNA 


NM 0091 9R 


TTnmn ssmiens hioh-mnhilirv prnim (nonhistone chromosomal^ nrotein 1 

XXVJ111VJ odL/xvilo IJLlgll IHV/UlllUjr glvU^/ ^IHJILI muvyiiv vixi viiivouiimi y jjiuiwuj x 

(HMG1), mRNA 


NM 0001 QO 


TTnmn saniens hvHrnvvnriPthvlhilflnp svnthase (HMBS^ mRNA 

XxVlllU o&^Jlv/llo xljrvll vAjr ili^lllj'lL/ IICUIV^ ojr illiluow yxxxYxxjL^y, iiixVLiix 


NM 002126 


TTnmn saniens henatic leukemia factor fl-TLFi mRNA 


NMJW1531 


Homo sapiens major histocompatibility complex, class Mike sequence 
(HT ALS^ mRNA 


NM 009197 


TTnmn saniens TTT A-O histncnmnatihilitv antigen class I G fHLA-G\ mRNA 

X lv/lllVJ ou.|Jl&lla X X J -> n^J iX10vV/VV/lll|j'U'klL/iii kjr CUltXgVp'lXj vlHOu X) VJ ^x ii <i * /> iiuu^i i 


NM 002123 


Homo saniens maior histocomnatibilitv comnlex class II. DO beta 1 (TELA- 
DOB1) mRNA 


NM 001530 


Homo saniens hvnoxia-inducible factor 1 . aloha subunit (basic helix-loop-helix 
transcription factor) (HDF1A), mRNA 


NM 001528 


Homo sapiens HGF activator (HGFAC), mRNA 


NMJ)00187 


Homo sapiens homogentisate 1,2-dioxygenase (homogentisate oxidase) (HGD), 
mRNA 


NM 000410 


Homo sapiens hemochromatosis (HFE), mRNA 


NM 000186 


Homo saniens H factor 1 (complement) (BF1). mRNA 


NM 003865 


Homo sapiens homeo box (expressed in ES cells) 1 (HESX1), mRNA 


NM 002112 


Homo sapiens histidine decarboxylase (HDC), mRNA 


NM 0091 1 0 


XJr»mr» canipnc Vi#*mr»r»f\i#»tir» r*f»11 IrinsiQe /TTOIC^ nVR"WA 
XxUIIIU DdpiCIlo LlCIliUpUlCUV/ IVixiOow \Xl\j>Vk.J i llUVlin 


nm nn^^49 


XlOmO Sapiens niSlOUC aUCtyiLIallolClaoC l ^xxrv x l) 9 nixvii/A. 


NM 001 S93 

INJLVA \J\J IJAJ 


TTnmn QnnipriQ Vivnlnrnnan QvntViase 1 (HASI^ mT^NA 
XxLiillU DaptCilo LLyalUlVLLall ajriiuiaow x \i.±*rk.L} i j 9 ixixvxir^. 


NM ftOOIR'* 
IN 1V1 v v U X Oj 


Unmr» canipnc Vi"\A/1rrkYT/apv1_r^npri'7vmp A HpVivHrno , PTi3Qp/'^-kptnaftv1-f!neH7Vme 
JLjLUIIIU odUlClIS OyvxIUAydv VI "^UCIlZijr illv *»• vxciljr uivgCUosw J ~iv.vw<*wjr l \~s\J\sil£jj inv 

A thiol a^e/ennvl-Coenzvme A hvdratase (tTifunctional nrotein^. beta subunit 
YHADHB^ mRNA 

yX l-fi J_/X 1 1.1 Jy 1JULXV1 IXx 


NM 000182 


Homo saniens hvdroxvacvl-Coenzvme A dehvdroffenase/3-ketoacvl-Coenzvme 
A thiolase/enoyl-Coenzyme A hydratase (tri functional protein), alpha subunit 
(HADHA\ mRNA 

^XXA XI /lii J y 1<^X1V_L li X 


NM 003548 


Homo sapiens H4 histone, family 2 (H4F2), mRNA 


NM 003547 


Homo sapiens H4 histone family, member L (H4FL), mRNA 


NM 003544 


Homo sapiens H4 histone family, member I (H4FI), mRNA 


NM 003493 


Homo sapiens H3 histone family, member T (H3FT), mRNA 


NM 003537 


Homo sapiens H3 histone family, member L (H3FL), mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone family, member B (H3FB), mRNA 
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NM 003529 


Homo sapiens H3 histone family, member A (H3FA), mRNA 


NM 002107 


Homo sapiens H3 histone, family 3 A (H3F3A), mRNA 


NM 003528 


Homo sapiens H2B histone family, member Q (H2BFQ), mRNA 1 


NM 003526 


Homo sapiens H2B histone family, member L (H2BFL), mRNA 


NM 003525 


Homo sapiens H2B histone family, member K (H2BFK), mRNA 


NM 003524 


Homo sapiens H2B histone family, member J (H2BFJ), mRNA 


NM 003523 


Homo sapiens H2B histone family, member H (H2BFH), mRNA 


NM 003522 


Homo sapiens H2B histone family, member G (H2BFG), mRNA 


NM 003518 


Homo sapiens H2B histone family, member A (H2BFA), mRNA 


NM 002106 


Homo sapiens H2A histone family, member Z (H2AFZ), mRNA 


NM 003516 


Homo sapiens H2A histone family, member O (H2AFO), mRNA 


NM 003513 


Homo sapiens H2 A histone family, member M (H2AFM), mRNA 


NM 003512 


Homo sapiens H2A histone family, member L (H2AFL), mRNA 


NM 003612 


Homo sapiens sema domain, immunoglobulin domain (Ig), and GPI membrane 
anchor, (semaphorin) 7A (SEMA7A), mRNA 


NM 002104 


Homo sapiens granzyme K (serine protease, granzyme 3; tryptase II) (GZMK), 
mRNA 


NM 002103 


Homo sapiens glycogen synthase 1 (muscle) (GYS1), mRNA 


NM 002102 


Homo sapiens glycophorin E (GYPE), mRNA 


NM 000181 


Homo sapiens glucuronidase, beta (GUSB), mRNA 


NM 000858 


Homo sapiens guanylate kinase 1 (GUK1), mRNA 


NM 001522 

i. llrl W A <J **** 


Homo sapiens guanylate cyclase 2F, retinal (GUCY2F), mRNA 


NM_000180 


Homo sapiens guanylate cyclase 2D, membrane (retina-specific) (GUCY2D), 
mRNA 


NM 000857 


Homo sapiens guanylate cyclase 1, soluble, beta 3 (GUCY1B3), mRNA 


NM 000856 


Homo sapiens guanylate cyclase 1, soluble, alpha 3 (GUCY1A3), mRNA 


NM 000855 


Homo sapiens guanylate cyclase 1, soluble, alpha 2 (GUCY1A2), mRNA 


NM 000409 


Homo satviens euanvlate cvclase activator 1A (retina) (XjUCAI A). mRNA 


NM 001517 

l^llYX \J\J I, J I I 


Homo sapiens general transcription factor EH, polypeptide 4 (52kD subunit) 
(GTF2H4), mRNA 


NM 002096 


Homo sapiens general transcription factor IIF, polypeptide 1 (74kD subunit) 
(GTF2F1), mRNA 


NM 002095 


Homo sapiens general transcription factor HE, polypeptide 2 (beta subunit, 
34kD) (GTF2E2), mRNA 


NM 001513 

X 1XT JL \J \J X w/ X 


Homo sapiens glutathione transferase zeta 1 (maleylacetoacetate isomerase) 
(GSTZ1), mRNA 


NM 000853 


Homo sapi 


ens glutathione S-transferase theta 1 (GSTT1), mRNA 


NM 000851 


Homo sapi 


ens glutathione S-transferase M5 (GSTM5), mRNA 


NM 000850 


Homo sapi 


ens glutathione S-transferase M4 (GSTM4), mRNA 


NM 000849 


Homo sapi 


ens glutathione S-transferase M3 (brain) (GSTM3), mRNA 


NM 000848 


Homo sapi 


tens glutathione S-transferase M2 (muscle) (GSTM2), mRNA 


NM 001512 


Homo sapi 


ens glutathione S-transferase A4 (GSTA4), mRNA 


NM 000846 


Homo sapi 


lens glutathione S-transferase A2 (GSTA2), mRNA 


NM 000178 


Homo sap] 


lens glutathione synthetase (GSS), mRNA 


NM 002094 


Homo sap] 


iens Gl to S phase transition 1 (GSPT1), mRNA 


NM 000177 


Homo sap 


tens gelsolin (amyloidosis, Finnish type) (GSN), mRNA 


NM 002093 


Homo sap 


iens glycogen synthase kinase 3 beta (GSK3B), mRNA 


NM 002092 


Homo sap 


iens G-rich RNA sequence binding factor 1 (GRSF1), mRNA 


NM 002091 


Homo sap 


iens gastrin-releasing peptide (GRP), mRNA 


NM 002090 


Homo sap 


iens GR03 oncogene (GR03), mRNA 


NM 002089 


Homo sap 


iens GR02 oncogene (GR02), mRNA 


NM 001511 


Homo sap 


iens GROl oncogene (melanoma growth stimulating activity, alpha) 
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(GROl), mRNA 


NM 002087 


Homo sapiens granulin (GRN), mRNA 


NM 000845 


Homo sapiens glutamate receptor, metabotropic 8 (GRM8), mRNA 


NM 000844 


Homo sapiens glutamate receptor, metabotropic 7 (GRM7), mRNA i 


NM 000841 


Homo sapiens glutamate receptor, metabotropic 4 (GRM4), mRNA 


NM _000840 


Homo sapiens glutamate receptor, metabotropic 3 (GRM3), mRNA 


NMJ)00176 


Homo sapiens nuclear receptor subfamily 3, group C, member 1 (NR3C1), 
mRNA 


NM 000831 


Homo sapiens glutamate receptor, ionotropic, kainate 3 (GRIK3), mRNA 


NM 000830 


Homo sapiens glutamate receptor, ionotropic, kainate 1 (GRJK1), mRNA 


NM 002086 


Homo sapiens growth factor receptor-bound protein 2 (GRB2), mRNA 


NM_002085 


Homo sapiens glutathione peroxidase 4 (phospholipid hydroperoxidase) (GPX4), 
mRNA 


NM_002083 


Homo sapiens glutathione peroxidase 2 (gastrointestinal) (GPX2), mRNA 


NM 002082 


Homo sapiens G protein-coupled receptor kinase 6 (GPRK6), mRNA 


NM 001504 


Homo sapiens G protein-coupled receptor 9 (GPR9), mRNA 


NM 001508 


Homo sapiens G protein-coupled receptor 39 (GPR39), mRNA 


NM 001507 


Homo sapiens G protein-coupled receptor 38 (GPR38), mRNA 


NM 001506 


Homo sapiens G protein-coupled receptor 32 (GPR32), mRNA 


NM 001505 


Homo sapiens G protein-coupled receptor 30 (GPR30), mRNA 


NM_001503 


Homo sapiens glycosylphosphatidylinositol specific phospholipase Dl (GPLD1), 
mRNA 


NMJ)00408 


Homo sapiens glycerol-3 -phosphate dehydrogenase 2 (mitochondrial) (GPD2), 
mRNA 


NM 001448 


Homo sapiens glypican 4 (GPC4), mRNA 


NM 002081 


Homo sapiens glypican 1 (GPC1), mRNA 


NM 000174 


Homo sapiens glycoprotein DC (platelet) (GP9), mRNA 


NM 000173 


Homo sapiens glycoprotein lb (platelet), alpha polypeptide (GP1BA), mRNA 


NM_002080 


Homo sapiens glutamic-oxaloacetic transaminase 2, mitochondrial (aspartate 
aminotransferase 2) (GOT2), nuclear gene encoding mitochondrial protein, 
mRNA 


NMJ)02079 


Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate 
aminotransferase 1) (GOT1), mRNA 


NM 002076 


Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease MID) 
(GNS), mRNA 


NM 001501 


Homo sapiens gonadotropin-releasing hormone 2 (GNRH2), mRNA 


NM_000825 


Homo sapiens gonadotropin-releasing hormone 1 (leutinizing-releasing 
hormone) (GNRH1), mRNA 


NM_002075 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 3 
CGNB3} mRNA 


NM.002073 


Homo sapiens guanine nucleotide binding protein (G protein), alpha z 
nolvnentide CGNAZ^ mRNA 


NM_000172 


Homo sapiens guanine nucleotide binding protein (G protein), alpha transducing 
activity polypeptide 1 (GNAT1), mRNA 


NM_002072 


Homo sapiens guanine nucleotide binding protein (G protein), q polypeptide 
(GNAQ), mRNA 


NM_002071 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide, olfactory type (GNAL), mRNA 


NM_002070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NM_002068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA15), mRNA 
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NM 002067 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 1 1 (Gq 
class) (GNA1 1), mRNA j 


NM 003875 


Homo sapiens guanine monphosphate synthetase (GMPS), mRNA 


NM 002066 


Homo sapiens GPI anchored molecule like protein (GML), mRNA 


NM 001500 


Homo sapiens GDP-mannose 4,6-dehydratase (GMDS), mRNA 


NM 002065 


Homo sapiens glutamate-ammonia ligase (glutamine synthase) (GLUL), mRNA 


NM 002064 


Homo sapiens glutaredoxin (thioltransferase) (GLRX), mRNA 


NM 000824 


Homo sapiens glycine receptor, beta (GLRB), mRNA 


NM 002063 


Homo sapiens glycine receptor, alpha 2 (GLRA2), mRNA 


NM 002062 


Homo sapiens glucagon-like peptide 1 receptor (GLP1R), mRNA 


NMJ)00170 


Homo sapiens glycine dehydrogenase (decarboxylating; glycine decarboxylase, 
glycine cleavage system protein P) (GLDC), mRNA 


NM 000169 


Homo sapiens galactosidase, alpha (GLA), mRNA 


NM 000167 


Homo sapiens glycerol kinase (GK), mRNA 


NM_000166 


Homo sapiens gap junction protein, beta 1, 32kD (connexin 32, Charcot-Marie- 
Tooth neuropathy, X-linked) (GJB1), mRNA 


NM 002060 


Homo sapiens gap junction protein, alpha 4, 37kD (connexin 37) (GJA4), mRNA 


NM 000164 


Homo sapiens gastric inhibitory polypeptide receptor (GIPR), mRNA 


NM 000823 


Homo sapiens growth hormone releasing hormone receptor (GHRHR), mRNA 


NM 000163 


Homo sapiens growth hormone receptor (GHR), mRNA 


NM 000821 


Homo sapiens gamma-glutamyl carboxylase (GGCX), mRNA 


NM 001495 


Homo sapiens GDNF family receptor alpha 2 (GFRA2), mRNA 


NM 002055 


Homo sapiens glial fibrillary acidic protein (GFAP), mRNA \ 


NM 003943 


Homo sapiens genethonin 1 (GENX-3414), mRNA 


NM 000514 


Homo sapiens glial cell derived neurotrophic factor (GDNF), mRNA 


NM 001493 


Homo sapiens GDP dissociation inhibitor 1 (GDI1), mRNA 


NM_001491 


Homo sapiens glucosaminyl (N-acetyl) transferase 2, 1-branching enzyme 
(GCNT2), mRNA 


NM_001490 


Homo sapiens glucosaminyl (N-acetyl) transferase 1, core 2 (beta-l,6-N- 
acetylglucosaminyltransferase) (GCNT1), mRNA 


NM 000160 


Homo sapiens glucagon receptor (GCGR), mRNA 


NM 002054 


Homo sapiens glucagon (GCG), mRNA 


NM 001485 


Homo sapiens gastrulation brain homeo box 2 (GBX2), mRNA 


NM 001483 


Homo sapiens glioblastoma amplified sequence (GBAS), mRNA 


NM 002048 


Homo sapiens growth arrest-specific 1 (GAS1), mRNA 


NM 001481 


Homo sapiens growth arrest-specific 1 1 (GASH), mRNA 


NM_000819 


Homo sapiens phosphoribosylglycinamide formyltransferase, 
phosphoribosylglycinamide synthetase, phosphoribosylaminoimidazole 
synthetase (GART), mRNA 


NM 002045 


Homo sapiens growth associated protein 43 (GAP43), mRNA 


NM 003614 


Homo sapiens galanin receptor 3 (GALR3), mRNA 


NM 000154 


Homo sapiens galactokinase 1 (GALK1), mRNA 


NM 001477 


Homo sapiens G antigen 7B (GAGE7B), mRNA 


NM 001476 


Homo sapiens G antigen 6 (GAGE6), mRNA 


NM 001475 


Homo sapiens G antigen 5 (GAGE5), mRNA 


NM 001474 


Homo sapiens G antigen 4 (GAGE4), mRNA 


NM 001473 


Homo sapiens G antigen 3 (GAGE3), mRNA 


NM 001472 


Homo sapiens G antigen 2 (GAGE2), mRNA 


NM 001468 


Homo sapiens G antigen 1 (GAGE1), mRNA 


NMJ00818 


Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, 65kD) 
(GAD2), mRNA 


NM 002043 


Homo sapiens gamma-aminobutyric acid (GAB A) receptor, rho 2 (GABRR2), 
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mRNA 


NMJ)02042 


Homo sapiens gamma-aminobutyric acid (GABA) receptor, rho i (GABRR1), 
mRNA 


NM_000402 


Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), nuclear gene 
encoding mitochondrial nrotein. mRNA 


NM 001469 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1), mRNA 




Homo saniens FYN oncoeene related to SRC. FGR. YES (FYN), mRNA 


NM 002036 


Homo sapiens Duffy blood group (FY), mRNA 


INAV1 UUZ-UOJ 


Unmn Qflm'pn<5 follicular lvmnhoma variant translocation 1 ft 4 VT1). mRNA 


IN1YL__UUU1 JU 


Wnmn canipnc fiirnQvltmncfprsiQP (\ ffllnhfl (\ X\ fucnsvltransferase^ fFUT6\ 
mRNA 


KTN>f 0090^4 


TJnmn qathpiiq fnrnwl transferase 5 falnha (\ Y\ fucosvltransf erase) (FUT5). 
mRNA 




Hnmo ^aniens fucosvltransferase 4 (alnha (13^ fucosvltransferase, myeloid- 
specific) (FUT4), mRNA 


NM 000149 


Homo sapiens fucosyltransferase 3 (galactoside 3(4)-L-fucosyltransferase, Lewis 
blood group included) (FUT3), mRNA 


NM 000511 


Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), mRNA 


NM 000148 


Homo sapiens fucosyltransferase 1 (galactoside 2-alpha-L-fucosyltransferase, 
Bombay phenotype included) (FUT1), mRNA 


NM 000147 


Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA 


NM 002032 


Homo sapiens ferritin, heavy polypeptide 1 (FTH1), mRNA 


NM 000145 


Homo sapiens follicle stimulating hormone receptor (FSHR), mRNA 


NMJ)00510 


Homo sapiens follicle stimulating hormone, beta polypeptide (FSHB), mRNA 


NM 001463 


Homo sapiens frizzled-related protein (FRZB), mRNA 


NM 000144 


Homo sapiens Friedreich ataxia (FRDA), mRNA 


NM 001462 


Homo sapiens formyl peptide receptor-like 1 (FPRL1), mRNA 


NM 002029 


Homo sapiens formyl peptide receptor 1 (FPR1), mRNA 


NM 003838 


Homo sapiens fucose-1 -phosphate guanylyltransferase (FPGT), mRNA 


NM 002027 


Homo sapiens farnesyltransferase, CAAX box, alpha (FNTA), mRNA 


NM 002025 


Homo sapiens fragile X mental retardation 2 (FMR2), mRNA 


NM 002024 


Homo sapiens fragile X mental retardation 1 (FMR1), mRNA 


NM 001461 

X llfl w x ru X 


Homo sapiens flavin containing monooxygenase 5 (FM05), mRNA 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


NM 001460 


Homo sapiens flavin containing monooxygenase 2 (FM02), mRNA 


NM 002021 


Homo sapiens flavin containing monooxygenase 1 (FMOl), mRNA 


NM 002020 


Homo sapiens fins-related tyrosine kinase 4 (FLT4), mRNA 


NM 001459 


Homo sapiens fins-related tyrosine kinase 3 ligand (FLT3LG), mRNA 


NM 002019 


Homo sapiens fins-related tyrosine kinase 1 (vascular endothelial growth 
factor/vascular permeability factor receptor) (FLT1), mRNA 


NM 001 


Hnmn ^aniens forkhead box 03 A fFOX03A) mRNA 


NM 001453 


Homo sapiens forkhead box CI (FOXC1), mRNA 




nUIIlU odpiciia iui.xuj.cau uua it i \x wyvx 1 j t llix\~l v n. 


NM 001450 


Homo sapiens four and a half LIM domains 2 (FHL2), mRNA 


NM 001449 


Homo sapiens four and a half LIM domains 1 (FHL1), mRNA 


NM 002012 


Homo sapiens fragile histidine triad gene (FHTT), mRNA 


NM 000143 


Homo sapiens fumarate hydratase (FH), mRNA 


NMJ)02002 


Homo sapiens Fc fragment of IgE, low affinity E, receptor for (CD23A) 
(FCER2), mRNA 


NMJ)02001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCER1A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IgA, receptor for (FCAR), mRNA 
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NM 003837 


Homo sapiens fructose-l s 6-bisphosphatase 2 (FBP2), mRNA 


NM 001998 1 

X ^1 XVX \J*J \. S J \J 


Homo sapiens fibulin 2 (FBLN2), mRNA 


NM 003923 


Homo sapiens forkhead box HI (FOXH1), mRNA 


NM 003950 


Homo sapiens coagulation factor H (thrombin) receptor-like 3 (F2RL3), mRNA 


NM 003975 


Homo sapiens SH2 domain protein 2A (SH2D2A), mRNA 


NM 001440 


Homo sapiens exostoses (multiple)-like 3 (EXTL3), mRNA 


xNxvx yvi7oo 


TTnmn ^aniens envOTilalcin fRVPT . i mRNA 


NM 001985 


Homo sapiens eleclron-transfer-flavoprotein, beta polypeptide (ETFB), mRNA 


NM_000126 


Homo sapiens electron-transfer-flavoprotein, alpha polypeptide (glutaric aciduria 
TH fFTFA^ -rmrlear optip encodrncr mitochondrial orotein mRNA 

111 l JC*XX/iA^j UlXvlGoI gbllw vllvUUXllg lixllvviiVAixixxiox piv/ivuij "uvu* 




Unmn cni-iiens pQtrntrpn -related rpcentor ffamma fESRRG V mRNA 


NM 000125 


Homo sapiens estrogen receptor 1 (ESR1), mRNA 


JNlVl__UUl/xZJ 


tiAmn Qar^ienc PYpicinn Tf*r\niv rrncQ-coirtnl emeriti tit? rodent rerjair deficiencv.. 

rrUIIlU odUlCIlo CAvlolUH ICpctll UXUoo-wlSlXILyiwiixt'lxuiig ivuwt xv^lscux uwiivivuvj } 

rnmnlpmpntatinTi oroirn 5 ( xeroderma oiffmentosum. comDlementation STOUD G 
(Cockavne svndrome^ (ERCC5 ) mRNA 


NM 001983 


Homo sarjiens excision renair cross-comDlementinff rodent repair deficiency, 
complementation group 1 (includes overlapping antisense sequence) (ERCC1), 
mRNA 


NM 000502 


Homo sapiens eosinophil peroxidase (EPX), mRNA 


NM 001981 

INxYX \J\J X 


Homo saniens enidermal erowth factor recentor nathwav substrate 15 (EPS 15), 
mRNA 


NM 000799 


Homo sapiens eiythropoietin (EPO), mRNA 


NM 001980 

X 1 XTX W X S U V 


Homo sapiens epimorphin (EPIM), mRNA 


NM 001431 


Homo sapiens erythrocyte membrane protein band 4.1 -like 2 (EPB41L2), mRNA 


NM 001430 


Homo sapiens endothelial PAS domain protein 1 (EPAS1), mRNA 


NM 001977 

l^lYX \J\J 1. J 1 f 


Homo sapiens glutamyl aminopeptidase (aminopeptidase A) (ENPEP), mRNA 


NM 001974 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
sequence 1 (EMR1), mRNA 


NM 001425 


Homo sapiens epithelial membrane protein 3 (EMP3), mRNA 


NM 001424 


Homo sapiens epithelial membrane protein 2 (EMP2), mRNA 


NM 001423 


Homo sapiens epithelial membrane protein 1 (EMP1), mRNA 


NM 001421 


Homo «?anien<? V 74-1 ike factor 4 fets domain transcrintion factor) fELF4\ mRNA 


NM 001419 

X^IXVX V/v A*T17 


Homo ^aniens ELAV fembrvonic lethal abnormal vision. DrosonhilaVlike 1 (Hu 
antigen R) (ELAVL1), mRNA 


NM 001972 

1N1VX V/vX7/^ 


TTomn ^arrieriQ elastase 2 neutroDhil fELA2 1 mRNA 


NM 001970 


Homo sapiens eukaryotic translation initiation factor 5A (EIF5 A), mRNA 


mm nnidia 


iinmn c ani en q pi i Vn rvnti r Iran q1 ati on i n \ ti ari on factor 4 ffamma 2 TElP4G2^ 

mRNA 


MM 00^7^9 


TTnmn canipnc pulfflrvntin tran<;lfliion initialiOTi factor 4K binding trrotein 3 
(EIF4EBP3), mRNA 


mm nniQAS 


xiomo sapiens euKaryotit/ uaxiaiaiiun xixiuduuii lauiui tii ^x^xx *+xj^, ixxxxx^-rv 


NM_001416 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 1 (EIF4A1), 

mKJNA 


NM 003753 

X^lXVX UUJ / J J 


Homo sapiens eukaryotic translation initiation factor 3, subunit 7 (zeta, 66/67kD) 
(EEF3S7), mRNA 


NM_001568 


Homo sapiens eukaryotic translation initiation factor 3, subunit 6 (48kD) 
(EIF3S6),mRNA 


NMJ)03754 


Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 
(EDF3S5), mRNA 


NM 003757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EIF3S2) s mRNA 


NM 003750 


Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, 
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150/170kD) (EIF3S10), mRNA 


NM 001415 


Homo sapiens eukaryotic translation initiation factor 2, subumt 3 (gamma, 52kD) 
(EIF2S3), mRNA 


MM 003908 


Homo sapiens eukaryotic translation initiation factor 2, subunit 2 (beta, 38kD ) 
(EIF2S2), mRNA 


NM 001966 


Homo sapiens enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, 
mRNA 


NM 001965 


Homo sapiens early growth response 4 (EGR4), mRNA 


NM 001964 


Homo sapiens early growth response 1 (EGR1), mRNA 


NM 001406 


Homo sapiens ephrin-B3 (EFNB3), mRNA 


NM 001962 


Homo sapiens ephrin-A5 (EFNA5), mRNA 


NM 001405 


Homo sapiens ephrin-A2 (EFNA2), mRNA 


NM 001961 


Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 


NM_001958 


Homo sapiens eukaryotic translation elongation factor 1 alpha 2 (EEF1a\2), 
mRNA 


NM 001956 

llTl W ****** 


Homo sapiens endothelin 2 (EDN2), mRNA 


NM 001955 


Homo sapiens endothelin 1 (EDNl), mRNA 


NM 003775 


Homo sapiens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 
mRNA 


NM 001399 


Homo sapiens ectodermal dysplasia 1, anhidrotic (EDI), mRNA 


NM 001397 

A 1 AT A W A J S t 


Homo sapiens endothelin converting enzyme 1 (ECE1), mRNA 


NM 003240 

A 1 AYA VwJt<~V 


Homo sapiens endometrial bleeding associated factor (left-right determination, 
factor A; transforming growth factor beta superfamily) (EB.AJF), mRNA 


NM 001948 


Homo sapiens dUTP pyrophosphatase (DUT), mRNA 


NM 001945 


Homo sapiens diphtheria toxin receptor (heparin-binding epidermal growth 
factor-like growth factor) (DTR), mRNA 


NM 001939 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


NM 001938 


Homo sapiens down-regulator of transcription 1, TBP-binding (negative cofactor 
2) (DRl), mRNA 


NM 001387 


Homo sapiens dihydropyrimidinase-like 3 (DPYSL3), mRNA 


NM 001385 


Homo sapiens dihydropyrimidinase (DPYS), mRNA 


NM 001935 


Homo sapiens dipeptidylpeptidase IV (CD26, adenosine deaminase complexing 
protein 2) (DPP4), mRNA 


NM 003863 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCK1), mRNA 


NM 001379 


Homo sapiens DNA (cytosine-5-)-methyltransferase 1 (DNMT1), mRNA 


NM 001375 


Homo sapiens deoxyribonuclease n, lysosomal (DNASE2), mRNA 


NM 001374 


Homo sapiens deoxyribonuclease Mike 2 (DNASE1L2), mRNA 


NM 001934 


Homo sapiens distal-less homeobox 4 (DLX4), mRNA 




Homo sapiens dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 


NM 001362 


Homo sapiens deiodinase, iodothyronine, type HI (DI03), mRNA 


NM 001360 


Homo sapiens 7-dehydrocholesterol reductase (DHCR7), mRNA 


NMJ)03670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 
mRNA 


NM_001354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type HI) (AKR1C2), mRNA 


NM_000790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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xjivyr 0007RQ 


TTrvmn QnnifMic rlmentidvl earhoxvnentidase 1 ( angiotensin I converting enzvme^ 
(AOEVmRNA 


mm nn 1090 


TTrvmn canipnc rlprririn fTif^N^ nYRNA 
XXUIIIU oapXCIl& U\yl/UXlXX yUKsiri J 9 XXXXVL^lxx 


vrxyf ooo7RR 


TTrvmr* c QT\i pn c rl^rwvp vH hitip Ititijicp ( 1 ll^rC i mK nJA 
XxlilllU oaf/lvlxo UCUAjrUjr UUxiiG nxXXaov yjL/\sE±.jy iixxxxnjx 


vr\>r 001 qiq 


TTomn cn-nipnc HnHprpnnvl-Cnp'nTvmp A delta isomerase (3 2 trans^novl- > 

XxUiXXU odUlClio UUUv^wIHJ jr X wUwXXxijrXXXv *x uui iu louiiiuaou nixi*ia^*xAv/jri. 

r^opnTvmp A i com erased fnfTH ml? NA 


\nvvf 001 qir 


Unmn ca-nipnc HihvHrolrnoflrnirlp branched chain transacvlase rR2 comDOnent of 

XlvixiU j d U J CI lo UllXYUXlJlipisCUiXlUw Ul CUXv/XlwVX vllOiXl utuwoujiajti ^1 1£* vwuij/viiwui, vx 

branched chain keto acid dehydrogenase complex; maple syrup urine disease) 
(DBTi nvRNA 

\JlJXJ X Jy XlXxVLNxx 


NM 00H52 


Homo saniens D site of albumin nromoter ( albumin D-box) binding nrotein 
(DBP), mRNA 




Homo saniens deleted in azoosnermia-like fDAZL). mRNA 


NM 001150 

XN 1VX Uv 1 J «/ V 


Homo <sflnipn<3 death-associated nrotein 6 fDAXXV mRNA 


NM 001 144 


Homo Qaniens defender against cell death 1 ^DADl^ mRNA 


NM 001479 


Homo saniens DEK oncogene fDNA bindine^ fDEK\ mRNA 


NM 000776 


Homo saniens cvtochrome P450 subfamilv TTTA fninhedinine oxidase^ 
Dolvoeotide 3 fCYP3 A3) mRNA 


NM 001916 


Homo saniens cvtochrome c-1 (CYC1Y mRNA 


NM 001914 


Homo saniens cvtochrome b-5 fCYB5^. nuclear eene encodine mitochondrial 
orotein mRNA 

L/l V/kVlix^ x4-U-\X ^ -X 


NM 003928 


Homo sapiens CAAX box 1 (CXX1), mRNA 


NM 003611 


Homo sapiens chromosome X open reading frame 5 (CXORF5), mRNA 


NM 003467 


Homo sapiens chemokine (C-X-C motif), receptor 4 (fiisin) (CXCR4), mRNA 


NM 001338 


Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA 


NM 003478 


Homo sapiens cullin 5 (CUL5), mRNA 


NM 003591 


Homo sapiens cullin 2 (CUL2), mRNA 


NM 001336 


Homo sapiens cathepsin Z (CTSZ), mRNA 


NM 001335 

X ^ X VX \J\J X *J *J ^ 


Homo sapiens cathepsin W (lymphopain) (CTSW), mRNA 


NM 001912 


Homo sapiens cathepsin L (CTSL), mRNA 


NM 001333 


Homo sapiens cathepsin L2 (CTSL2), mRNA 


NM 000396 


Homo sapiens cathepsin K (pycnodysostosis) (CTSK), mRNA 


NM 001911 


Homo sapiens cathepsin G (CTSG), mRNA 


NM 001910 


Homo sapiens cathepsin E (CTSE), mRNA 


NM 001909 


Homo sapiens cathepsin D (lysosomal aspartyl protease) (CTSD), mRNA 


NM 001814 

\J\J lOlt 


Hnmn ^anipn^ cathensin CI (dTRCTi mRNA 


NM 001908 


Homo sapiens cathepsin B (CTSB), mRNA 


NM 001 Q07 


nomo bapicnb Lnyiriuixypoxix~iiivc ^v^xxnjl/^, iijxvli/t 


NM 001 Q06 


T-I/vmri oaT>iPTic phvmrttrvnciiTirttypTi H1 ( C* 1 ' W Xk 1 i ml?NA 
xxUilKJ aapivllo vxijrxJllwU jrpouiugcu u l \\^ xxvx? i jy iixx\x>rx 


TsJM 001 QO^ 


xiomo sapiens ^/ir byniiiabc \\siroj, iiusjMrx 


NM 001 QOA 


Tlrrtnr* eo-niAtic pafpnin ^pa/^Viprin-accAPiateH 1lrrtt■piTl^ hpta 1 (RRKTii i { . INNR 1 1 
XxOmO oapicno vdlCILUl ^LaUllCI Ul-aooUt/lalCU yL\JlGlLlj 9 ucua x ^oom/^ ^v^ xi^iaixj ±j t 


NM O017Q8 


"PTr*mn eor*i**nc /^afp-nin rpaHViprin -a cert PifltpH "nrotpin^ filriha-liVe 1 fCTlNNAT.l ^ 
1J.UII1U o<ipiClib Wolvlllxl piULtiii^, aipixa ixxwv/ x ^iiiiirvui/) 


NM_001903 


Homo sapiens catenin (cadherin-associated protein), alpha 1 (102kD) 
(CTNNA1), mRNA 


NM 001902 


Homo sapiens cystathionase (cystathionine gamma-lyase) (CTH), mRNA 


NM 001901 


Homo sapiens connective tissue growth factor (CTGF), mRNA 


NM 001330 


Homo sapiens cardiotrophin 1 (CTF1), mRNA 


NM 000100 


Homo sapiens nystatin B (stefin B) (CSTB), mRNA 


NM 003650 


Homo sapiens cystatin F (leukocystatin) (CST7), mRNA 


NM 001323 


Homo sapiens cystatin E/M (CST6), mRNA 


NM 001900 


Homo sapiens cystatin D (CST5), mRNA 
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NM 001899 


Homo sapiens cystatin S (CST4), mRNA 


NM 000099 


Homo sapiens cystatin C (amyloid angiopathy and cerebral hemorrhage) (CST3), 
mRNA 


NM 001322 


Homo sapiens cystatin SA (CST2), mRNA 


NM 001898 


Homo sapiens cystatin SN (CST1), mRNA 


NM 001321 


Homo sapiens cysteine and glycine-rich protein 2 (CSRP2), mRNA 


NM 001896 


Homo sapiens casein kinase 2, alpha prime polypeptide (CSNK2A2), mRNA 


NM 001895 


Homo sapiens casein kinase 2, alpha 1 polypeptide (CSNK2A1), mRNA 


NM_001894 


Homo sapiens casein kinase 1, epsilon (CSNK1E), mRNA 


NM 001893 


Homo sapiens casein kinase 1, delta (CSNK1D), mRNA 


NM 001892 

ItIIVX \}\J x \JJt* 


Homo sapiens casein kinase 1, alpha 1 (CSNK1A1), mRNA 


NM 001891 


Homo sapiens casein, beta (CSN2), mRNA 


NM 001890 

1> JLVA \J\J X \JS V 


Homo sapiens casein, alpha (CSN1), mRNA 


NM 000760 

l^llVl \J\J\J 1 \J\J 


Homo sapiens colony stimulating factor 3 receptor (granulocyte) (CSF3R), 
mRNA 


NM_000759 


Homo sapiens colony stimulating factor 3 (granulocyte) (CSF3), mRNA 


NM_000758 


Homo sapiens colony stimulating factor 2 (granulocyte-macrophage) (CSF2), 
mRNA 


NM 000757 


Homo sapiens colony stimulating factor 1 (macrophage) (CSF1), mRNA 


NM 003651 


Homo sapiens cold shock domain protein A (CSDA), mRNA 


NM 001315 


Homo sapiens mitogen-activated protein kinase 14 (MAPK14), mRNA 


NM 001884 


Homo sapiens cartilage linking protein 1 (CRTL1), mRNA 


NM 001313 


Homo sapiens collapsin response mediator protein 1 (CRMP1), mRNA 


NM 001312 


Homo sapiens cysteine-rich protein 2 (CRIP2), mRNA 


NM 001311 


Homo sapiens cysteine-rich protein 1 (intestinal) (CRIP1), mRNA 


NM 000756 


Homo sapiens corticotropin releasing hormone (CRH), mRNA 


NM 001881 


Hntno ^aniens cAMP resnonsive element modulator fCREM), mRNA 


NM 003851 


Homo sapiens cellular repressor of ElA-stimulated genes (CREG), mRNA 




Unmn ^aniens c AMP resnonsive element bindintr nrotein-like 2 (CREBL2), 
mRNA 


"MM 001 fiRO 


T-Trvmr» QatvipnQ firtivntintT rran^crinrtfyn factor 2 ( ATF2 1 mRNA 

XxUiiiU o dpi Gilo cHsUvaiiiig u. tuio^i i jjuxjii jlo-u wji ^^vxx y, iiuum 


NM_003805 


Homo sapiens CASP2 and RIPK1 domain containing adaptor with death domain 


NM_001877 


Homo sapiens complement component (3d/Epstein Barr virus) receptor 2 (CR2), 

rnRNA 


"NTM 000008 


Hnmn sanienq carnitine nalmitovltransferase II fCPT2\ nuclear sene encoding 
mitochondrial nrotein mRNA 


NM 001876 


Homo sapiens carnitine palmitoyltransferase I, liver (CPT1 A), nuclear gene 
encoding mitochondrial rjrotein, mRNA 


NM 001875 


Homo sapiens carbamoyl-phosphate synthetase 1, mitochondrial (CPS1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 000097 


Homo sapiens coproporphyrinogen oxidase (coproporphyria, harderoporphyria) 
(CPO),mRNA 


NM 001871 


Homo sapiens carboxvpeptidase Bl (tissue) (CPB1), mRNA 


NM 001870 


Homo sapiens carboxvpeptidase A3 (mast cell) (CP A3), mRNA i 


NM 001869 


Homo sapiens carboxvpeptidase A2 (pancreatic) (CPA2), mRNA 


NM 001868 


Homo sapiens carboxvpeptidase Al (pancreatic) (CPA1), mRNA 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiensj)hosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTN1), mRNA 


NM 001842 


Homo sapiens ciliary neurotrophic factor receptor (CNTFR), mRNA 
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NM 001839 


Homo sapiens calponin 3, acidic (CNN3), mRNA 


NM 001299 


Homo sapiens calponin 1, basic, smooth muscle (CNN1), mRNA 


NM 001297 


Homo sapiens cyclic nucleotide gated channel beta 1 (CNGB1), mRNA 


NM 001298 


Homo sapiens cyclic nucleotide gated channel alpha 3 (CNGA3), mRNA 


NM 000087 


Homo sapiens cyclic nucleotide gated channel alpha 1 (CNGA1), mRNA 


NM_003570 


Homo sapiens cytidine monophosphate-N-acetylneuraminic acid hydroxylase 
(CMP-N-acetylneuraminate monooxygenase) (CMAH), mRNA 


mm onisttfi 

INIVA 1 OJU 


Homo ^aniens chvmase 1 mast cell fCMAl), mRNA 


NM_001831 


Homo sapiens clusterin (complement lysis inhibitor, SP-40,40, sulfated 
(ylvconrotein 2 testosterone-reDressed orostate message 2, apolipoprotein J) 
(CLU) mRNA 


NM 001294 


Homo sapiens cleft lip and palate associated transmembrane protein 1 
(CLPTM1), mRNA 


NM 001476 


Homo sapiens cysteine and glycine-rich protein 3 (cardiac LIM protein) 
fCSRP3). mRNA 


NM 001293 


Homo sapiens chloride channel, nucleotide-sensitive, 1A (CLNS1A), mRNA 


NM 003277 


Homo sapiens claudin 5 (transmembrane protein deleted in velocardiofacial 
syndrome) (CLDN5), mRNA 


NM 001306 


Homo sapiens claudin 3 (CLDN3), mRNA 


NM 001829 


Homo sapiens chloride channel 3 (CLCN3), mRNA 


NM 001284 


Homo sapiens adaptor-related protein complex 3, sigma 1 subunit (AP3S1), 
mRNA 


NM 001827 


Homo sapiens CDC28 protein kinase 2 (CKS2), mRNA 


NM 001826 


Homo sapiens CDC28 protein kinase 1 (CKS1), mRNA 


NM 001824 


Homo sapiens creatine kinase, muscle (CKM), mRNA 


NM 001823 


Homo sapiens creatine kinase, brain (CKB), mRNA 


NM 001281 


Homo sapiens cytoskeleton-associated protein 1 (CKAP1), mRNA 


J.N1V1 UWJU i J 


Homo sapiens cartilage intermediate layer protein, nucleotide 
pyrophosphohydrolase (CILP), mRNA 


"MM 001978 


Homo sapiens conserved helix-loop-helix ubiquitous kinase (CHUK), mRNA 


NM_003654 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 1 (CHST1), 
mRNA 


NMJ00750 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 4 (CHRNB4), 

mRNA 

IIUVLN-rt. , , , , 


NM 000749 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 3 (CHKNB3), 

mRNA 
Liir\J.yjr\. 


NM_000748 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal) 
fPRRNF^ mRNA 


NM_000746 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 7 (CHRNA7), 
mRNA 


lsJTVA ft0074^ 
1N1VI_UUU / H D 


Unmn Qfinipn«i chnlmenric recentnr nicotinic, alnha TDOlVDeDti.de 5 (CHRNA5\ 
mRNA 


NPV/f 000744 


TTnmn saniens cholinergic receotor nicotinic, alnha polypeptide 4 (CHRNA4), 
mRNA 


NM_000743 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 3 (CHRNA3), 
mRNA 


NM_000742 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 2 (neuronal) 
(CHRNA2), mRNA J 


NM 000741 


Homo sapiens cholinergic receptor, muscarinic 4 (CHRM4), mRNA 


NM 000740 


Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 


NM 000739 


Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2), mRNA 


NM 000738 


Homo sapiens cholinergic receptor, muscarinic 1 (CHRM1), mRNA 
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NM 001822 


Homo sapiens chimerin (chimaerin) 1 (CHN1), mRNA 


NM 001821 


Homo sapiens choroideremia-like (Rab escort protein 2) (CHML), mRNA 


NM 001 R1Q 

JLN1Y1 UU 1017 


Homo saoiens chromoeranin B (secretogranin 1) (CHGB), mRNA 


NM 001 ?6Q 


Homo sapiens chromosome condensation 1 (CHC1), mRNA 


NM 001767 


Homo sapiens chondroadherin (CHAD), mRNA 


NM_001817 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 4 
CCEACAM4). mRNA 


NM 001816 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 8 
(CEACAM8), mRNA 


NM 001815 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 3 
(CEACAM3), mRNA 


NM 001663 


Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), mRNA 


NM 001813 


Homo sapiens centromere protein E (3 12kD) (CENPE), mRNA 


NM 001808 

i^lAVl. UU J. OUO 


Homo sapiens carboxyl ester lipase-like (bile salt-stimulated lipase-like) (CELL), 
mRNA 


NM 001807 


Homo sapiens carboxyl ester lipase (bile salt-stimulated lipase) (CEL), mRNA 


NM 001805 


Homo sapiens CCAAT/enhancer binding protein (C/t£BP), epsilon (CEBPE), 
mRNA 


NM 001265 


Homo sapiens caudal type homeo box transcription factor 2 (CDX2), mRNA 


NM 001804 


Homo sapiens caudal type homeo box transcription factor 1 (CDX1), mRNA 


NM 001803 


Homo sapiens CDW52 antigen (CAMPATH-1 antigen) (CDW52), mRNA 


NM 001264 


Homo sapiens corneodesmosin (CDSN), mRNA 


NM 001263 


Homo sapiens CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 
l(CDSl),mRNA 


NM 001801 


Homo sapiens cysteine dioxygenase, type I (CDOl), mRNA 


NM 001769 


Homo sapiens CD9 antigen (p24) (CD9), mRNA 


NM 001768 


Homo sapiens CD8 antigen, alpha polypeptide (p32) (CD8A), mRNA 


NM 001874 

J.NJLV1 uuj O / *t 


TTnmn <;aniens CD84 antigen (leukocvte antieen) (CD84), mRNA 


NMJHH781 


Homo sapiens CD69 antigen (p60, early T-cell activation antigen) (CD69), 
mRNA 


NM 001780 


Homo sapiens CD63 antigen (melanoma 1 antigen) (CD63), mRNA 


NM 001770 


Watyia cflnipn«i rT)58 antiffen flvmnhocvte function-associated antigen 3) 
(CD58), mRNA 


VTNyf nn 177R 
INiVL Uul / / o 


TTrvmn canipnc PD48 antiapn fR-eell membrane Tirotein^ fCD48\ mRNA 


NM 001777 


Hnmn canipnc fT)47 antiffen (Rh-related antigen, inteerin-associated signal 
francHnpw^ fCDdl} mRNA 


NM 000713 


u nTn o cqnipn<? PD3F antigen ensilon DolvneDtide fTiT3 complex) (CD3E), 
mRNA 


NM 000732 


Homo saoiens CD3D antieen, delta polypeptide (TiT3 complex) (CD3D), 
mRNA 


NM 001776 


Homo saoiens ectonucleoside triphosphate diphosphohydrolase 1 (ENTPD1), 
mRNA 


NM 001775 


Homo sapiens CD38 antigen (p45) (CD38), mRNA 


NM 001774 


Homo sapiens CD37 antigen (CD37), mRNA 


NM 001773 


Homo sapiens CD34 antigen (CD34), mRNA 


NM 003830 


Homo sapiens sialic acid binding Ig-like lectin 5 (SIGLEC5), mRNA 


NM 001245 


Homo sapiens sialic acid binding Ig-like lectin 6 (SIGLEC6), mRNA 


NM 001772 


Homo sapiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Homo sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD1D antigen, d polypeptide (CD1D), mRNA 


NM 001765 


Homo sapiens CD1C antigen, c polypeptide (CD1C), mRNA 
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NM 001764 


Homo sapiens CD1B antigen, b polypeptide (CD1B), mRNA 


mm 001838 1 


Homo sapiens chemokine (C-C motif) receptor 7 (CCR7), mRNA 


NM 001837 


Homo sapiens chemokine (C-C motif) receptor 3 (CCR3), mRNA 


NM 0017^8 


Homo saniens cvclin Dl (PRAD1 parathyroid adenomatosis 1) (CCND1), 

X X V-Jl 1 1U OttWlviiu V V villi JL^ X 11 i\i * ^ *** ** ^^^J - ✓ \ /* 

mRNA 


NM 000731 


Homo sapiens cholecystokinin B receptor (CCKBR), mRNA 


NM 000710 I 

1N1VJ. UUU / Jv 


TTnmn <;anipns cholecvstokinin A receotor (CCKAR). mRNA 


nm nni7S7 


Knmn saniens carbonvl reductase 1 (CBR1), mRNA 


nm nni7S4 


Wnmn saniens runt-related transcriDtion factor 1 (acute myeloid leukemia 1; 
amll oncoeene) fllUNXl), mRNA 


NM 003688 


Homo sapiens calcium/calmodulin-dependent serine protein kinase (MAGUK 
familvi (CASK) mRNA 


NM 001747 


Homo sapiens capping protein (actin filament), gelsolin-like (CAPG), mRNA 


NM 00 1 7/14 


Homo sapiens calcium/calmodulin-dependent protein kinase IV (CAMK4), 
mRNA 


nm 001741 


Hnmn saniens calmodulin 2 CohosDhorvlase kinase, delta) (CALM2). mRNA 

X XV/l 1 k\J £>dyJ X wXXO wdiillV/UUiill y pilx/wpuvi j ifc»uv i\iiiuuvj w-w*v*>*y y " * — * * / J 


NM 001742 


Homo sapiens calcitonin receptor (CALCR), mRNA 1 


xjAyf 001741 


"Rnmn Qmriens raleitnnin/calcitonin-related oolvoeotide. aloha (CALCA). mRNA 


NM_000727 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 1 
/TACNGl^ mRNA 


NM_000726 


Homo sapiens calcium channel, voltage-dependent, beta 4 subunit (CACNB4), 

mRNA 


NM.000725 


Homo sapiens calcium channel, voltage-dependent, beta 3 subunit (CACNB3), 

mRNA 


NM_000724 


Homo sapiens calcium channel, voltage-dependent, beta 2 subunit (CACNB2), 
mRNA 


NM_000723 


Homo sapiens calcium channel, voltage-dependent, beta 1 subunit (CACNB1), 
mRNA 


NM_000721 


Homo sapiens calcium channel, voltage-dependent, alpha IE subunit 
fCACNAlF^ mRNA 


JNJVl_UUU/ZU 


Unmn oanipnQ ralrnrm channel vnltaffe-denendenL L, tvoe aloha ID subunit 
/TAONAIDI mRNA 




T-Tnmn Qanipns calcium channel voltflffe-denendent. L tVDC alnha 1C Subunit 
(CACNAIO mRNA 


NM 000718 


Homo saniens calcium channel voltace-deoendent, L type, alpha IB subunit 
(C ACNA I B), mRNA 


NM 001739 


Homo sapiens carbonic anhydrase VA, mitochondrial (CA5 A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001738 


Homo sapiens carbonic anhydrase I (CA1), mRNA 


NM 001737 


Homo sapiens complement component 9 (C9), mRNA 


NM 001736 


Homo sapiens complement component 5 receptor 1 (C5a ligand) (C5R1), mRNA 


NM 001735 


Homo sapiens complement component 5 (C5), mRNA 


NM 001QS6 

INlVl UvJ/JU 


Homo saniens cholesterol 25-hvdroxvlase (CH25H), mRNA 


NM 001734 


Homo sapiens complement component 1, s subcomponent (CIS), mRNA 


NM 001733 


Homo sapiens complement component 1, r subcomponent (C1R), mRNA 


NM 001732 


Homo sapiens butyrophilin, subfamily 1, member Al (BTN1A1), mRNA 


NM 001731 


Homo sapiens B-cell translocation gene 1, anti-proliferative (BTG1), mRNA 


NM 001729 


Homo sapiens betacellulin (BTC), mRNA 


NM 001728 


Homo sapiens basigin (BSG), mRNA 


NM_003742 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 1 
(ABCB11), mRNA 


NM 001727 


Homo sapiens bombesin-like receptor 3 (BRS3), mRNA 
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NM 000059 


Homo sapiens breast cancer 2, early onset (BRCA2), mRNA 


NM 001725 


Homo sapiens bactericidal/permeabihty-increasing protein (BPI), mRNA 


NM 001724 


Homo sapiens 2,3-bisphosphoglycerate mutase (BPGM), mRNA 


NM 001723 


Homo sapiens bullous pemphigoid antigen 1 (230/240kD) (BPAG1), mRNA 


NM 001717 


Homo sapiens basonuclin (BNC), mRNA 


NM_001722 


Homo sapiens BN51 (BHK21) temperature sensitivity complementing (BN51T), 
mRNA 


NM 001721 


Homo sapiens BMX non-receptor tyrosine kinase (BMX), mRNA 


NM 001203 


Homo sapiens bone morphogenetic protein receptor, type IB (BMPR1B), mRNA 


NM 001720 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8), 
mRNA 


NM 001719 


Homo sapiens bone morphogenetic protein 7 (osteogenic protein 1) (BMP7), 
mRNA 


NM 001202 


Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 


NM 000713 


Homo sapiens biliverdin reductase B (flavin reductase (NADPH)) (BLVRB), 
mRNA 


NM 000712 


Homo sapiens biliverdin reductase A (BLVRA), mRNA 


NM 001713 


Homo sapiens betaine-homocysteine methyltransferase (BHMT), mRNA 


NM 001712 

ill'* VWl 1X4* 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 1 
(biliary glycoprotein) (CEACAM1), mRNA 


NM 001711 


Homo sapiens biglycan (BGN), mRNA 


NMJ)00711 


Homo sapiens bone gamma-carboxyglutamate (gla) protein (osteocalcin) 
(BGLAP), mRNA 


NM 001709 


Homo sapiens brain-derived neurotrophic factor (BDNF), mRNA 


NM 000710 


Homo sapiens bradykinin receptor B 1 (BDKRB 1), mRNA 


NM 001707 


Homo sapiens B-cell CLL/lymphoma 7B (BCL7B), mRNA 


NM 001706 


Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6), mRNA 


NM 003921 


Homo sapiens B-cell CLL/lymphoma 10 (BCL10), mRNA 


NM 003657 


Homo sapiens breast carcinoma amplified sequence 1 (BCAS1), mRNA 


NM 001188 


Homo sapiens BCL2-antagonist/killer 1 (BAK1), mRNA 


NM 001704 


Homo sapiens brain-specific angiogenesis inhibitor 3 (BAD), mRNA 


NM 001703 


Homo sapiens brain-specific angiogenesis inhibitor 2 (BAI2), mRNA 


NM 001702 


Homo sapiens brain-specific angiogenesis inhibitor 1 (BAH), mRNA 


NM_001186 


Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
factor 1 (BACHH mRNA 


NM_001701 


Homo sapiens bile acid Coenzyme A amino acid N-acyltransferase (glycine N- 
cholovltransferase^ fBAAT) mRNA 


NM 001185 


Homo sapiens alpha-2-glycoprotein 1, zinc (AZGP1), mRNA 




TTnmn cnnipriQ ntfl"vifl tp1ancTiprtn<5ia nnH TCad3 rplatpd ( ATR^ mRNA 

XJ.UU1U OO-UlCllo CLLCLrkACL l\*LCiLLiZL\j\sU10lCi CU1U XVuUJ 1 ^IdlVU l/l 1 i.vy } iiUMiJi 


NM_000053 


Homo sapiens ATPase, Cu++ transporting, beta polypeptide (Wilson disease) 


NMJKG945 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD 


NM 001696 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
31kD (ATP6E), mRNA 


NMM1693 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 2 (ATP6B2), mRNA 


NM_001692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58WD, isoform 1 (ATP6B1), mRNA 


NM_001691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alpha polypeptide, 70kD, isoform 2 (ATP6A2), mRNA 


NM 001690 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
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alpha polypeptide, 70kD, isoform 1 (ATP6A1), mRNA 




Homo ^aniens ATP wnthase H+ transDortine. mitochondrial Fl complex. 0 
subunit (oligomycin sensitivity conferring protein) (ATP50), mRNA 




Homo saniens ATP synthase H+ transporting, mitochondrial Fl complex, beta 
polypeptide (ATP5B), nuclear gene encoding mitochondrial protein, mRNA 


NM 000704 


Homo saniens ATPase H+/K+ exchaneine. aloha oolvDentide ( ATP4AV mRNA 


NM_001684 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 4 (ATP2B4), 
mRNA 


NM_001682 


Homo sapiens ATPase, Ca-H- transporting, plasma membrane 1 (ATP2B1), 
mRNA 


NM_001681 


Homo sapiens ATPase, Ca-H- transporting, cardiac muscle, slow twitch 2 
f ATP2A2^ mRNA 


NM_001679 


Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide (ATP1B3), 
mRNA 


NM_001678 


Homo sapiens ATPase, Na+/K+ transporting, beta 2 polypeptide (ATP1B2), 
mRNA 


NM_001677 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP IB 1), 
mRNA 


NM_000703 


Homo sapiens ATPase, Na+/K+ transporting, alpha 3 polypeptide (ATP1 A3), 
mRNA 


NM 00070? 


TTnmn Qnnif*n^ ATPaqp Na+/JC-f transnortinff alnha 2 (+} oolvDCDtide (ATP1A2^ 
mRNA 


NM_000701 


Homo sapiens ATPase, Na+/K+ transporting, alpha 1 polypeptide (ATP1 Al), 
mRNA 


NM 000051 


Homo sapiens ataxia telangiectasia mutated (includes complementation groups 
A, C and D) (ATM), mRNA 


NM 001675 


Homo sapiens activating transcription factor 4 (tax-responsive enhancer element 
B67) (ATF4), mRNA 


NM 001673 


Homo sapiens asparagine synthetase (ASNS), mRNA 


NM 000048 


Homo sapiens argininosuccinate lyase (ASL), mRNA 


NM_001670 


Homo sapiens armadillo repeat gene deletes in velocardiofacial syndrome 
(ARVCF) mRNA 


NM 001179 


Homo sapiens ADP-ribosyltransf erase 3 (ART3), mRNA 


NM 000047 


Homo sapiens arylsulfatase E (chondrodysplasia punctata 1) (ARSE), mRNA 


NM 001178 


Homo sapiens aryl hydrocarbon receptor nuclear translocator-like (ARNTL), 
mRNA 


NM 001668 

X^tJL*X W J. WW 


Homo sapiens aryl hydrocarbon receptor nuclear translocator (ARNT), mRNA 


NM 001667 


Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA 


NM 001 176 


Homo ^aniens Rho GDP dissociation inhibitor fGDD gamma CARHGDIG). 
mRNA 


NM 001665 

XNIVI \J\J 1 


Homo ^aniens ras homolot? penp farrvilv member G frho G^ CARHG). mRNA 


NM 001661 


Homo saoiens ADP-ribosvlation factor 4-like ( ARF4IA mRNA 


NM 001659 


Homo sapiens ADP-ribosylation factor 3 (ARF3), mRNA 


NM 001657 


Homo sapiens amphiregulin (schwannoma-derived growth factor) (AREG), 
mRNA 


NM_001654 


Homo sapiens v-raf murine sarcoma 3611 viral oncogene homolog 1 (ARAF1), 
mRNA 


NM 001169 


Homo sapiens aquaporin 8 (AQP8), mRNA 


NM 001651 


Homo sapiens aquaporin 5 (AQP5), mRNA 


NM 001648 


Homo sapiens kallikrein 3, (prostate specific antigen) (KLK3), mRNA 


NM 000484 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-H, Alzheimer 
disease) (APP), mRNA 
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NM 001647 


Homo sapiens apolipoprotein D (APOD), mRNA 


nm nm £Af\ 

1N1V1 UU1QHO 


Rattia <5flm"pn«? anolinonrotein C-IV (APOC4^ mRNA 

XxUlllt/ oa.piCllS CipvlipvL/1 V71X/1X1 \s X ▼ \* U- W W^y, *■ 


NM 000384 


Homo sapiens apolipoprotein B (including Ag(x) antigen) (APOB), mRNA 


vrK/f noi aai 


Wattia canipnc flnnlinAnTAtPiri A-TTfAPOA2^ mRNA 

XXUII1U oo. pi Clio ay\JlL\J\Jyl\Jl\sllX rvil. \r\X vAA y, uuviirk 


nm 001 1 £8 

INI VI UUllOo 


WomA canipnc hnriilnviral TAP reneat-contaiTiinff 5 ( surviving {JilRC5 ) mRNA 


nm 1 1 fn 

IN XVI UU110/ 


Wattia cnnipnc Vinmlnviral TAP reneat-containiTiff 4 fBIRC4^ mRNA 

XXUHIU o d pi Clio UavUlUVlKU J_tVX 1 v^lw l^iUU to 11 ill IQ, ~ yxJXXVWTy, ixiava^* k 


XTX/T AA1 1 £/1 


Tlfvmn canipnc amvlAiH Vipfa f A4^ nreciir^nr irrntein-iSiTidiTiff familv B member 1 

XxUIilU o dpi Clio alliyiuiu Uwia yfxij yibvuioui piuivui L/ixivxxiig, xcuxiixjr x*», uiviuuwi a 

fFen^ f APBBH rnRNA 


NM_O01163 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 1 
(Xll)(APBAl),mRNA 


JNlVi^UUi 101 


TTnmn camVne niirKv /rmrlpAcirlp HinViAQnVlfltP linVpH TTlOlpfv ICVtvrie motif 2 
xlAJIllU bdTJlCIlb 11UU.1A ^11UC1CUo1U.C UipuuapilalL/ llllPk-wU. liiwiv/Ly tjflJVv niuui ** 

(NUDT2), mRNA 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AOAH), mRNA 


JNJV1 UUIOjU 


riomo sapiens annexm /vo \z\ina^vo j, nu\is/\ 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


VTK/T AAA7AA 


Homo sapiens annexin ai ^/vinaai j, miuN/i 


xnv >r aai i 

NM_001152 


Jtlomo sapiens solute earner rarmiy zj ^miTocnononai earner, aaenine nucicouae 
Transiocaior^, memoer d ^ojl^zj/vj^, nucicdx gene ciicuumg iiiiLuciiuiiaiiai 
protein, mRNA 


XTN>f AA1 1 < 1 


Homo sapiens soiuxe camer iamny zj ^rniiocnonoxiai camer, auerune nuciconuc 
translocator), member 4 (SLC25A4), nuclear gene encoding mitochondrial 
proicin, iTiiviNA 




xlOmO Sapiens dldnyi ^ITlCIIllJIallC^ dllllllupcpilUaaC ^aUllllUlJCpuuaoC 
5»miTiAnp»ritiHflCf» M^ mifTA^nmsl amitiAnentida^e CDI*? T>1 50^ TANPEP^ mRNA 


NM OOI 14fi 


TTattia csfAiPtic nncriAAAiptin 1 f ANrrPTI^ mTiN^A 

1JLU111VJ oaLJICllD ailgiULJUlCULll 1 ^rVl^lVJJL X ly, 111AVL 


NM 000699 

INIYX UUUU77 


TTAmn Rflnipn^ amvlase alnVin 2 A* nancreatic ^AMY2A^ mRNA 


NM 000481 


TTAmn Qanipn*! flminometbvltran^fierase T elvcine cleavaffe svstem nrotein T1 
CAMTi mRNA 


NM 000480 

XMlVx UUUtOU 


Homo saniens adenosine mononhosnhate deaminase (isoform (AMPD3\ 
mRNA 


NM 001144 

xNlvi UWl ITT 


Hnmn Qanifn^ aiitocrine motilitv factor recentor ( AMFR^ mRNA 


NM 001143 


Homo sapiens amelogenin (Y chromosome) (AMELY), mRNA 


NM 0016^1 


TTattia QflnipnQ n1nV»n-1 «rmrrno1 Abiilin/hiloinin nrecurcAr fAMBP^ mRNA 
xxvjiiiu oujjiciio aiiJiia i liiicivjgiuuuiiijy uuvuiiiii pivvuiuoui ^^illyxx^x y, iixxvx^^x 


NM OOfifiQR 


TTnmA cnnipnc nfaoriirlA'njitp S-linAYVcypnnQP rAT.O^Jf^i ttiT?NA 
XiUlllvj odiyiciia cu awiiiuVJiiciic */~iipuA.ygciiaow ^^rvx^w^v^y, liiiviiiv 


NM 001140 


Homo sapiens arachidonate 15 -lipoxygenase (ALOX15), rnRNA 


"MM OO1 1 


Unmn car»i(*nc nrapTiiHnTiQtp 1 OJinnYVtiPTiacp 191? tvnp TAT O^Jfl 9R 1 mRNA 
XxUIIlU actpicilo <U aClllUUHalC li-lipUAjrgCilaoCj i x<xx ijpc ^njjv//\. x ^>ju y , uuviirv 


INJVx UUUOy/ 


XlOiIlU bapiCIlo al aLlUUUIlaLC 1^-UpUAygCllaDC \xVL« vyyv 1 ^.y 3 llUVlNiT. 


vrx/T 001 £7 B 


ll O I IIO oapiCIlo alUU-KCLO iCUUClabC lalimy 1, JJlClllUCl xj L ^aiUUoc icuuvyiaovy 
i'AK'l?1R1 , i mRNA 


NM_000696 


Homo sapiens aldehyde dehydrogenase 9 (garnma-aminobutyraldehyde 
uenyurogenooc, dj isozynicj \t\j^ijriy ), iiixvi^-tv 


NM 000692 


Homo sapiens aldehyde dehydrogenase 5 (ALDH5), mRNA 


NM_0Q3748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 
dehydrogenase; pyrroline-5-carboxylate dehydrogenase) (ALDH4), rnRNA 


NM 000690 


Homo sapiens aldehyde dehydrogenase 2, mitochondrial (ALDH2), rnRNA 


NM 000689 


Homo sapiens aldehyde dehydrogenase 1, soluble (ALDH1), rnRNA 


NM 001627 


Homo sapiens activated leucocyte cell adhesion molecule (ALCAM), mRNA 


NMJ)00688 


Homo sapiens arninolevulinate, delta-, synthase 1 (ALAS1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_003689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), rnRNA 
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XTIV/T AH7/1QQ 


xiomo sapiens a Kinase ^x\kj\aj ancnor protein i ^/yjv/vt i mxuN a 


XTXVT AfM £11 


Homo sapiens aipna-z-xio-giycoprotein ^axidvjj, hikjn a 


JNM UUJCOy ! 


nomo sapiens ancyigiycerone pnospnate syninase iavjJtoj, iukjna 


xnvyf a A 1117 


Homo sapiens afamin (AFM), mRNA 


XTK/T aai i ii 

JNM UUllJl 


xiomo sapiens aciaic epiaiaymai giycoproiein-iuce i vadvj-uij, uixuna 


NM_003938 


Homo sapiens adaptor-related protein complex 3, delta 1 subunit (AP3D1), 

ml? XT A 

inxviN A 


JNJYl_wl 1^/ 


xiomo sapiens auaptor-reiaieu protein complex i, ueia i suounu ^at idi j 9 

rnRNA 
lliJViNrV 




Wnmn onnipnc nHprmQifiP A9V> rppf^ntnr ( AT")OR A9R^ mRNA 

X.1UJUL1U otipidio aUdlUollll/ r\M\J ICUCpLUl \^/»J^v_/Xv/VX>JJ y ? lllXvi. > 


NM 000674 


TJfnmn cjiTvipnc Qflpnncinp A1 l-pfpr^tnT" f A FlOR A 1 1 tnRXJA 
XTUiilU oaJJlCllo aUCiiUolllC F\. 1 ICVvpiUI \t\xJ\Ji\X\i. ) y ILUVli^i. 


NM 001 194 


Wrvmn cimipnc aHrpnoTYipHnlliVi ( ATYM"\ mRXJA 

1J.U111U iu.pi Clio aUl Cll Villi fcU-Ullill ^XVLxiVl^, lllXVLiiA 


NM 001120 


Homo sapiens tetracycline transporter-like protein (TETRAN), mRNA 


NM 001 1 1R 
JNJV1_UU 1 1 1 o 


nomo sapiens auenyiaie cyclase aenvanng poiypepuac i \piiuiiary^ receptor 
tvnp T fADPYAPIRn mRNA 


NM 000666 1 


Homo sapiens aminoacylase 1 (ACY1), mRNA 


NM 001 &\ 7 


xiomo sapiens acun, aipna z, smooin muscie, aona ^av^i azj, iiuvina 


NM 001007 


xiomo sapiens acrosm ^av^xv^, nuvJNA 


xnvyf aa7<ai 

INM UUJjUI 


xiomo sapiens acyi -coenzyme a oxidase pnsxanoyi vAUvjaj j, mKJNA 


NM 003500 


Homo sapiens acyl-Coenzyme A oxidase 2, branched chain (AC0X2), mRNA 


JNM_UUlUyo 


Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 00 1096 


Homo sapiens Air citrate lyase (ACLY), mRNA 


NM_UuloUy 


Homo sapiens acyl-Coenzyme A dehydrogenase, short/branched chain 
(ACADSB), nuclear gene encoding mitochondrial protein, mRNA 


INM UUlOUo 


Homo sapiens acyl-Coenzyme A dehydrogenase, long chain (ACADL), mRNA 


xnv/r aaiaq7 
JNM uuiuyj 


Homo sapiens acetyl-Coenzyme A carboxylase beta (ACACB), mRNA 


JNM_UUlUoy 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 3 
(ABCA3), mRNA 


NM 000667 
iMVl^UUU DO J 


xiomo sapiens domino ouiyraic annnoir ansierase ^axja i ), nuciear gene 
encuumg mi 10 u xioiiuri di proiein, mxviN a 


NM 001605 


Homo sapiens alanyl-tRNA synthetase (AARS), mRNA 


NM 091 197 


xiomo sapiens vj anugen / ^vjavjis/ mxviNA 


NM 006994 


Homo sapiens butyrophilin, subfamily 3, member A3 (BTN3A3), mRNA 


INM UUloiZ 


xiomo sapiens centromere proiein c i (UxirNrui ), mKJNA 


JNM UID^OJ 


Homo sapiens ubiquitin-conjugating enzyme HBUCE1 (LOC51619), mRNA 


xttv/i aaq^qa 
JNM_UUyjyif 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 2, mRNA 


xr\/f aai 1 
JNM UUiljy 


Homo sapiens aldehyde oxidase 1 (AOX1), mRNA 


JNM_UU/jZ0 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (D1A1), nuclear 
gene encoding mitochondrial protein, transcript variant S, mRNA 


XTX/T f\f\C ICO 

JnM_U0515o 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant a, mRNA 


NM 004441 


xiomo sapiens upnu 1 ^xirxixs i ) nuuN a 


NM 004089 


Homo sapiens delta sleep inducing peptide, immunoreactor (DSIPI), mRNA 


NM_004077 


Homo sapiens citrate synthase (CS), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 003890 


Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA 


NM_003582 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3 
(DYRK3) mRNA 


NM.001396 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1 
(DYRK1) mRNA 
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CLAIMS 

What we claim is: 

1. A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 

2. The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides. 

3. The siNA molecule of claim 1, wherein said siNA molecule comprises 
ribonucleotides. 

4. The siNA molecule of claim 1, wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 
comprises a nucleotide sequence substantially similar to the nucleotide sequence 
of the endogenous mammalian target gene or a portion thereof. 

5. The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 19 nucleotides that are complementary to the nucleotides of the other 
strand, 

6. The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 
sense region comprises a nucleotide sequence substantially similar to the 
nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

7. The siNA molecule of claim 6, wherein said antisense region and said sense, 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 
region comprises at least about 19 nucleotides that are complementary to 
nucleotides of the sense region. 
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8. The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 
sense region comprises a nucleotide sequence that is complementary to said 
antisense region. 

9. The siNA molecule of claim 6, wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 
molecule. 

10. The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

1 1 . The siNA molecule of claim 10, wherein said linker molecule is a polynucleotide 
linker. 

12. The siNA molecule of claim 10, wherein said linker molecule is a non-nucleotide 
linker. 

13. The siNA molecule of claim 6, wherein pyrimidine nucleotides in the sense 
region are 2 f -0-methyl pyrimidine nucleotides. 

14. The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
2'-deoxy purine nucleotides. 

15. The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2 f -deoxy-2'-fluoro pyrimidine nucleotides. 

1 6. The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5-end, the 3-end, or both of the 5' and 3' 
ends of the fragment comprising said sense region. 

17. The siNA molecule of claim 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

18. The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are T-deoxy^'-fluoro pyrimidine nucleotides. 
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19. The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2 f -0-methyl purine nucleotides. 

20. The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2'-deoxy- purine nucleotides. 

5 21. The siNA molecule of claim 18, wherein said antisense region comprises a 
phosphorothioate internucleotide linkage at the 3* end of said antisense region. 

22. The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3* end of said antisense region. 

23. The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
1 0 molecule comprise 2 1 nucleotides. 

24. The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 

1 5 other fragment of the siNA molecule. 

25. The siNA molecule of claim 24, wherein each of the two 3' teiminal nucleotides 
of each fragment of the siNA molecule are 2 ' -deoxy-pyrimidines. 

26. The siNA molecule of claim 25, wherein said 2'-deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

20 27. The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

28. The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 

25 endogenous mammalian target gene or a portion thereof. 

29. The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

30. The siNA molecule of claim 9, wherein the 5 '-end of the fragment comprising 
30 said antisense region optionally includes a phosphate group. 
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3 1 . The siNA molecule of claim 1 , wherein said mammalian gene is a human gene. 

32. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 

5 wherein said siNA molecule comprises no ribonucleotides. 

33. The siNA molecule of claim 32, wherein said target RNA sequence is encoded by 
a human gene. 

34. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 

10 double-stranded siNA molecule comprises about 21 nucleotides and wherein said 

siNA molecule does not require the presence of a ribonucleotide within the siNA 
molecule for the inhibition of expression of an endogenous mammalian target 
gene. 

35. The siNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

36. The siNA molecule of claim 31 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

37. The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 

20 38. The siNA of claim 37, wherein said receptor is VEGFR1. 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 

41 . The siNA molecule of claim 31 or claim 35, wherein said human gene is BCL2. 

42. The siNA molecule of claim 31 or claim 35, wherein said human gene is 
25 HER2/neu. 

43. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 31 or claim 35, wherein said human gene is PCNA. 

45. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is REL-A. 
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46. The siNA molecule of claim 31 or claim 35, wherein said human gene is PTP1B. 

47. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is B ACE. 

48. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is CHK1 . 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HER1). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

52. Medicament comprising the siNA molecule of claim 1 . 

53 . Active ingredient comprising the siNA molecule of claim 1 . 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 
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Figure 1 
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Figure 2 
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Figure 18 
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SENSE STRAND (SEQ ID NO 903) 
ALL PYR1M1DINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

N s N s N, N s N N N N N N N N N N N N s N s fr s (N s N) 
L-(N S N)NNNNNNNNNNNNNNN S N S N S N S N 

ANTISENSE STRAND (SEQ ID NO 904) ■ 1 

ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 

S ENSE STRAND (SEQ ID NO 905) 
ALL PYRIMIDINES = 2-0-ME OR 2'-FLUORO EXCEPT POSITION'S (N N) 

. . NN.NNNNNNNNNNNNNNNNN(NN) 
L-(NN)NNNNNNNNNNNNNNNNNNN . 

ANTISENSE STRAND (SEQ ID NO 906) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N f ;N) 

'• SENSE STRAND (SEQ ID NO 907) 
ALL PYR1MID1NES ,= 2-O-ME OR 2-FLUORO EXCEPT POSITIONS (N N) 

B-NNNNNNNNNNNNtiNNNNNN'(NN)-B 
L-(N 5 N) NNNNNNNNNNNNI^NNNNNN 

ANTISENSE STRAND. (SEQ ID NO 908) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 



t3' 
-5' 



-3' 
-5' 



-3' 
-5' 



D 



E 



SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES - 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES - 2'-DEOXY 

5'- ' B-N NNNNNNNNNNNNNNNNNN(N N)-B -3' 
3 f - L-(N S N) NNNNNNNNNNN'NNNN NNNN -5' 

ANTISENSE STRAND (SEQ ID NO 910) 
ALL'PYRIMIDINES - T-FLUORO AND ALL P.URiNES « 2'-0-ME EXCEPT POSITiONS (N N) 



5'- 
3»- 



' SENSE STRAND (SEQ ID NO 911) 
ALL PYRIMIDINES - 2'-FLUORO EXCEPT POSITIONS (N N) 

B-N N N N N NNNNNN N NNNNNNN (N N)-B -3' 
L-(NN) NNNNNNN N N NNNNNN NNNN -5' 



ANTISENSE STRAND (SEQ ID NO 9 1 2) ' 
ALL PYRIMIDINES = 2'-FLUORO AND ALL PURINES = 2'-0-ME EXCEPT POSITIONS (N N) 
^ . J 

i ' > 

SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES - 2'-DEOXY 

y- , B-N NNN NN NN NNNNNNN NNNN (NN)-B -3' 
3'- L-(N S N) NNNNNNN NNNN NNN NNNNN -5' 

ANTISENSE STRAND (SEQ ID NO 913) 
l^ALL PYRIMIDINES = 2*-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES - 2'-DEOX^ 



POSITIONS (NN) CAN COMPRISE ANY NUCLEOTIDE, SUCH AS DEOXYNUCLEOTIDES 
(eg. THYMIDINE) OR UNIVERSAL BASES 

B = ABASIC, INVERTED ABASIC, INVERTED NUCLEOTIDE OR OTHER TERMINAL CAP 

* THAT IS OPTIONALLY PRESENT 
L = GLYCERYL MOIETY THAT IS OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR PHOSPHORODITHIOATE 
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Figure 19 
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SENSE.STRAND (SEQ ID NO 914) 

u s u s u s G s u cuuccAuuccA u s u s G s r s r 
L-T S T A A A c AGA AGGuAAG G s u s A s A s c 

• ANTISENSE STRAND (SEQ ID NO 915) 
• SENSE STRAND (SEQ ID NO 916). 

uuuGucuuccAuuccAuu'G7T 
L-7TAA Ac AGA AGGu AAGGuAAc 

ANTISENSE STRAND (SEQ ID NO 917) 
. SENSE STRAND (SEQ ID NO 918) 

iB-uuuG'ucuuccAuuccAuuGrr-iB 
L-r s rAAA.c AG A AGGu AAGGuAAc 

ANTISENSE STRAND (SEQ ID NO 919) 



SENSE STRAND (SEQ ID NO 920) ' 

iB.-uuuGuc uu c cA uu ccAuuGTT-iB 
L-7; s r.aaacagaa'gguaagguaac 

■ ■ , ANTISENSE STRAND (SEQ ID NO 921).- 
SENSE STRAND (SEQ ID NO 922) 

iB-w uuGucuucc kuucc KuuG TT-iB 
L- JJaaac ag aaggu aagguaac 

ANTISENSE STRAND (SEQ ID NO 923) 
SENSE STRAND (SEQ ID NO 920) 

\B-u uuGucuuccAuuccAuuG TT-iB 
L-T s TAAAcA G A AGGu AAGGuAAc 

, ANTISENSE STRAND (SEQ ID NO 924) 



-3' > 
-5' 



-3* 
-5' 



-3'. 
-5' 



-3' 
-5' 



-3' 
-5' 



-3' 
-5' Y 



lower case = 2'-0-Methyl or 2'-deoxy-2'-fluoro; 
italic lowercase = 2'-deoxyr2 L fluoro 
ITALIC UPPER CASE - DEOXY 



B = INVERTED DEOXY ABASIC 
L « GLYCERYL MOIETY OPTIONALLY PRESENT 
S - PHOSPHOROTHIOATE OR 
PHOSPHORODITHIOATE 
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